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The authors would like to correct the following errors:

The original published paper had the wrong labels for Figure 3F. Figure 3 should have been as follows:
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The original published paper had the same image for Figure 5E and 5F. Figure 5 should have been as follows:
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The formula on page 4 should read:

Riskscore=e (BB, .+ Buorca EXPrESSION e +B o, “expression ., )/ (1+ e BotBy, . HBuores EXPIESSION e +B s, "eXpressiony )

B represented regression coefficients. Expression represented the level of gene expression.
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