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a b s t r a c t 

Objectives: Omicron appears to lead to a milder illness for patients compared with previous COVID-19 

variants. However, not all infected with Omicron would describe their illness as mild. In this study, we 

investigate the experienced severity and symptoms of the Omicron variant. 

Methods: We conducted a nationwide cross-sectional study, including 5036 individuals of all ages, con- 

sisting of reverse transcription-polymerase chain reaction confirmed SARS-CoV-2 cases from 1 January to 

31 January 2022 (n = 4506) and a control group without SARS-COV-2 infection in December 2021 or 

January 2022 (n = 530). Omicron was dominant during this period. Cases were asked about their acute 

symptoms and answered a web-based questionnaire 10–30 days after their positive test while controls 

were asked about symptoms during the past week. 

Results: Among cases, 97% reported at least one symptom during the acute phase compared with 79% of 

controls. Just over half the cases assessed their illness as asymptomatic or mild, whereas 46% assessed 

their illness as moderate or severe. Children reported fewer symptoms and less severe illnesses than 

adults ( P < 0.001). The largest risk differences (RDs) between adult cases and controls due to symptoms 

were observed for fever (RD = 60.6%, confidence interval [CI] 57.4–63.6), fatigue (RD = 49.6%, CI 44.1–

54.7), and chills (RD = 48.8%, CI 43.8–53.2). 

Conclusion: Most of those infected with Omicron experience symptoms, and the Omicron variant appears 

to lead to less severe disease. However, this does not mean that all the infected experience an Omicron 

infection as mild. The unprecedented rate of Omicron infections worldwide leads to urgent questions 

about the rate of long COVID after Omicron infections. 

© 2022 The Authors. Published by Elsevier Ltd on behalf of International Society for Infectious Diseases. 

This is an open access article under the CC BY-NC-ND license 

( http://creativecommons.org/licenses/by-nc-nd/4.0/ ) 
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The Omicron (B.1.1.529) variant of SARS-CoV-2 has led to ex- 

raordinary rates of COVID-19 worldwide. Omicron hosts a striking 

umber of mutations in its spike gene. Early reports have provided 

vidence for extensive immune escape and reduced vaccine effec- 
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iveness, leading to a higher transmission rate ( Cao et al. , 2022 ;

lanas et al. , 2022 ; Rössler et al. , 2022 ). 

The Omicron variant has primarily been described as mild in 

he media ( Leonhardt, 2022 ). Although infection levels have surged 

orldwide, health care systems in many countries have not been 

verwhelmed in the same way as in previous waves. However, 

ost countries have high immunization either through previous 

nfection or vaccination, which likely affects the resulting burden 

n the health care sector from the Omicron wave. Preliminary ev- 

dence suggests that Omicron causes less severe disease with a 

redominance of milder clinical manifestations such as rhinorrhea, 
ty for Infectious Diseases. This is an open access article under the CC BY-NC-ND 
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neezing, sore throat, and headache ( Iacobucci, 2021 ; Lippi et al. , 

022 ). Data regarding the clinical manifestation of the Omicron 

ariant is rapidly increasing but is still preliminary and limited to 

 few reports and studies ( Iacobucci, 2021 ; Li et al. , 2022 ; Lippi

t al. , 2022 ; Maisa et al. , 2022 ; Menni et al. , 2022 ; Raju et al. , 2022 ;

iecco et al. , 2022 ). 

Studies have established that even mild SARS-COV-2 infections 

an lead to long COVID, also previously reported in the Faroes 

 Petersen et al. , 2021a ). However, this was when previous variants 

ere circulating. Thus, one urgent question is how the risk of long 

OVID is after infection with the Omicron variant? It is still too 

arly to predict, but the potential implications are enormous as 

micron has infected an unprecedented number of people world- 

ide. If many of the infected develop long COVID, millions could 

e burdened with debilitating symptoms for months. 

The Faroe Islands is an island nation in the North Atlantic 

cean, with a population of ∼53,700. The vaccination status on 28 

anuary 2022, was that 76.1% were fully vaccinated, and 38.2% were 

riple-vaccinated ( The Government of the Faroe Islands, 2022 ). The 

rst Omicron case in the Faroes was identified on 8 December 

021. After this first case, a massive surge roamed the islands. 

rom December 2021 to February 2022, 58% of the population had 

 confirmed SARS-COV-2 infection ( The Government of the Faroe 

slands, 2022 ). However, this surge has not led to an unmanage- 

ble increase in hospitalization and deaths, albeit an increase in 

ospitalizations and deaths was observed going into February 2022 

Supplementary Figure 1). The regulations in the Faroe Islands in 

anuary 2022 were mainly quarantine of close contact and restric- 

ions on public gatherings. However, from 1 January 2022, the reg- 

lations were lifted stepwise, particularly the quarantine rules, and 

n 28 February 2022, all restrictions were lifted. 

Even if we know the hospitalization rate for Omicron is lower 

han with, e.g. , the Delta variant, we still know little about the 

ourse of the illness. To address this issue and to investigate how 

hose infected with Omicron experience their illness, we conducted 

 nationwide online survey, inviting all confirmed SARS-CoV-2 in- 

ected cases during January 2022 in the Faroe Islands, when almost 

ll cases were of the Omicron variant. Further, the same survey 

as undertaken in a control group of individuals without SARS- 

oV-2 infection in December 2021 and January 2022. This survey is 

lanned to be repeated bi-monthly for six months to rapidly report 

he potential risk of long COVID after infection with the Omicron 

ariant. 

ethods 

ata collection 

In this nationwide cross-sectional survey in the Faroe Islands, 

ll SARS-COV-2 confirmed cases, including children, from 1 January 

o 31 January 2022, received an email from the Chief Medical Of- 

cer’s office on our behalf with an invitation to participate and a 

ink to the survey. 

A control group, defined as individuals without SARS-CoV-2 in 

ecember 2021 and January 2022, was invited from participants 

n two former seroprevalence studies conducted in April 2020 

 Petersen et al. , 2020 ) and November 2020 ( Petersen et al. , 2022 ),

ith 1075 and 960 participants, respectively, from which we had 

mail addresses for the most. We did not have information about 

heir COVID-19 status; only those not infected with SARS-COV-2 in 

ecember 2021 or January 2022 were eligible to participate. 

We used the web-based application Research Electronic Data 

apture tools hosted at Department of Occpulational Medicine and 

ublic Health to create the online questionnaires and collect and 

anage data ( Harris et al., 2019 ). The participants received a link 

o the questionnaire that was filled out online. The questionnaire 
637 
ncluded self-assessed severity of their illness (no symptoms, mild, 

oderate, severe) and a prespecified list of symptoms (n = 23) 

uring their illness, rating the symptoms as mild, moderate, or 

evere. There were additional questions on the duration of symp- 

oms, education, employment, smoking habits, height, weight, and 

elected chronic diseases (asthma, heart disease, carnitine trans- 

orter deficiency, inflammatory bowel disease, hypertension, hy- 

ercholesterolemia, chronic obstructive pulmonary disease, type 2 

iabetes mellitus), medication, self-assessed health, date of pos- 

tive polymerase chain reaction (PCR) test, previous SARS-COV-2 

nfection, and vaccination status and dates. Control subjects were 

sked if they had experienced any of the prespecified symptoms 

uring the last week before the survey and the previously men- 

ioned baseline characteristics. Data were collected from 17 Jan- 

ary 2021 to 1 March 2022. 

This study is registered at ClinicalTrials.gov (ClinicalTrials.gov 

dentifier: NCT05234294). It is conducted per the Data Protection 

ct, and all participants provided written consent. 

artial sequencing of the SARS-CoV-2 spike protein 

To determine the distribution of the SARS-CoV-2 variants Delta, 

micron BA.1, and Omicron BA.2 throughout the study period, 

05 randomly selected SARS-CoV-2 samples were subjected to par- 

ial sequencing of the spike receptor-binding domain (RBD). The 

pike RBD was amplified with SuperScript IV One-Step reversed 

ranscription-PCR System (Invitrogen) and subjected to sanger se- 

uenced using the BigDye TM Terminator v1.1 Cycle Sequencing Kit 

Applied Biosystems) ( Helmsdal et al. , 2022 ). 

tatistics 

We present descriptive results with mean and SDs, median and 

%–95% percentile, or numbers and percentages. We used the χ2 

est for categorical variables and Mann-Whitney U/Kruskal-Wallis 

est for continuous variables. 

We compared the prevalence of symptoms among cases and 

ontrols using parametric g-computation on logistic regression to 

stimate the crude risk differences (RDs) for acute symptoms with 

5% confidence intervals (CI). As very few controls were chil- 

ren, we restricted the RD analysis to adults. We adjusted for age, 

ex, body mass index (BMI), smoking (ever/never), chronic disease 

rom the questionnaire (yes/no), vaccination status (no/yes, two 

r three vaccinations), and previous COVID-19 infection (yes/no). 

e obtained the 95% CIs through random bootstrap resampling 

ith 10 0 0 iterations. We used the R-packages “riskCommunicator”

 McQuade, 2022 ) and “Forester” ( Boyes, 2021 ) for modeling and 

eneration of forest plots, respectively. 

Using logistic regression, we investigated potential predictors of 

xperiencing one or more symptoms during the acute phase (no 

ymptoms vs. one or more symptoms), including sex, age, smok- 

ng, BMI, medication use, chronic diseases, vaccination status, and 

reviously infected. 

All analyses were performed on the whole population and strat- 

fied into children ( < 16 years) and adults ( ≥ 16 years). We set the

utoff at 16 years because those younger were offered the vaccine 

ater than the rest of the population. We performed the analyses 

sing R version 3.6.2 and IBM SPSS version 25. 

esults 

articipants 

We invited all ∼14,600 individuals diagnosed with SARS-COV- 

 in January 2022 in the Faroe Islands to complete the online 

urvey. Some email addresses were missing or invalid; thus, the 
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Table 1 

Demographic and clinical characteristics of Faroese individuals infected with Omicron in January 2022 (n = 4506) and control subjects (n = 530). 

Cases Controls 

All Adults a Children b All Adults a Children b 

Total (n) 4506 3373 1133 530 515 14 

Age (years), 

median (5%–95% percentile) 

34.2 

(5.1 – 64.0) 

41.0 

(18.9 – 66.0) 

9.2 

(1.8–15.1) 

54.5 

(20.9–74.4) 

54.8 

(25.0–74.6) 

8.8 

(3.9–14.7) 

Age groups, n (%) 

0 - 9 656 (14.6) - 656 (14.6) 7 (1.3) - 7 (1.3) 

10 – 15 477 (10.6) - 477 (10.6) 7 (1.3) - 7 (1.3) 

16 – 34 1186 (26.3) 1186 (26.3) - 76 (14.3) 76 (14.3) - 

35 – 49 1214 (26.9) 1214 (26.9) - 131 (24.7) 131 (24.7) - 

50 – 66 830 (18.4) 830 (18.4) - 205 (38.7) 205 (38.7) - 

67 + 143 (3.2) 143 (3.2) - 104 (19.7) 104 (19.7) - 

Sex, n (%) 

Women 2767 (61.4) 2175 (64.5) 592 (52.3) 244 (46.0) 240 (46.6) 4 (28.6) 

Men 1739 (38.6) 1198 (35.5) 541 (47.8) 286 (54.0) 275 (53.4) 10 (71.4) 

Ever smoker, n (%) d 

Yes 1678 (32.7) 1673 (50.3) 5 (0.44) 312 (59.3) 311 (60.9) 0 (0) 

No 2782 (62.4) 1654 (49.7) 1128 (99.56) 214 (40.7) 200 (39.1) 14 (100) 

Body mass index (kg/m 

2 ) e 

median (5%–95%) 

24.4 

(15.2–32.0) 

25.9 

(20.3–35.9) 

17.2 

(13.5–24.8) 

26.8 

(20.3–35.6) 

26.9 

(21.1–35.5) 

17.1 

(14.2–39.0) 

Medication, n (%) f 

Yes 1010 (22.7) 955 (28.6) 55 (4.9) 258 (49.1) 256 (50.1) 2 (14.3) 

No 3443 (77.3) 2384 (71.4) 1059 (95.1) 268 (51.0) 255 (49.9) 12 (85.7) 

Self-reported diseases, n (%) c 

Yes 1336 (29.7) 1236 (36.6) 100 (8.8) 267 (50.4) 265 (51.5) 2 (14.3) 

No 3170 (70.4) 2137 (63.4) 1033 (91.2) 263 (49.6) 250 (48.5) 12 (85.7) 

Vaccine status,n (%) 

None 1151 (25.5) 244 (7.2) 907 (80.1) 29 (5.5) 21 (4.1) 8 (57.1) 

One 62 (1.4) 31 (0.9) 31 (2.7) 5 (0.9) 3 (0.6) 2 (14.3) 

Two 1933 (42.9) 1740 (51.6) 193 (17.0) 113 (21.3) 108 (21.0) 4 (28.6) 

Three 1360 (30.2) 1358 (40.3) 2 (0.2) 383 (72.3) 383 (74.4) 0 (0) 

COVID previously, n (%) g 

Yes 201 (4.5) 140 (4.2) 61 (5.4) 39 (7.4) 36 (7.0) 3 (21.4) 

No 4289 (95.5) 3218 (95.8) 1071 (94.6) 491 (92.6) 479 (93.0) 11 (78.6) 

Days since, median (5%–95% percentile) 111 (35–695) 135 (65–696) 97 (67–507) 123 (80–496) 114 (79–496) 129 (89–133) 

Duration of acute disease (days) h 

median (5%–95% percentile) 

3 (0–8) 3 (0–9) 2 (0–6) NA NA NA 

Days from infection to response, median 

(5%–95% percentile) 

18 (10–30) 18 (10–29) 18 (10–32) NA NA NA 

Days from last vaccination to infection, 

median (5%–95% percentile) 

109 (9–218) 111 (9–220) 85 (9–144) NA NA NA 

a ≥16 years 
b < 16 years 
c asthma, heart disease, carnitine transporter deficiency, inflammatory bowel disease, hypertension, hypercholesterolemia, chronic obstructive pulmonary disease, type 2 

diabetes 

Data missing: 
d n = 46 (cases), n = 4 (controls) 
e n = 127 (cases), n = 11 (controls) 
f n = 53 (cases), n = 19 (controls) 
g n = 16 (cases) 
h n = 1864 (this question was not in the survey from start) 
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xact number of invitations is unknown. A total of 4552 partici- 

ants answered the questionnaire, of which 32 did not provide an 

mail address, and 14 had tested positive either in December 2021 

r February 2022 and were excluded. Thus, the final sample was 

506 ( ∼31% participation rate), 2767 (61%) women, and 1739 (39%) 

en. The proportion of children younger than 16 years was 25% 

n = 1133). Characteristics of the study populations are listed in 

able 1 . 

Email addresses were available from ∼1700 controls from two 

revious seroprevalence studies ( Petersen et al, 2020 ; Petersen 

t al, 2022 ). An unknown number of these were not eligible as 

hey had been infected with SARS-CoV-2 in December 2021 and 

anuary 2022. In total, 567 individuals answered the questionnaire, 

ut 37 were excluded because they had COVID-19 in December 

021 and January 2022, which led to a final control group of 530 

 ∼31%) individuals, 286 (52%) women, and 244 (48%) men. 

The cases and controls differ significantly in all characteristics 

 P < 0.001) except for days since the previous infection with SARS- 

oV-2 ( P > 0.05). The difference was also observed when stratifying 

nto adults ( ≥16 years) and children ( < 16 years). 
d

638
equencing 

The partial sequencing of the SARS-CoV-2 spike protein con- 

rmed our assumption that most cases were infected with Omi- 

ron. Of the 405 positive samples genotyped in January 2022, 72% 

n = 292) were Omicron BA.1, 24% (n = 97) were Omicron BA.2. In 

ontrast, only 1% (n = 5) were Delta, and 3% (n = 11) were incon-

lusive (Supplementary Figure 2). 

eported symptoms during illness 

Among cases, 97% reported at least one symptom during the 

cute phase with a median (5%–95% percentile) of 10 symptoms 

1–19) compared with 79% of control subjects reporting a median 

f three symptoms (0–13) ( Table 2 ). 

Stratifying according to children and adults, 7% (n = 74) of 

he children infected in January 2022 were asymptomatic, whereas 

nly 2% (n = 68) of the adults were asymptomatic. However, when 

sked to rate the severity of the illness, 12% (n = 141) of the chil-

ren and 6% (n = 213) of the adults reported no symptoms, al- 
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Table 2 

Symptoms during the acute phase in Faroese individuals infected with Omicron in January 2022 and adult controls the week before answering the survey. 

All cases Adults cases a Children cases b Adult control a 

Total (n) 4506 3373 1133 516 

Symptoms, n (%) c 

Yes 4361 (96.9) 3303 (98.0) 1058 (93.5) 401 (78.8) 

No 142 (3.2) 68 (2.0) 74 (6.5) 108 (21.2) 

Number of symptoms c 

Median (5%–95% percentile) 10 (1–19) 11 (2–20) 8 (0–16) 3 (0–13) 

Number of symptoms, n (%) c 

0 142 (3.2) 68 (2.0) 74 (6.5) 108 (21.2) 

1–2 277 (6.2) 137 (4.1) 140 (12.4) 104 (20.4) 

3–5 544 (12.1) 340 (10.1) 204 (18.0) 128 (25.1) 

6–8 711 (15.8) 494 (14.7) 217 (19.2) 85 (16.7) 

9–12 1225 (27.2) 944 (28.0) 281 (24.8) 56 (11.0) 

13–15 795 (17.7) 659 (19.5) 136 (12.0) 12 (2.4) 

≥16 809 (18.0) 729 (21.6) 80 (7.1) 16 (3.1) 

Assessed severity of 

symptoms, n (%) c , e 

Mild 4147 (92.0) 3178 (94.2) 969 (85.5) 376 (73.9) 

Moderate 3798 (84.3) 2934 (87.0) 864 (76.3) 199 (39.1) 

Severe 2825 (62.7) 2260 (67.0) 565 (49.9) 76 (14.9) 

Overall assessed severity of 

illness, n (%) d 

Asymptomatic 354 (7.9) 213 (6.3) 141 (12.4) NA 

Mild course 2041 (45.4) 1465 (43.5) 576 (50.8) NA 

Moderate course 1520 (33.8) 1203 (35.7) 317 (28.0) NA 

Severe course 571 (12.7) 473 (14.1) 98 (8.7) NA 

Don’t know 13 (0.3) 12 (0.4) 1 (0.1) NA 

a ≥16 years 
b < 16 years; 

Data missing: 
c n = 3 (cases), n = 8 (controls) 
d n = 7 (cases). 
e Participants were asked to rate severity of any symptom separately, thus numbers in the column add up to more than the total number of participants. 

t

(

d

d

t

v

t

m

y

d

t  

o

a

<

t

w

n

i

s

s

m

1

a

(

<

p

f  

w

d

p

O

s

a

c

3

w

s

4

j

m

t

m

C

t

5

(  

u

w

s

s

a

i

m

i

t

i

t

(

2

C

9

r

e

hough they reported at least one symptom when asked explicitly 

 Table 2 , Supplementary Figure 3). Overall, we observed a marked 

ifference between infected children and adults, as 63% of chil- 

ren reported no or mild symptoms compared with 50% among 

he adults ( P < 0.001). Likewise, only 9% of children reported a se- 

ere illness compared with 14% of adults ( P < 0.001) (Supplemen- 

ary Figure 3). 

Among children younger than 10 years, 91% reported one or 

ore symptoms, whereas 97% of children in the age group 10–15 

ears reported at least one symptom ( P < 0.001). The youngest chil- 

ren also reported significantly fewer symptoms compared with 

he age group 10–15 years (median of 6 vs. 9, P < 0.001), and the

verall experienced illness was milder among the youngest, with 

 higher proportion reporting no symptoms and mild illness ( P 

 0.001) (Supplementary Table 1). 

The most common symptoms among adult cases were fa- 

igue (81%), headache (76%), sneezing (74%), and stuffy nose (73%), 

hereas sneezing (49%), headache (40%), fatigue (39%), and stuffy 

ose (36%) were the most prevalent among adult controls. Among 

nfected children, fever (72%), fatigue (65%), headache (63%), and 

ore throat (56%) were the most prevalent symptoms, whereas 

neezing (31%), headache (23%), and stuffy nose (23%) were the 

ost prevalent among the few children in the control group ( Figs. 

 and 2 ). Children reported significantly fewer symptoms than 

dults (median 8 vs. 11) ( P < 0.001). However, they reported fever 

72% vs. 68%, P = 0.006) and reduced appetite (49% vs. 42%, P 

 0.001) significantly more often. All other symptoms were re- 

orted significantly more often in adult cases ( P < 0.001), except 

or diarrhea ( P = 0.7), nausea ( P = 0.2), and rash ( P = 0.6), which

ere equally uncommon for both groups ( Figs. 1 and 2 ). 

We calculated adjusted RD comparing cases to controls to ad- 

ress concurrent winter respiratory viruses circulating, as only re- 

orting crude rates could overestimate the symptoms caused by 

micron. As very few controls were children (n = 14), we re- 
639 
tricted the RD analysis to adults. The largest RD between cases 

nd controls was observed for fever (RD = 61.3%, CI 58.5–64.0%), 

hills (RD = 45.4%, CI 41.4–49.4%), and dry cough (RD = 42.6%, CI 

8.4–46.5%) (Supplementary Figure 4) but after adjustment, there 

as a change in the order of these symptoms. The largest RD per- 

isted for fever (RD = 60.6%, CI 57.4–63.6%) and chills (RD = 48.8, 

3.8–53.2%), whereas fatigue also entered the top three after ad- 

ustment (RD = 49.6%, CI 44.1–54.7%) ( Fig. 3 ). 

We investigated potential predictors of experiencing one or 

ore symptoms during the acute phase compared with no symp- 

oms among adult cases. We found that women were 2.7 times 

ore likely to experience symptoms (odds ratio [OR] = 2.7, 95% 

I 1.6–4.5), and people who reported chronic diseases were 2.8 

imes more likely to experience symptoms (OR = 2.8, 95% CI 1.3–

.9). Age was also a significant predictor of symptoms occurrence 

 P < 0.002), whereas smoking ( P = 0.2), BMI ( P = 0.4), medication

se ( P = 0.6), vaccination status ( P = 0.9), and previous infection 

ith SARS-COV-2 ( P = 0.08) were not associated with experiencing 

ymptoms. 

We asked the participants to rate their experienced illness (no 

ymptoms, mild, moderate, and severe). The number of symptoms 

mong adult cases was significantly associated with self-assessed 

llness severity. Those who reported an asymptomatic illness had a 

edian of two symptoms compared with 9, 13, and 17 symptoms 

n those who reported a mild, moderate, and severe illness, respec- 

ively ( P < 0.001). The pairwise binary logistic regression compar- 

ng asymptomatic adult cases with the other groups showed that 

hose who rated their illness as severe were more often women 

OR = 3.4, 95% CI 2.3–4.9), ever smokers (OR = 1.5, 95% CI 1.2–

.9), people who reported having chronic diseases (OR = 1.8, 95% 

I 1.2–2.9), and individuals without previous COVID-19 (OR = 3.6, 

5% CI 1.5–8.7). Age was also significantly associated with expe- 

iencing more severe illness ( P < 0.001). Compared with the old- 

st age group, age groups 16–34 years and 35–49 years were more 
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Fig. 1. Heat map of symptoms and severity during infection with the Omicron variant (%) stratified in SARS-CoV-2 infected adults ( ≥16 years), SARS-CoV-2 infected children 

( < 16 years), and adult controls ( ≥16 years). 
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ikely to experience severe illness (OR = 5.5, 95% CI 1.8–16.2 and 

.9, 95% CI 1.7–14.4). We saw similar results regarding moderate 

llness, as they were more often women (OR = 2.2, 95% CI 1.6–3.0) 

nd individuals without previous COVID-19 (OR = 3.4, 95% CI 1.7–

.5). Age was also significantly associated with experiencing mod- 

rate illness ( P < 0.001), and compared with the oldest age group, 

ge groups 16–34 years and 35–49 years were more likely to ex- 

erience moderate illness (OR = 2.3, 95% CI 1.1–4.9 and 2.4, 95% CI 

.1–5.0) (Supplementary Figure 3). However, when we compared 

symptomatic cases with those reporting a mild illness, only sex 

as significantly associated with severity, with an OR of 1.7 for 

omen (95% CI 1.3–2.3). 

We looked more closely at the association between vaccina- 

ion status and experienced illness and reported symptoms. There 

as no difference in the proportion of asymptomatic in nonva- 

cinated, double-vaccinated, or triple-vaccinated cases ( P = 0.1). 

owever, the triple-vaccinated and unvaccinated cases rated their 

verall illness similarly ( P = 0.8). In contrast, double-vaccinated 

ases rated their illness more severely than the two other groups 

 P < 0.001) (Supplementary Figure 5 and Supplementary Table 2). 

ouble-vaccinated cases had a significantly higher median num- 

er of symptoms than unvaccinated and triple-vaccinated cases 

 P < 0.001). In contrast, we observed no difference between un- 

accinated and triple-vaccinated cases ( P = 0.9). Unvaccinated 

dults were more likely to have had COVID-19 previously ( P 

 0.001). However, the associations between vaccination and self- 

ssessed severity of the illness did not change by excluding 

hose with previous SARS-CoV-2. Of note, no child < 10 years 

as fully vaccinated (1%, n = 5 were vaccinated once), whereas 

0% (n = 195) of those between 10 and 15 years were fully 

accinated (6%, n = 26 were vaccinated once) (Supplementary 

igure 6). 
640 
iscussion 

We conducted a nationwide survey during a massive surge of 

ases in the Faroe Islands, where partial sequencing showed that 

lmost all SARS-COV-2 cases were of the Omicron variant during 

he study period. Over half of the patients reported that they either 

xperienced no symptoms (8%) or a mild (45%) course of illness. In 

ontrast, the others rated their illness as moderate (34%) or severe 

13%), suggesting that Omicron is not experienced as mild for ev- 

ryone. 

The most prevalent symptoms in our study were upper respira- 

ory tract symptoms, such as sneezing, stuffy nose, headache, and 

atigue. These findings align with reports from Canada, France, In- 

ia, and the UK ( Li et al. , 2022 ; Maisa et al. , 2022 ; Menni et al. ,

022 ; Raju et al. , 2022 ). A Canadian study with 1063 Omicron cases

uring December 2021 reported that the most common symptoms 

ere nasal congestion (73%), cough (65%), and headache (54%) 

 Li et al. , 2022 ). The French study from November 2021 to Jan-

ary 2022 (n = 468) reported fatigue (57%), cough (52%), fever 

48%), and headache (44%) as the most frequent symptoms ( Maisa 

t al. , 2022 ). The Indian study from December 2021 to January 

022 (n = 1175) reported fever (43%), body pain (23%), runny nose 

22%), and cough (21%) as the most predominant symptoms ( Raju 

t al. , 2022 ). Finally, a study from the UK, only including vaccinated 

ndividuals, found that runny nose (77%), headache (75%), sore 

hroat (71%), and sneezing (63%) were the most prevalent symp- 

oms ( Menni et al. , 2022 ). The UK study also reported that Omicron

ed to milder disease than the Delta variant, with a shorter period 

f illness and fewer hospitalizations among vaccinated individuals 

 Menni et al. , 2022 ). Our study showed that the clinical charac-

eristics differed in children, especially the youngest children, who 

xperienced fewer symptoms and less severe self-assessed illness. 
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Fig. 2. Prevalence of symptoms during infection with the Omicron variant (%) stratified in SARS-CoV-2 infected adults and controls ( ≥16 years) and SARS-CoV-2 infected 

children and controls ( < 16 years). 
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lthough the Indian and French studies included children, they 

id not report specific information about children compared with 

dults. Our results are in line with previous variants’ studies where 

ymptoms appear rarer in children ( Behnood et al. , 2022 ; Blomberg 

t al. , 2021 ). Although children experienced a milder illness, we 

ound that people aged 16–49 years were more likely to report 

evere illness compared with older adults, which is contrary to 

hat has been found with previous variants where age was associ- 

ted with increased severity of disease ( Romero Starke et al. , 2021 ).

hus, this may indicate a difference between Omicron and the for- 

er variants, which should be explored in further studies. Another 

otential explanation for the discrepancy may be that we assess 

isease severity based on self-reported severity while many studies 

easure severity through hospitalization and/or intensive care unit 

ICU) admissions, i.e., more severe cases. In addition to the studies 

entioned previously, a few studies have assessed the severity of 

micron based on hospital admissions and ICU admissions with- 

ut specifically addressing symptoms ( Abdullah et al. , 2022 ; Iuliano 

t al. , 2022 ; Wolter et al. , 2022 ). 

Omicron displays potent immune escape characteristics, and the 

rotection against infection with Omicron offered by both previous 

ARS-COV-2 infection and vaccination seems lower than with pre- 

ious variants ( Accorsi et al. , 2022 ; Andrews et al. , 2022 ; Pulliam

t al. , 2022 ). The lower vaccine effectiveness (VE) is seen as immu- 

ity wanes after vaccination or previous infection. However, even 

f VE against infection wanes quickly, VE against death and hos- 

italization remains high, especially for triple-vaccinated ( Hansen 

t al. , 2022 ). In our survey, vaccinated cases did not experience 

ewer symptoms or milder illness than unvaccinated cases, indicat- 

ng that vaccination does not necessarily reduce the experienced 
641 
everity of the illness caused by Omicron. Surprisingly, we found 

hat those with two vaccinations rated their severity worse than 

he unvaccinated and those with three vaccinations. The median 

ime from the last vaccination was 177 days, and the continued 

rotection of the vaccine can have faded to some degree during 

his time. In addition, our definition of severe disease is based on 

elf-reported severity, as mentioned previously, and not hospital- 

zation or ICU admission, as in many studies ( Feikin et al. , 2022 ).

ltarawneh et al. found that previous infection alone, vaccination 

lone, and a combination of vaccination and previous infection all 

howed strong effectiveness against severe, critical, or fatal COVID- 

9 because of Omicron. However, they found that the protection 

f vaccination against infection was negligible by six months af- 

er the second dose ( Altarawneh et al. , 2022 ). The few studies per-

ormed when Omicron was dominant do not report on the asso- 

iation between vaccination and symptoms ( Li et al. , 2022 ; Maisa 

t al. , 2022 ; Menni et al. , 2022 ; Raju et al. , 2022 ) or include hos-

italized or ICU admission cases ( Feikin et al. , 2022 ; Modes et al. ,

022 ). Modes et al. (2022) found that among adults hospitalized 

ith SARS-CoV-2 infection during an Omicron-predominant period, 

OVID-19 vaccination, particularly receiving a booster dose, was 

ssociated with a lower likelihood of ICU admission. There were 

ery few hospitalizations in the Faroes, i.e., few severe cases. This, 

ogether with the definition of disease severity, may partly explain 

hy we see that vaccination does not seem to influence the sever- 

ty of the disease caused by Omicron. Our results are also con- 

rary to studies with former variants where symptoms of COVID-19 

ere less common in vaccinated versus unvaccinated participants 

 Antonelli et al. , 2022 ). However, our observation is also vulnerable 

o reporting bias, as those unvaccinated and triple-vaccinated cases 
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Fig. 3. Adjusted risk difference a of symptoms during illness or previous week, comparing SARS-CoV-2 infected adults ( ≥16 years) and adult controls ( ≥16 years). 
( a Risk difference with 95% confidence intervals was adjusted for age, sex, BMI, smoking, co-morbidity, vaccination (yes/no), and previous COVID-19 infection) 

BMI = body mass index. 
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ight be more inclined to minimize their symptoms. In contrast, 

hose potentially awaiting their booster vaccination could poten- 

ially be biased in the opposite direction. 

The study’s main strengths include the nationwide nature with 

road representation in all age groups, the considerable sample 

ize, and the inclusion of a control group. This makes it possible to 

ompare acute symptoms among cases and the background popu- 

ation and reduces the likelihood of overestimating symptoms. All 

ncluded cases have PCR-confirmed SARS-COV-2 caused most likely 

y the Omicron variant. This assumption is reasonable as partial 

equencing of a representative subset of samples during January 

022 showed that almost all cases were infected with Omicron in 

anuary 2022. Further, we had information to stratify analyses ac- 

ording to important confounders such as vaccination status, for- 

er SARS-COV-2 infection, co-morbidities, BMI, and smoking. 

The main limitation is the self-reporting of symptoms, which 

an lead to both under-estimation and over-estimation, and the 

elatively low participation rate may have led to selection bias 

hich may affect generalizability. One could imagine a higher par- 

icipation rate for those who experience symptoms or that people 

ho did not experience symptoms were more likely to participate. 

urther, we do not have information about hospitalization among 

he participants. However, we have information on the total num- 

er of hospitalizations, which showed relatively few hospitaliza- 

ions because of COVID-19 in January 2022. Further, around 25% 

f the infected participants were children, and for the youngest 

hildren, answers were given by their parents. The Chief Medical 

fficer’s office sent the invitation, and it was impossible to send 

eminders to nonresponders or compare nonresponders with re- 

ponders. Further, the control group and the cases differed sig- 

ificantly in all characteristics, especially with very few children 

mong the controls. To circumvent this limitation, the RD analysis 

as performed, including only adults and other analyses stratified 
642 
y children and adults. Still, we believe that including a nonperfect 

ontrol group is better than not being able to consider the winter 

espiratory viruses circulating, which prevents from overestimating 

he symptoms. 

In summary, our study substantiates previous suggestions that 

he Omicron SARS-CoV-2 variant is not mild for everyone. There- 

ore, we plan to repeat this survey bi-monthly for six months to 

uickly assess the potential risk of long COVID after infection with 

he Omicron variant. 
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