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CORRECTION

Correction to: Germline variants in hereditary breast cancer genes 
are associated with early age at diagnosis and family history 
in Guatemalan breast cancer
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Correction to: Breast Cancer Research 
and Treatment (2021) 189:533–539 
DOI 10.1007/s10549‑021‑06305‑5

In the original publication, one of the authors Dr Kang 
Shao’s affiliation was missed and the same has been pro-
vided in this correction.

Publisher's Note  Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.

The original article can be found online at https://​doi.​org/​10.​1007/​
s10549-​021-​06305-5.
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