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Corrigendum 

Corrigendum to ‘Unusual high number of spike protein mutations for the 
SARS-CoV-2 strains detected in Hong Kong’[Journal of Clinical Virology 148 
(2022) 105081] 

Alan K.L. Tsang, Peter K.C. Cheng, Gannon C.K. Mak *, Patricia K.L. Leung, Peter C.W. Yip, 
Edman T.K. Lam, Ken H.L. Ng, Rickjason C.W. Chan 
Public Health Laboratory Services Branch, Centre for Health Protection, Department of Health, Hong Kong Special Administrative Region, Hong Kong SAR, China 

The authors regret to report an error in citing the accession number 
of Wuhan reference strain WIV04. 

The sentence ‘There were 34 differences of the S protein when 
comparing with the Wuhan reference strain WIV04 (GenBank accession 
number MN996528) (Table 1).’ should be ‘There were 34 differences of 

the S protein when comparing with the Wuhan reference strain WIV04 
(GISAID accession number EPI_ISL_402124, GenBank accession number 
MN996528) (Table 1).’ 

The authors would like to apologise for any inconvenience caused. 
DOI of original article: 10.1016/j.jcv.2022.105081 

DOI of original article: https://doi.org/10.1016/j.jcv.2022.105081. 
* Corresponding author. 
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Contents lists available at ScienceDirect 

Journal of Clinical Virology 

journal homepage: www.elsevier.com/locate/jcv 

https://doi.org/10.1016/j.jcv.2022.105129    

mailto:https://doi.org/10.1016/j.jcv.2022.105081
mailto:so_phls10@dh.gov.hk
www.sciencedirect.com/science/journal/13866532
https://www.elsevier.com/locate/jcv
https://doi.org/10.1016/j.jcv.2022.105129
https://doi.org/10.1016/j.jcv.2022.105129
https://doi.org/10.1016/j.jcv.2022.105129
http://crossmark.crossref.org/dialog/?doi=10.1016/j.jcv.2022.105129&domain=pdf

	Corrigendum to ‘Unusual high number of spike protein mutations for the SARS-CoV-2 strains detected in Hong Kong’[Journal of ...

