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Die diesjährige Jahrestagung der Deut-
schen Gesellschaft für Pathologie in Müns-
ter konnte glücklicherweisewieder als Prä-
senzveranstaltung organisiert und auch
durchgeführt werden. Die Sitzung der Ar-
beitsgemeinschaft wurde in Präsenz mit
über 30 Teilnehmern abgehalten.

DieModerationerfolgtedurchProf.Die-
ter Metze, Münster, und Prof. Erhard Bier-
hoff, Bonn.

Folgende Vorträge wurden präsentiert:

M. T. Fernández-Figueras (key note lec-
ture), Skin manifestation of Covid-19.
Cap del Servei d’Anatomia Patològica
Hospital Universitari General de Cata-
lunya. Grupo Quirón SaludCap de l’Area
d’Histologia i Anatomia Patològica Uni-
versitat Internacional de Catalunya, Spain

Frau Fernández-Figueras präsentierte
eine exzellente und umfassende Darstel-
lung der Hautveränderungen im Zusam-
menhang mit Covid-19-Infektionen, aber
auch im Zusammenhang mit Covid-19-
Impfreaktionen. Das Spektrum der mög-
lichen Hautmanifestationen ist sehr breit
gestreut. Ein charakteristisches klinisches
wie auch dermatopathologisches Reakti-
onsmuster bei Covid-19-Infektionen oder
deren Subtypen ist bisher nicht definiert.

J. L. R. Peralto (key note lecture), Clues
to solve problematic melanocytic lesi-
ons. Jefe de Servicio Servicio de Anatomía
Patológica Hospital Universitario 12 deOc-
tubre Avda. de Córdoba s/n 28041-Madrid,
Spain

Herr Peralto zeigte an zahlreichen,
ausgefallenen und diagnostisch sehr an-
spruchsvollen Beispielen melanozytärer
Läsionen Wege („clues“) zur Diagnose.

M. Abbas, Histopathological and im-
munohistochemical study of PRAME
expression in different benign, dyspla-
stic and malignant primary and meta-
static melanocytic lesions. M. Abbas*1,
O. Bettendorf2, J. de Jonge3; 1Uniklinikum
Münster, Gerhard-Domagk-Institut für
Pathologie, Münster, Germany, 2Institut
für Pathologie und Zytologie, Schüttorf,
Germany, 3Institut für Pathologie und
Zytologie, Pathologie, Schüttorf, Germany

Background. Immunotherapy is a revo-
lutionary strategy for cancer treatment.
There is an antibody-based therapy that
targets growth-factor receptors such as
EGFR, Her2-neu, and CD20. Because of de-
veloping resistance, there is immunothe-
rapy using immune checkpoint inhibitors
against PDL1 and cytotoxic T-lymphocy-
te-associated antigen 4 (CTLA-4). PRefe-
rentially expressed Antigens in MElanoma
(PRAME) is one of the cancer testis an-
tigens (CTAs). Adoptive T-cell therapy is
modulated against CTAs with regard to
their restricted expression in somatic nor-
mal tissues, re-expression in many cancer
types, and immunogenic nature. The study
attempts to gain insight into the practical
use of immunotherapy against PRAME in
malignant lesions.
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Methods. One hundred cases with dif-
ferent subtypes of benign nevi, dyspla-
stic nevi, and primary and metastatic
malignant melanoma were examined
histopathologically and submitted to im-
munohistochemical study focussing on
PRAME expression. Other markers were
added (HMB-45, Melan-A, P16, and Ki67)
to ensure the diagnosis and to compare
with the PRAME expression. Ten control
cases were added including dermatofibro-
ma, atypical fibroxanthoma, and papillary
renal cell carcinoma.

Results. PRAMEexpressionwas positive in
all casesof in situmelanoma. It is expressed
in 68% of primary malignant melanoma
and 50% of metastatic melanoma. Of the
dysplastic nevi, 70% were negative. It is
also expressed in atypical fibroxanthoma,
but it is negative in all examined papillary
renal cell carcinoma.

Conclusion.We suggest PRAME immuno-
histochemistry (IHC) as amarker to predict
theability for immunotherapy inthemalig-
nant melanocytic lesions and in situ mela-
noma. A cocktail of immunohistochemical
markers should be used in the diagnosis of
difficult cases and to avoid misdiagnosis
and pitfalls.

S. E. Weißinger, Mutational profiling in
spindle cell and desmoplastic melano-
ma. S. E. Weißinger*1,2, J. C. Thierauf3,4,
J. K. Lennerz5; 1Institute of Patholo-
gy, Alb Fils Kliniken GmbH, Göppin-
gen, Germany, 2Institute of Pathology,
Universityhospital Ulm, Ulm, Germany,
3Massachusetts General Hospital, Molecu-
lar Pathology Unit, Boston, United States,
4University Heidelberg, Heidelberg, Ger-
many, 5Massachusetts General Hospital,
Center for integrated diagnostics, Boston,
United States.

Background. Spindle cell (SM) and des-
moplastic melanoma (DM) are subtypes
of melanoma that differ in clinical, histo-
morphological, and genetic features from
other types of melanomas. The genomic
profile, especially of spindle cell melano-
ma, has rarely been examined.

Methods. To evaluate the genomic pro-
file of SM and DM, we analyzed six SM

and six DM formalin-fixed and paraffin-
embedded patient samples from a pre-
vious described cohort of spindle cell and
desmoplastic melanomas [1, 2]. Further-
more, we performed anchored multiplex
PCR for next generation sequencing (NGS)
todetect fusiontranscripts, singlenucleoti-
de variants, insertions, deletions, and copy
number variations in a panel of 39 diffe-
rent genes, including BRAF or NRAS as
potentially therapeutically relevant target
genes.

Results. NGS revealed mutations in BRAF,
co-occurring with alterations in TP53,
PTEN, or KRAS in 2 of 12 (17%) of the ca-
ses. NRAS and/or PIK3CA mutations could
be found in 2 of 12 (17%) of the cases,
whereas a mutually exclusive mutation in
TP53 could also be detected in 2 of 12
(17%) of the cases. We did not identify KIT
mutations or fusion transcripts. Further-
more, there was no significant difference
in mutational signature between SM and
DM; however, in this cohort, BRAF muta-
tions occurred more frequently in SM (2
of 6) than in DM (0 of 6).

Conclusion.Genetic distinction of SM and
DM will require more comprehensive ap-
proaches. Prognostically relevant and/or
targetable genetic alterations were found
in 75% (9 of 12) of the cases, arguing for
mutational profiling, when clinically indi-
cated.

Geschäftssitzung. In der Mitgliederver-
sammlung wurden die Leiter der AG ein-
stimmig wiedergewählt.
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