
Zang et al. 
Reproductive Biology and Endocrinology           (2022) 20:38  
https://doi.org/10.1186/s12958-022-00909-2

RESEARCH

MiR‑326 inhibits trophoblast growth, 
migration, and invasion by targeting PAX8 
via Hippo pathway
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Abstract 

Preeclampsia (PE), a pregnancy disorder that affects 5–7% of pregnant women, is among the primary causes for 
maternal and perinatal mortality. PE is believed to be associated with insufficient invasion of villous and extravil-
lous trophoblasts (EVTs), which hampers uterine spiral artery remodeling and finally induces PE. But the mechanism 
responsible for reduction of trophoblast invasion remains unclear. In this study, placental tissues taken from healthy 
donors and PE patients were used to evaluate the miR-326 expression; CCK8 and colony formation assays were used 
to confirm the effect of miR-326 on cell proliferation; transwell assay was used to demonstrate the effect of miR-326 
on cell invasion capability; western blot was used to investigate the underlying mechanism; and luciferase assay was 
used to detect the effect of miR-326 on YAP/TAZ-mediated transcription activity. It was revealed the miR-326 expres-
sion was higher in placentas from PE patients than from healthy donors. After transfection of miR-326 mimics, tropho-
blast proliferation and invasion were impaired. Using TargetScan, we speculated that PAX8 was a target of miR-326, 
which was later confirmed by western blot. The YAP/TAZ expression was also downregulated after transfection with 
miR-326. Luciferase assay demonstrated that overexpression of miR-326 suppressed YAP/TAZ-mediated transcription 
activity by targeting PAX8. Overexpression of PAX8 could partly rescue miR-326-induced suppression of trophoblast 
proliferation and invasion. Taken together, our result indicated that miR-326 suppresses trophoblast growth, invasion, 
and migration by means of targeting PAX8 via the Hippo pathway.
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Introduction
PE is typically symptomized by high levels of blood pres-
sure and urine protein, and accounts for about 5% of 
pregnancies [1]. PE occurs usually 20 weeks into gesta-
tion, and is determined as the major cause for premature 
delivery, placental abruption, low infant weight, and peri-
natal and maternal fatality [2]. Although the exact patho-
physiology of PE is largely unknown, aberrant placental 

development is widely recognized as initiatory symptom 
during early gestation [3]. Trophoblasts, which are major 
cellular components of placenta, play essential roles in 
the functioning of placenta. Trophoblast viability and 
invasion have been reported to be closely correlated with 
the PE progression [4].

MicroRNAs (miRNAs) are short, noncoding RNA 
sequences involved in the regulation of gene expression 
by suppressing translation or activating degradation of 
its target mRNA [5]. miRNA dysregulation is observed 
in various diseases, including malignant cancers and 
immunological disorders [6–9]. Recent evidences 
have showed that miRNAs act as critical molecules in 
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the PE development [10, 11]. miRNAs were differen-
tially expressed in trophoblasts of both mild and severe 
PE patients. They specifically targeted genes that are 
involved in signal transductions, resulting in alteration of 
processes that are directly related to the PE progression 
[12, 13]. Trophoblast proliferation and invasion, angio-
genesis and other distinct characteristics of placentation, 
are regulated to different extents by differential miRNA 
expressions. miR-326 has been reported to suppress the 
progression of cancer by regulating proliferation signal 
transduction in cancer cells [14]. The miR-326 expres-
sion in placentas both from normal and PE subjects were 
examined, and the mechanism of how miR-326 affected 
PE progression was investigated in this study.

Methods and materials
Patients and samples
All experiments and use of placentas were approved by 
the Ethical Committee of the Affiliated Hospital of Qing-
dao University (Shandong, China). All participants had 
given informed consents before any experiment. Placen-
tal samples were either acquired from normal full‑term 
delivery (n = 6, weeks 37–39) or from severe PE patients 
(n = 6, weeks 37–39), both by parental permissions. 
Exclusion criteria were multiple pregnancies, pregnan-
cies with fetal anomalies, pregnancies with chronic 
disease, preexisting hypertensive disorders, chorioam-
nionitis, diabetes mellitus, and gestational diabetes. All 
placentas were harvested by elective cesarean section 
without involving artificial labor. Placental tissues were 
extracted by cutting a vertical plane across a central and 
normal area, including both the fetal and maternal sides. 
Tissues involving calcification or clots were discarded.

Cell Culture
To fully understand the role of miR-126 in trophoblast 
functions, we used two trophoblast cell lines (HTR-8/
SVneo and JEG-3, Type Culture Collection China Centre) 
in this study. Both cell lines were cultured with DMEM/
F12 (including 10% FBS) in an incubator at 37  °C in an 
atmosphere with 5% CO2.

Small interfering RNA, plasmids, miR mimic/inhibitor, 
and lentivirus transfection
Cell transfection was conducted on Lipofectamine 2000 
(Invitrogen, Carlsbad, USA). Then these transfected cells 
were isolated as single clones following puromycin treat-
ment to construct stably transfected cell lines.

The adopted shRNA sequences are shown as below: 
sh-NC, 5’- GCA​AGC​TGA​CCC​TGA​AGT​T − 3’; sh-
PAX8, 5’- GCC​AGA​ACC​CTA​CCA​TGT​T-3’;

Control miRNA, and miR-326 mimics and inhibitors 
were acquired from Hanbio (Shanghai, China).

Lentivirus control or lentiviral constructs with full 
PAX8 expression and miR-326 overexpression were 
adopted to construct stably transfected cell lines.

Western blot analysis and quantitative real‑time PCR 
(qRT‑PCR)
Western blot was conducted as previously desgribed 
[15]. The following primary antibodies were adopted 
in the analysis: PAX8 (ab53490, Abcam, Cambridge, 
MA; 1:1000), TAZ (ab205270, Abcam; 1:1000), YAP 
(ab52771, Abcam; 1:1000), GAPDH (ab181603, Abcam; 
1:5000).

The primers were purchased from Shanghai Genechem 
Co.,Ltd, and the qRT-PCR assays were performed as pre-
viously described [16]. The primer sequences were as fol-
lows: PAX8, forward, 5’-GAT​CCT​CAC​TCA​CCC​TTC​
GC-3’, reverse, 5’-TAA​CCA​CAC​AGG​GAG​TGT​GC-3’; 
GAPDH forward, 5’- AAT​GGG​CAG​CCG​TTA​GGA​
AA-3’, reverse, 5’- GCG​CCC​AAT​ACG​ACC​AAA​TC-3’; 
miR-326, forward, 5’- ACT​GTC​CTT​CCC​TCT​GGG​C 
− 3’, reverse, 5’- AAT​GGT​TGT​TCT​CCA​CTC​TCT​CTC​ 
− 3’; U6 forward, 5’- CTC​GCT​TCG​GCA​GCACA − 3’, 
reverse, 5’-TGG​TGT​CGT​GGA​GTCG − 3’.

Cell Proliferation Analysis, transwell assays and colony 
formation assays
Cell proliferation analysis, transwell assays and colony 
formation assays were carried out as previously speci-
fied [15]. We added trophoblasts to ninety-six-well 
plates (density: 5,000 cells per well), cultured these cells, 
and measured trophoblast proliferation daily via CCK-8 
assays (Thermo Fisher Scientific, MA, USA). We added 
CCK-8 reagent to each well, and the trophoblasts were 
cultured for an additional 1.5  h. Then, colourimetric 
assays were performed by measuring the OD value of 
each well in a microplate reader (wavelength: 450  nm). 
Growth curves were determined in three independent 
experiments.

For transwell invasion assay, serum-free cell suspen-
sion culture (4 × 104) were plated on the upper chamber 
membranes coated with Matrigel (BD Biosciences). Then, 
600 µl medium (including 10% FBS) was supplement into 
the lower chamber. After 24  h, the lower side of mem-
brane was fixed for 30 min and then subjected to crystal 
violet (0.1%) staining. The inner side of membrane was 
swabbed using a cotton swab, and cells quantification 
was performed with a microscope.

For colony forming assay, 500–1000 trophoblasts were 
incubated in 6-well plates for 14 days. Paraformaldehyde 
was then used to fix the colonies which were afterwards 
stained with a crystal violet solution for visualization.
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Luciferase reporter assays
Cells (3 × 103 for each well) were plated in 96-well plates. 
Plasmids with pGL3- PAX8 3’ UTR WT (wild-type) or 
pGL3- PAX8 3’ UTR MUT (mutant) were synthesized by 
Hanbio (Shanghai, China). Co-transfection of the plas-
mids and miR-326 mimics or inhibitors was performed 
using Lipofectamine3000 (Thermo Fisher Scientific).

Cells (5 × 103 for each well) were plated in 96-well 
plates. Co-transfection of synthetic TEAD luciferase 
reporter (Addgene, Cambridge, USA) and Renilla 
reporter constructs (Promega; Madison, USA) into sta-
bly transfected cells was performed on Lipofectamine 
3000. Normalization of Luciferase reporter activity was 
performed with Renilla luciferase. After 24  h, luciferase 
activity was measured by a Dual-Luciferase Reporter 
Assay Kit (Promega).

Statistical analysis
All data were processed by unpaired two-tailed t-test. 
Each analysis was carried out at least in triplicate and 
all data are reported as the mean ± SEM. GraphPad 
Prism (GraphPad; La Jolla, USA) was used in data analy-
sis. P value < 0.05 (expressed as “*”) suggested statistical 
significance; P value < 0.01 were denoted as “**” and P 
value < 0.001 was denoted “***”. P value > 0.05 (expressed 
as “n.s.”) was defined as statistically insignificant.

Results
miR‑326 inhibits trophoblast proliferation and invasion
First, we detected miR-326 levels in placentas from both 
healthy donors and PE patients by qRT-PCR, and found 
that the relative expression of miR-326 was significantly 
higher in placentas from the PE patients (Fig. 1a). Then, 
transfection of miR-326 mimics/inhibitors as well as cor-
responding negative controls into trophoblasts was per-
formed and lasted for 48 h. It was noticed that miR-326 
expression in trophoblasts was substantially upregulated 
by miR-326 mimics and downregulated by its inhibitors 
(Fig.  1b). In addition, it was observed that trophoblast 
proliferation and invasion as well as its colony forma-
tion capability were inhibited by overexpression of miR-
326 and advanced by inhibition of miR-326, respectively 
(Fig. 1c-e). These findings suggested that upregulation of 
miR-326 in placentas of PE patients could inhibit tropho-
blast proliferation and invasion.

PAX8 is a potential target of miR‑326 and a promoter 
of trophoblast proliferation and invasion
miRNAs have long been recognized as target-gene regu-
lators in cells. We found PAX8 was a potential target of 
miR-326 by bioinformatic analysis of data from micro-
RNA.org (http://​www.​micro​rna.​org/​micro​rna/), miRDB 

(http://​mirdb.​org/​cgi-​bin/), and TargetScan (http://​
www.​targe​tscan.​org/) database. The results suggested 
that 3’-UTR of PAX8 bound to the binding site of miR-
326 (Fig.  2a). To further determine if the PAX8 expres-
sion could affect trophoblast proliferation and invasion, 
trophoblasts were transfected with the PAX8 siRNA or 
PAX8 overexpression plasmids. The western blot analy-
sis confirmed the inhibitory/promoting effects of PAX8 
shRNA/ overexpression lentivirus on the PAX8 levels in 
trophoblasts (Fig. 2b). In addition, we examined the pro-
liferation of trophoblasts transfected with PAX8 siRNA 
or PAX8 plasmids by CCK-8 assays. It was shown that 
PAX8 overexpression raised the trophoblast prolifera-
tion rate, and proliferation suppression was observed 
in trophoblasts transfected with PAX8 siRNA (Fig.  2c). 
In consistence with the findings in CCK-8 assays, tran-
swell assays and colony formation assays also revealed 
that PAX8 overexpression significantly enhanced troph-
oblast invasion and their colony formation, while PAX8 
downregulation induced opposite effects (Fig. 2d-e). Our 
results suggested that PAX8, which is directly targeted by 
miR-326, could regulate the proliferation, invasion and 
colony formation of trophoblasts.

It has been reported that PAX8 serves as a nuclear 
transcription factor for a variety of genes. As the main 
effector molecule downstream of Hippo pathway and 
two related transcription regulators in biological regula-
tion function, it has been revealed that YAP/TAZ had a 
low expression in PE [17]. We thus speculated that PAX8 
might be involved in regulation of YAP/TAZ activity. As 
shown in Fig.  2f, the expression of YAP/TAZ was sup-
pressed following PAX8 downregulation, and increased 
after PAX8 overexpression. This implied that PAX8 could 
regulate YAP/TAZ expression in trophoblasts. YAP/TAZ 
is classical transcriptional factor that promotes gene tran-
scription. Two typical YAP-targeted genes, CTGF and 
CYR61, were used to investigate the effect of PAX8 on 
YAP/TAZ functions. As shown in Fig. 2 g, PAX8 down-
regulation inhibited the mRNA expressions of CTFF and 
CYR61, and PAX8 overexpression had opposite effects.

Taken together, our result indicated that miR-326 act 
through PAX8 in trophoblasts; it could promote tropho-
blast proliferation and invasion, and regulate YAP/TAZ 
activity.

PAX8 is a direct miR‑326 target in trophoblasts
To further confirm that PAX8 was directly targeted by 
miR-326, we first evaluated the mRNA levels of PAX8 
in trophoblasts by qRT-PCR after transfection with 
miR-326 mimics or inhibitors. miR-326 overexpression 
in trophoblasts substantially upregulated the mRNA 
level of PAX8, whereas miR-326 inhibition upregu-
lated it, as shown in Fig.  3a. Luciferase assays were 

http://www.microrna.org/microrna/
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http://www.targetscan.org/
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then conducted. The results of assays in HTR-8 cells 
showed that miR-326 mimics significantly reduced the 
relative activity of luciferase with wild-type 3’-UTR of 
PAX8 (P < 0.01), while treatment of miR-326 inhibi-
tors in JEG-3 cells did not noticeably affect the activ-
ity of luciferase with mutant 3’-UTR of PAX8 (Fig. 3b). 
In addition, miR-326 inhibitors considerably increased 
the luciferase activity with wild-type 3’-UTR of PAX8 
in JEG-3 cells (P < 0.01, Fig. 3b).

The Hippo pathway is an evolutionarily-conserved 
pathway that coordinates cell proliferation and apop-
tosis to regulate organ sizes [18]. We examined the 
relative luciferase activity in the Hippo pathway in troph-
oblasts transfected with miR-326 mimics and inhibi-
tors. The sequence of YAP binding site was constructed 
upstream of luciferase, and thus the YAP/TAZ activity 
can be directly monitored by the luciferase activity. It was 
revealed that miR-326 mimics substantially reduced the 

Fig. 1    miR-326 inhibits cell proliferation, migration and invasion. a MiR-326 levels in placenta tissues from pregnant women with PE or normal 
controls was detected by qRT-PCR. b MiR-326 levels in trophoblasts transfected with MiR-326 mimics or inhibitor was detected by qRT-PCR. GAPDH 
was used for normalization. c CCK8 assays from indicated groups to evaluate cell proliferation. d Transwell assays to evaluate cell migration and 
invasion. e Colony formation assays in cells treated with miR-326 mimics or miR-326 inhibitors
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relative luciferase activity in the Hippo pathway in HTR8 
cells (P < 0.01), while miR-326 inhibitor treatment in 
JEG-3 cells promoted relative luciferase activity (P < 0.05, 
Fig. 3c). Then, we examined the YAP/TAZ expression in 
trophoblasts treated with miR-326 mimics or inhibitors 
by western blot. The results showed that the miR-326 
overexpression could significantly inhibit the YAP/TAZ 
expression in trophoblast nucleus, and miR-326 inhibi-
tion could promote the nuclear expression of YAP/TAZ 
(Fig. 3d).

Taken together, we revealed that miR-326 can regulate 
the Hippo pathway activity by targeting PAX8.

MiR‑326 reduces cell proliferation, migration and invasion 
by targeting PAX8
Given the previous finding that miR-326 can regu-
late the Hippo pathway activity, we further investi-
gated whether such effect was dependent on the PAX8 
regulation. As shown in Fig.  4a, after transfection of 
miR-326, the Hippo pathway activity was significantly 
suppressed as expected, and after overexpression of 
PAX8, the Hippo pathway activity was partly rescued, 
indicating that suppression of the Hippo pathway activ-
ity induced by miR-326 is dependent on the downregu-
lation of PAX8.

Fig. 2    PAX8 promotes proliferation, migration and invasion of trophoblast cells. a Schematic diagram of miR-326 and its putative binding 
sequence in the wild-type (WT) and mutant (MUT) 3′-UTR of PAX8. b Western blot analysis to validate the efficiency of stably transfected cells. c, d, 
e CCK8 assays, transwell assays and colony formation assays from indicated cells with PAX8 knockdown or overexpression f Western blot analysis for 
YAP and TAZ protein in indicated cells. g Relative Hippo pathway activity. Renilla activity was used to normalize luciferase reporter activity
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Next, we examined if the effect of miR-326 on cell 
proliferation or invasion relied on the regulation of 
PAX8 expression. As shown in Fig. 4b-d, the prolifera-
tion and invasion of trophoblasts were suppressed after 
transfection of miR-326 as previously mentioned. How-
ever, after transfection of the PAX8-overexpression 
plasmid, the proliferation and invasion capability was 
partly rescued, suggesting that miR-326 suppressed 
trophoblast proliferation and invasion through the 
PAX8 regulation.

Taken together, our result indicated that miR-326 
reduces cell proliferation, migration, and invasion by 
targeting PAX8.

Discussion
PE is a major complication of pregnancy symptomized 
by hypertension and proteinuria [19–23]. At the first 
trimester of pregnancy, the invasive EVTs induce the 
extension of maternal spiral arteries. Impaired EVT inva-
sion, accompanied with poor spiral vascular remodeling, 
induces inadequate placental perfusion, and subsequently 
results in pathologic hypoxia and release of soluble fac-
tors, leading to maternal blood pressure elevation. 
Therefore, the pathogenesis of PE is associated with the 
decrease in trophoblast invasion, which is also observed 
in tumors [24–27]. miRNAs are single-stranded, non-
coding RNA sequences containing approximately 22 

Fig. 3    PAX8 is a direct target of miR-326 in trophoblasts. a qRT-PCR analysis of PAX8 mRNA expression in cells treated with miR-326 mimic or 
miR-326 inhibitor. b Relative luciferase activity in indicated cell groups. c Relative Hippo pathway activity with different treatments. d The levels of 
YAP and TAZ in nucleus or cytoplasm of trophoblasts in indicated groups were tested by western blotting
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nucleotides, which are evolutionarily conserved, and 
exert their regulations by binding to the 3’UTR of target 
genes and inhibiting their expression [28–30]. Moreover, 
several studies have reported that miRNAs, such as miR-
326, play vital roles in the cellular processes of cancers. 
A variety of genes could be involved in regulations of cell 
apoptosis and proliferation through miR-326, including 
fibroblast growth factor 1 (FGF1), CyclinD1 (CCND1) 
and neuroblastoma RAS viral oncogene homolog (NRAS) 
[31]. Although a few studies have revealed that miRNAs 
are crucial regulatory elements during pregnancy, their 
exact roles in PE development remain largely unknown. 
In this study, we demonstrate that miR-326 may play a 
role in the pathogenesis and progression of PE. It is firstly 
observed that placentas from PE patients have a higher 

expression of miR-326 than those from healthy donors. 
Secondly, inhibition of trophoblast proliferation and 
invasion was observed after miR-326 overexpression, 
indicating that miR-326 overexpression in trophoblasts 
may suppress their invasion and thus induce the devel-
opment of PE. This finding could provide an innovative 
means for PE diagnosis and management.

PAX8 a member of paired-box family that is 
expressed during organogenesis of kidney, thyroid and 
Mullerian tract [32, 33]. PAX8 transcription factor 
plays a critical role in viability of differentiated epithe-
lial cells, and overexpression of PAX8 is associated with 
development of different types of tumors [34]. TAZ and 
YAP, the downstream effectors of Hippo signaling, can 
stimulate cell growth, migration, invasion and immune 

Fig. 4    miR-326 reduces cell proliferation, migration and invasion by targeting PAX8. a Relative Hippo pathway activity to validate the efficiency of 
stably transfected cells. b, c, d CCK8 assays, transwell assays and colony formation assays from indicated cells
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escape, which leads to in-vivo tumor development and 
therapy resistance [35]. The Hippo pathway is involved 
in many pathophysiological processes, including cell 
proliferation, migration and invasion, which are closely 
related to many diseases [36]. Interestingly, the Hippo 
signaling is also implicated in the pathological process 
of PE [17]. It was confirmed in this study that tropho-
blast invasion and proliferation were significantly sup-
pressed after PAX8 knockdown. It was also revealed 
that PAX8 downregulation suppressed the expression 
of YAP/TAZ. Our data also showed that miR-326 may 
regulate the PAX8 expression to affect the hippo signal-
ing pathway.

Nevertheless, this study has some limitations. First, 
investigations were only conducted in placental tissues 
and trophoblast cell lines, and animal models should 
be required in further researches. Efforts should be 
made in comparing miR-326 expressions in pregnan-
cies of mice in the future. Second, primary trophoblast 
cells were not investigated in placentas from those who 
would or would not have manifestations of PE in the 
early pregnancy. Third, in comparison with the same 
pregnancy week of control group, the amount of PE 
blood sample was small, and further studies with speci-
men enlargements should be performed. In addition, 
the miR-326 level in one PE patient was very low, and 
there may be interference from other factors.

To summarize, our results indicated that miR-326 
suppresses trophoblast proliferation and invasion by 
targeting PAX8.

Acknowledgements
No funders had roles in the study design, in the collection, analysis, and inter-
pretation of the data or in writing the manuscript. We thank the Department 
of Obstetrics of the Affiliated Hospital of Qingdao University (Qingdao, China) 
for providing tissue samples.

Code availability
Not applicable.

Authors’ contributions
Y.Y., J.Z. and Y.C. designed the project. Y.C., J.Z., M.Y. and W.P. developed 
the experiments. J.Z., H.Z., G.G. and M.L. analyzed the data. Y.C. and J.Z. wrote 
the paper. Y. Y. and J. Z. revised the paper. The author(s) read and approved the 
final manuscript.

Funding
This study was supported by the Clinical Medicine + X Project of the Affiliated 
Hospital of Qingdao University.

Availability of data and materials
The datasets used and/or analyzed during the current study are available from 
the corresponding author on reasonable request.

Declarations

Ethics approval and consent to participate
The study was approved by the Ethics Committee of the Qingdao University 
Affiliated Hospital. All participants provided a written informed consent.

Consent for publication
Not applicable.

Competing interests
The authors declare no potential conflicts of interest.

Author details
1 Department of Obstetrics, the Affiliated Hospital of Qingdao University, 16 
Jiangsu Road, 266000 Qingdao, China. 2 Department of Obstetrics, the Weifang 
Yidu Central Hospital, Weifang, China. 

Received: 12 July 2021   Accepted: 12 February 2022

References
	1.	 Tomimatsu T, et al. Preeclampsia: Maternal Systemic Vascular Disorder 

Caused by Generalized Endothelial Dysfunction Due to Placental Antian-
giogenic Factors. Int J Mol Sci 2019;20. https://​doi.​org/​10.​3390/​ijms2​
01742​46

	2.	 Ives CW, Sinkey R, Rajapreyar I, Tita ATN, Oparil S. Preeclampsia-Patho-
physiology and Clinical Presentations: JACC State-of-the-Art Review. J Am 
Coll Cardiol. 2020;76:1690–702. https://​doi.​org/​10.​1016/j.​jacc.​2020.​08.​014.

	3.	 Rana S, Burke SD, Karumanchi SA. Imbalances in Circulating Angiogenic 
Factors in the Pathophysiology of Preeclampsia and Related Disorders. 
Am J Obstet Gynecol. 2020. https://​doi.​org/​10.​1016/j.​ajog.​2020.​10.​022.

	4.	 Canfield J, et al. Decreased LIN28B in preeclampsia impairs human 
trophoblast differentiation and migration. FASEB J. 2019;33:2759–69. 
https://​doi.​org/​10.​1096/​fj.​20180​1163R.

	5.	 Bartel DP. MicroRNAs: genomics, biogenesis, mechanism, and function. 
Cell. 2004;116:281–97.

	6.	 Saliminejad K, Khorram Khorshid HR, Soleymani Fard S, Ghaffari SH. An 
overview of microRNAs: Biology, functions, therapeutics, and analysis 
methods. J Cell Physiol. 2019;234:5451–65. https://​doi.​org/​10.​1002/​jcp.​
27486.

	7.	 Bhaskaran M, Mohan M, MicroRNAs. History, Biogenesis, and Their Evolv-
ing Role in Animal Development and Disease. Vet Pathol. 2013;51:759–74. 
https://​doi.​org/​10.​1177/​03009​85813​502820.

	8.	 Zendjabil M, Favard S, Tse C, Abbou O, Hainque B. Les microRNA comme 
biomarqueurs: quelles perspectives ? CR Biol. 2017;340:114–31. https://​
doi.​org/​10.​1016/j.​crvi.​2016.​12.​001.

	9.	 Bushati N, Cohen SM. microRNA Functions. Annu Rev Cell Dev Biol. 
2007;23:175–205. https://​doi.​org/​10.​1146/​annur​ev.​cellb​io.​23.​090506.​
123406.

	10.	 Skalis G, et al. MicroRNAs in Preeclampsia Microrna. 2019;8:28–35. https://​
doi.​org/​10.​2174/​22115​36607​66618​08131​23303.

	11.	 Lv Y, et al. Roles of microRNAs in preeclampsia. J Cell Physiol. 
2019;234:1052–61. https://​doi.​org/​10.​1002/​jcp.​27291.

	12.	 Dong K, et al. Downregulations of circulating miR-31 and miR-21 are 
associated with preeclampsia. Pregnancy Hypertens. 2019;17:59–63. 
https://​doi.​org/​10.​1016/j.​preghy.​2019.​05.​013.

	13.	 Chu X, et al. Downregulation of miR-126-3p expression contributes to 
increased inflammatory response in placental trophoblasts in preeclamp-
sia. J Reprod Immunol. 2021;144:103281. https://​doi.​org/​10.​1016/j.​jri.​
2021.​103281.

	14.	 Ghaemi Z, Soltani BM, Mowla SJ. MicroRNA-326 Functions as a Tumor 
Suppressor in Breast Cancer by Targeting ErbB/PI3K Signaling Pathway. 
Front Oncol. 2019;9:653. https://​doi.​org/​10.​3389/​fonc.​2019.​00653.

	15.	 Chu Y, et al. Chorionic villus-derived mesenchymal stem cell-mediated 
autophagy promotes the proliferation and invasiveness of trophoblasts 
under hypoxia by activating the JAK2/STAT3 signalling pathway. Cell 
Biosci. 2021;11:182. https://​doi.​org/​10.​1186/​s13578-​021-​00681-7.

	16.	 Chu Y, et al. Adipose-derived mesenchymal stem cells induced PAX8 
promotes ovarian cancer cell growth by stabilizing TAZ protein. J Cell Mol 
Med. 2021;25:4434–43. https://​doi.​org/​10.​1111/​jcmm.​16511.

	17.	 Liu R, Wei C, Ma Q, Wang W. Hippo-YAP1 signaling pathway and severe 
preeclampsia (sPE) in the Chinese population. Pregnancy Hypertens. 
2020;19:1–10. https://​doi.​org/​10.​1016/j.​preghy.​2019.​11.​002.

https://doi.org/10.3390/ijms20174246
https://doi.org/10.3390/ijms20174246
https://doi.org/10.1016/j.jacc.2020.08.014
https://doi.org/10.1016/j.ajog.2020.10.022
https://doi.org/10.1096/fj.201801163R
https://doi.org/10.1002/jcp.27486
https://doi.org/10.1002/jcp.27486
https://doi.org/10.1177/0300985813502820
https://doi.org/10.1016/j.crvi.2016.12.001
https://doi.org/10.1016/j.crvi.2016.12.001
https://doi.org/10.1146/annurev.cellbio.23.090506.123406
https://doi.org/10.1146/annurev.cellbio.23.090506.123406
https://doi.org/10.2174/2211536607666180813123303
https://doi.org/10.2174/2211536607666180813123303
https://doi.org/10.1002/jcp.27291
https://doi.org/10.1016/j.preghy.2019.05.013
https://doi.org/10.1016/j.jri.2021.103281
https://doi.org/10.1016/j.jri.2021.103281
https://doi.org/10.3389/fonc.2019.00653
https://doi.org/10.1186/s13578-021-00681-7
https://doi.org/10.1111/jcmm.16511
https://doi.org/10.1016/j.preghy.2019.11.002


Page 9 of 9Zang et al. Reproductive Biology and Endocrinology           (2022) 20:38 	

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your researchReady to submit your research  ?  Choose BMC and benefit from: ?  Choose BMC and benefit from: 

	18.	 Thompson BJ. YAP/TAZ: Drivers of Tumor Growth, Metastasis, and Resist-
ance to Therapy. BioEssays. 2020;42:e1900162. https://​doi.​org/​10.​1002/​
bies.​20190​0162.

	19.	 El-Sayed AAF, Preeclampsia. A review of the pathogenesis and possible 
management strategies based on its pathophysiological derangements. 
Taiwan J Obstet Gynecol. 2017;56:593–8. https://​doi.​org/​10.​1016/j.​tjog.​
2017.​08.​004.

	20.	 Maynard SE, Karumanchi SA. Angiogenic Factors and Preeclampsia. 
Semin Nephrol. 2011;31:33–46. https://​doi.​org/​10.​1016/j.​semne​phrol.​
2010.​10.​004.

	21.	 Steinberg G, Khankin EV, Karumanchi SA. Angiogenic factors and preec-
lampsia. Thromb Res. 2009;123:93–9. https://​doi.​org/​10.​1016/​S0049-​
3848(09)​70020-9.

	22.	 Schindler AE. New data about preeclampsia: some possibilities of preven-
tion. Gynecol Endocrinol. 2018;34:636–7. https://​doi.​org/​10.​1080/​09513​
590.​2018.​14414​01.

	23.	 Friedman SA, Taylor RN, Roberts JM. Pathophysiology of Preeclampsia. 
Clin Perinatol. 1991;18:661–82. https://​doi.​org/​10.​1016/​S0095-​5108(18)​
30490-1.

	24.	 Snydal S. Major Changes in Diagnosis and Management of Preeclampsia. 
J Midwifery Women’s Health. 2014;59:596–605. https://​doi.​org/​10.​1111/​
jmwh.​12260.

	25.	 Zadora J, et al. Disturbed Placental Imprinting in Preeclampsia Leads to 
Altered Expression of DLX5, a Human-Specific Early Trophoblast Marker. 
Circulation. 2017;136:1824–39. https://​doi.​org/​10.​1161/​CIRCU​LATIO​
NAHA.​117.​028110.

	26.	 Xue P, et al. Up-regulation of PTEN via LPS/AP-1/NF-κB pathway inhibits 
trophoblast invasion contributing to preeclampsia. Mol Immunol. 
2020;118:182–90. https://​doi.​org/​10.​1016/j.​molimm.​2019.​12.​018.

	27.	 Mo H-Q, et al. ANXA7 regulates trophoblast proliferation and apoptosis in 
preeclampsia. Am J Reprod Immunol. 2019;82:e13183. https://​doi.​org/​10.​
1111/​aji.​13183.

	28.	 Bridget S, Saumya D. MicroRNA Therapeutics: the Next Magic Bullet? 
Mini-Reviews in Medicinal Chemistry. 2015;15:467–74. https://​doi.​org/​10.​
2174/​13895​57515​66615​03241​23208.

	29.	 Francisco EN, Alfonso FL-M. MicroRNAs in Human Diseases. Recent Pat 
DNA Gene Sequences (Discontinued). 2010;4:142–54. https://​doi.​org/​10.​
2174/​18722​15107​94751​659.

	30.	 Harfe B. D. MicroRNAs in vertebrate development. Curr Opin Genet Dev. 
2005;15:410–5. https://​doi.​org/​10.​1016/j.​gde.​2005.​06.​012.

	31.	 Ren H, et al. MiR-326 antagomir delays the progression of age-related 
cataract by upregulating FGF1-mediated expression of betaB2-crystallin. 
Biochem Biophys Res Commun. 2018;505:505–10. https://​doi.​org/​10.​
1016/j.​bbrc.​2018.​09.​049.

	32.	 Laury AR, et al. A Comprehensive Analysis of PAX8 Expression in Human 
Epithelial Tumors. Am J Surg Pathol 2011; 35.

	33.	 Allison SJ. PAX8: a candidate oncogene in RCC. Nat Rev Nephrol. 
2019;15:662–2. https://​doi.​org/​10.​1038/​s41581-​019-​0205-9.

	34.	 Khizer K, et al. Paired-Box Gene 8 (PAX8) and Its Association With Epithe-
lial Carcinomas. Cureus 2021;13, e17208. https://​doi.​org/​10.​7759/​cureus.​
17208.

	35.	 Nguyen CDK, Yi CYAP/TAZ. Signaling and Resistance to Cancer Therapy. 
Trends in Cancer. 2019;5:283–96. https://​doi.​org/​10.​1016/j.​trecan.​2019.​02.​
010.

	36.	 Sun M, et al. New insights into the Hippo/YAP pathway in idiopathic 
pulmonary fibrosis. Pharmacol Res. 2021;169:105635. https://​doi.​org/​10.​
1016/j.​phrs.​2021.​105635.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.

https://doi.org/10.1002/bies.201900162
https://doi.org/10.1002/bies.201900162
https://doi.org/10.1016/j.tjog.2017.08.004
https://doi.org/10.1016/j.tjog.2017.08.004
https://doi.org/10.1016/j.semnephrol.2010.10.004
https://doi.org/10.1016/j.semnephrol.2010.10.004
https://doi.org/10.1016/S0049-3848(09)70020-9
https://doi.org/10.1016/S0049-3848(09)70020-9
https://doi.org/10.1080/09513590.2018.1441401
https://doi.org/10.1080/09513590.2018.1441401
https://doi.org/10.1016/S0095-5108(18)30490-1
https://doi.org/10.1016/S0095-5108(18)30490-1
https://doi.org/10.1111/jmwh.12260
https://doi.org/10.1111/jmwh.12260
https://doi.org/10.1161/CIRCULATIONAHA.117.028110
https://doi.org/10.1161/CIRCULATIONAHA.117.028110
https://doi.org/10.1016/j.molimm.2019.12.018
https://doi.org/10.1111/aji.13183
https://doi.org/10.1111/aji.13183
https://doi.org/10.2174/1389557515666150324123208
https://doi.org/10.2174/1389557515666150324123208
https://doi.org/10.2174/187221510794751659
https://doi.org/10.2174/187221510794751659
https://doi.org/10.1016/j.gde.2005.06.012
https://doi.org/10.1016/j.bbrc.2018.09.049
https://doi.org/10.1016/j.bbrc.2018.09.049
https://doi.org/10.1038/s41581-019-0205-9
https://doi.org/10.7759/cureus.17208
https://doi.org/10.7759/cureus.17208
https://doi.org/10.1016/j.trecan.2019.02.010
https://doi.org/10.1016/j.trecan.2019.02.010
https://doi.org/10.1016/j.phrs.2021.105635
https://doi.org/10.1016/j.phrs.2021.105635

	MiR-326 inhibits trophoblast growth, migration, and invasion by targeting PAX8 via Hippo pathway
	Abstract 
	Introduction
	Methods and materials
	Patients and samples
	Cell Culture
	Small interfering RNA, plasmids, miR mimicinhibitor, and lentivirus transfection
	Western blot analysis and quantitative real-time PCR (qRT-PCR)
	Cell Proliferation Analysis, transwell assays and colony formation assays
	Luciferase reporter assays
	Statistical analysis

	Results
	miR-326 inhibits trophoblast proliferation and invasion
	PAX8 is a potential target of miR-326 and a promoter of trophoblast proliferation and invasion
	PAX8 is a direct miR-326 target in trophoblasts
	MiR-326 reduces cell proliferation, migration and invasion by targeting PAX8

	Discussion
	Acknowledgements
	References


