
Published online 21 February 2022 Nucleic Acids Research, 2022, Vol. 50, No. 5 2991–2993
https://doi.org/10.1093/nar/gkac126

Correction to ‘Ectopic expression of RNF168 and
53BP1 increases mutagenic but not physiological
non-homologous end joining’

Nucleic Acids Research, Volume 43, Issue 10, 26 May 2015, Pages 4950–4961, https://doi.org/10.1093/nar/gkv336

In Figure 4D of the original published version, the �-Tubulin panel was inadvertently duplicated during figure assembly. To
ensure transparency and to correct the scientific record, the authors provide the original blots and a new Figure 4D below.

This change does not affect the results, discussion and conclusions presented in the article.

Original Figure 4D
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Original blots for pChk1 (S317) panel.
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Original blots for �-Tubulin panel.


