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ABSTRACT

In the COVID-19 pandemic era, antibody testing against severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) has proven an invaluable tool and herein we
highlight some of the most useful clinical and/or epidemiological applications of humoral immune responses recording. Anti-spike circulating IgGs and SARS-CoV-2
neutralizing antibodies can serve as predictors of disease progression or disease prevention, whereas anti-nucleocapsid antibodies can help distinguishing infection
from vaccination. Also, in the era of immunotherapies we address the validity of anti-SARS-CoV-2 antibody monitoring post-infection and/or vaccination following
therapies with the popular anti-CD20 monoclonals, as well as in the context of various cancers or autoimmune conditions such as rheumatoid arthritis and multiple
sclerosis. Additional crucial applications include population immunosurveillance, either at the general population or at specific communities such as health workers.
Finally, we discuss how testing of antibodies in cerebrospinal fluid can inform us on the neurological complications that often accompany COVID-19.

1. Introduction

The infection with severe acute respiratory syndrome coronavirus 2
(SARS-CoV-2) triggers both B-cell and T-cell responses directed against
all viral antigens including the Nucleocapsid (N) and Spike (S) proteins.
S protein is essential for viral entry into host cells and N protein is the
most abundantly expressed immunodominant protein. Following the
initial contact with the virus and fueled by pro-inflammatory cytokines
an antibody response is mounted. Specific antibody tests can reliably
detect the presence of these antibodies in biological fluids including
serum, plasma, saliva [1], urine, human milk [2] and cerebrospinal fluid
(CSF) [3]. Depending on the type and timing of test as well as on the kind
of fluid tested different clinical information can be procured. In this
review article, we will succinctly describe some of the clinical applica-
tions of anti-SARS-CoV-2 antibody testing with a view to the future of
the still evolving COVID-19 pandemic.

Several studies indicate that most immunocompetent persons
develop an adaptive immune response following contact with the virus,
irrespectively of disease severity. Antibodies including those of the IgM,
IgA and IgG classes against N and S proteins can be detected in the serum
as early as 1-3 weeks post-infection, whereas IgM decay rapidly, IgG and
IgA can persist for several months (Fig. 1). Nevertheless, the titer and
exact duration of the anti-SARS-CoV-2 antibodies persistence in the

circulation after the clearance of the infection varies and is likely donor-
specific while it also depends on disease severity [4,5]. Specifically,
antibody titers in most cases correlate with disease severity as subjects
with more severe COVID-19 raise higher titers (see below) and exhibit
longer persistence [6].

Different assays can be used to a. measure the titer of antibodies and
their binding to specific SARS-CoV-2 antigens (e.g., N or S proteins) and/
or b. determine their specific neutralizing activity. Binding tests fall into
two broad categories. Point-of-care tests are performed in any setting e.
g., hospital ward, nursing home or workplace and they usually are
lateral flow devices that detect antibodies in a blood drop. Laboratory
tests require specialized personnel and include methods such as ELISA
(Fig. 2) and chemiluminescence assays (CIA/CLIA) that detect the an-
tibodies from serum, plasma, dried blood spots or CSF (Fig. 2). In total
85 tests have received EUA for serology from the FDA (https://www.fda.
gov/medical-devices/coronavirus-disease-2019-covid-19-emergency-
use-authorizations-medical-devices/in-vitro-diagnostics-euas-serology-
and-other-adaptive-immune-response-tests-sars-cov-2). This approval
categorizes laboratories in three categories, namely H for meeting re-
quirements to perform high complexity tests, M for meeting re-
quirements to perform moderate complexity tests and W which are
patient care settings.

Neutralizing assays are a proxy of the capacity of antibodies against S
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to block viral binding to its cognate receptor i.e., the angiotensin con-
verting enzyme 2 (ACE2) and thus entry in human cells (Fig. 2). Types of
tests in this category include virus neutralization, pseudo-virus
neutralization and competitive neutralization [7]. The first two types
require more time, specialized personnel and facilities for handling
pathogens, while the latter (in a plate format) is commercially available
and easy to set-up and perform in a standard wet lab. Currently, only two
tests have received EAU from the FDA (https://www.fda.gov/medi-
cal-devices/coronavirus-disease-2019-covid-19-emergency-use-author-
izations-medical-devices/in-vitro-diagnostics-euas-serology-and-other--
adaptive-immune-response-tests-sars-cov-2).

Serological assays that can reveal humoral immune responses against
SARS-CoV-2 play a critical role in informing public health providers as
well as in directing health care decisions and policies. Currently, anti-
body tests are mostly performed in central clinical laboratories with a
limiting broad access to diverse populations. Moreover, it is important to
provide highly sensitive assays that can discriminate between SARS-
CoV-2 infection and vaccination. To this end various novel methods
are still under development including a multiplexed nano plasmonic
biosensor [8] or a microfluidic cartridge based devise [9]; these can be
deployed as point-of-care (PoC) antibody profiling methods even in
non-specialized places such as the workplace or a nursing home.

2. Clinical applications

Several clinical applications can be informed by antibody testing
after careful consideration of the analyte measured (type of Ig and/or
kind of antigen, see Table 1) and the biological fluid used.

2.1. Antibody testing should not be used to diagnose acute SARS-CoV-2
infection

Antibody testing against any viral antigen is not as sensitive and (in
some cases) specific as molecular (i.e., PCR detection of SARS-CoV-2
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genes) testing. Nevertheless, antibody testing can be for instance use-
ful to identify infected subjects in vaccinated populations. To this end,
specialized testing is being developed to simultaneously detect anti-
bodies against S, RBD and N proteins and even neutralizing capacity of
antibodies [10] in the blood or in saliva. SARS-CoV-2 antibodies in
saliva serve as first line of defense against the virus. They are present in
the mucosa, more precisely in saliva, after a recovered infection.
Reportedly, antibody persistence in plasma and in saliva was shown in
up to 15 months after mild COVID-19 [11]. Notably, salivary IgA and
IgG antibodies could be detected earlier in patients with mild COVID-19
symptoms as compared to severe cases [12]. However, severe COVID-19
triggered higher salivary antibody and blood antibody titers than
asymptomatic or mild infections [13]. Salivary IgA titers quickly
decreased after 6 weeks in mild cases but remained detectable until at
least week 10 after severe COVID-19. In conclusion, assays for both IgA
and IgG have high specificity and sensitivity for the confirmation of
current or recent SARS-CoV-2 infections and evaluation of the IgA and
IgG immune responses [12].

Another novel method for seroprevalence studies employs SARS-
CoV-2 IgG FcyR ELISAs, methodically combining antigen-antibody
binding in solution and isotype-specific detection of immune com-
plexes, allowing for the long-term detection of anti-SARS-CoV-2 IgG
antibodies in populations with a challenging immunological back-
ground and/or in populations which S-protein-based vaccine programs
have been rolled out [14]. Antibody testing can also be potentially useful
for long-COVID detection, a yet poorly defined clinical entity. Specif-
ically, it has been shown that 42-53% of subjects with long COVID, but
without detectable SARS-CoV-2 antibodies, nonetheless had detectable
SARS-CoV-2 specific T cell responses; these findings demonstrate the
diagnostic complexity of long COVID and how is compounded in many
patients who were or might have been infected with SARS-CoV-2 but not
tested during the acute illness and/or are SARS-CoV-2 antibody negative
[15]. Additionally, machine learning approaches that input parameters
such as serum pro-inflammatory, anti-inflammatory and anti-viral
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Fig. 1. Time course of SARS-CoV-2 infection, IgG, IgM and IgA antibody production and possible test positivity. IgA and IgM responses are the first to emerge, while
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cytokine and anti-SARS-CoV-2 antibody measurements can also help
stratify patients at hospital admittance into high and low risk clinical
categories with distinct cytokine and antibody profiles that may guide
personalized therapy [16].

Given the ongoing anti-COVID-19 vaccination campaign in many
countries globally, monitoring of breakthrough infections is also a
matter of great importance. Since COVID-19 vaccines induce immune
responses against the S protein, which is the main sero-surveillance
target to date, alternative targets are being explored to distinguish
infection from vaccination. The sensitivity of N seropositivity was 85%
for mild COVID-19 in the first two months following symptoms onset but
sensitivity was lower in asymptomatic individuals (67%). N-specific IgG
concentrations were not affected by vaccination in infection-naive par-
ticipants therefore serological responses to N may prove helpful in
identifying SARS-CoV-2 infections post-vaccination [17]. Similarly, in a
cohort of adult paramedics in Canada, the performance of N antibodies
detection was investigated to identify previous COVID-19 infections and
compare differences among vaccinated and unvaccinated donors. It was
found that vaccinated and unvaccinated groups require different
thresholds to achieve optimal test performance, especially for detecting
SARS-CoV-2 infection within the preceding 9 months [18].

2.2. Antibody testing to predict the degree of disease severity and
individual protection from infection and re-infection

Several studies aim to predict COVID-19 severity in unvaccinated
individuals by using anti-SARS-CoV-2 serological responses. To this end
the kinetics of the serological responses along with the correlation be-
tween the antibody titers and disease outcome have been assessed. It has
been found that antibody titers gradually increased for up to 3 weeks
since the onset of symptoms for patients requiring oxygen supplemen-
tation with significantly higher antibody titers for patients requiring
invasive ventilation [13]. Antibody titers on admission were also
significantly higher in severely ill patients and serology performed well
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in predicting the necessity of invasive ventilation [19]. Similar results
were obtained from another study that showed that high IgG levels
against S positively correlated with biomarkers of immune activation
and inflammation, while they were negatively correlated with pulmo-
nary function and the extent of pulmonary CT abnormalities. It was thus
proposed that S-specific IgG levels serve as a useful immunological
surrogate marker for identifying at-risk individuals with persistent
pulmonary injury who may require intensive follow-up care after
COVID-19 [20]. Regarding protection, in the coronavirus efficacy
(COVE) phase 3 clinical trial, vaccine recipients were assessed for
neutralizing and binding circulating antibodies as correlates of risk for
COVID-19 disease and as correlates of protection. Antibodies were
measured at the time of second vaccination and 4 weeks later. It was
found that vaccine recipients with post-vaccination 50% neutralization
titers 10, 100, and 1000 had estimated vaccine efficacies of 78%, 91%
and 96%, respectively, suggesting that measuring neutralizing activity is
a strong predictor of vaccine efficacy and can be used to inform vacci-
nation strategies [21]. To apply this concept in the community, i.e., that
neutralization is a proxy for actual protection, several efforts are under
way to provide lateral flow Point of Care (PoC) tests that can measure
levels of RBD-ACE2 neutralizing antibody (NAb) from whole blood, with
a result that can be determined by eye or quantitatively on a small in-
strument [22]. Also significant is the demonstration that such tests can
show high correlation with conventional neutralization tests [23].
Convalescent individuals who previously recovered from COVID-19
have enhanced immune responses after vaccination (hybrid immunity)
compared with their naive-vaccinated peers; however, the effects of
post-vaccination breakthrough infections on humoral immune response
and predicted levels of protection remain to be determined. This was
addressed in a study where neutralizing antibody responses were
measured in 104 vaccinated individuals, including those with break-
through infections, hybrid immunity, and no infection history. It was
shown that immune sera after breakthrough infection and vaccination
after natural infection broadly neutralize SARS-CoV-2 variants to a
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Fig. 2. FDA approved tests and methodologies. Testing with laboratory methods as represented e.g., ELISA or CLIA provides higher specificity and sensitivity,
while point-of-care testing e.g., with lateral flow methods is particularly useful in specialized settings such as nursing homes or workplaces. Neutralizing antibody
detection methods are based on the principle that antibodies can block the RBD-ACE2 interaction.
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Table 1
Antibody testing & clinical usefulness.

European Journal of Internal Medicine 107 (2023) 7-16

Analyte Diagnosis of infection - Naive ~ Diagnosis of Infection - Vaccinated ~ Response to vaccine ~ Community Neurological COVID (CSF testing)
seroprevalence

IgG Spike o+ - o+ ot +++

IgM Spike ++ - + + +

IgA Spike + + - + _

IgG N proteins  +++ +++ - +4+ N/A

IgM N proteins  +++ ++ - + N/A

(+++, ++, +) Level of clinical usefulness per analyte.
(-) Detection of analyte is not applicable.
N/A Data not available.

similar degree. These data suggest that the additional exposure to an-
tigens derived from natural infection substantially boosts the quantity,
quality, and breadth of humoral immune response regardless of whether
it occurs before or after vaccination [24]. Nevertheless, the molecular
details of hybrid immunity warrant additional future studies. Omicron
variants share some distinct characteristics that are different from initial
SARS-CoV-2 mutants and thus protection of prior infection against
reinfection with omicron ranged from 18.0% for patients infected in the
first wave of COVID-19 to 69.2% for those infected in the Delta wave
[25].

Across the same lines of research, the extent to which Omicron
infection, with or without previous vaccination, elicits protection
against the previously dominant Delta variant was investigated and it
was shown that vaccination combined with Omicron/BA.1 infection
hybrid immunity is likely protective against Delta and other variants. In
contrast, infection with Omicron/BA.1 alone offered limited cross-VoCs
protection despite moderate enhancement [26]. Interestingly, long-term
studies (up to 18 months) have showed persistent circulating antibodies
even after mild infection, indicating that further work into the detailed
immunological mechanisms that govern persistence is required [27].
Also, as mentioned above, higher titers of antibodies have been reported
in patients suffering from more severe forms of the disease. These high
titers were also detected in deceased patients, compared to asymptom-
atic patients indicating that fatal infection is not associated with
defective humoral response [28].

3. Antibody testing to assess the effects of immunosuppressive
drugs and modify therapeutic regimes to obtain an optimal
vaccine response in sensitive populations

Healthy individuals respond adequately to full vaccination, although
this response is often gender- and age-dependent and is reduced with
time [29-32]. However, either binding or neutralizing antibody re-
sponses after vaccination in healthy people is reduced against the
different mutants, especially against omicron; therefore the adminis-
tration of a booster dose is of value [33-36]. To address the issue of
vaccine response in populations receiving immunomodulatory drugs
several studies have been conducted to date. The studies discussed
below use binding titers against S protein as the key measure, except
from a few were we specifically state that a neutralizing assay was used.
Methodologically, the use of either ELISA or electrochemiluminescence
is of equal value, as both type of methods are FDA-approved.

Studies following immunosuppression, include patients with rheu-
matic diseases, multiple sclerosis and cancer. Reportedly, COVID-19
vaccine-induced antibody responses were altered in patients with in-
flammatory bowel disease on commonly used immunosuppressive
drugs. More specifically, patients on six different immunosuppressive
treatment regimens (thiopurines, infliximab, a thiopurine plus inflix-
imab, ustekinumab, vedolizumab, or tofacitinib) were recruited along
with healthy control participants from nine centers in the UK. Eligible
participants had received two doses of COVID-19 vaccines and anti-
bodies were measured at 53-92 days post-second vaccine dose. The
immunogenicity of COVID-19 vaccines varied according to drug, and
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was attenuated in recipients of infliximab, infliximab plus thiopurines,
and tofacitinib [37].

In another prospective observational multicenter study, that
included 478 patients with rheumatoid arthritis (RA), systemic lupus
erythematosus (systemic sclerosis (SSc), cryoglobulinemic vasculitis and
a miscellanea of 13 systemic vasculitis a significantly lower neutralizing
antibody response was shown in patients versus controls. Increased
prevalence of non-response to vaccine was attributed in those treated
with glucocorticoids, mycophenolate-mofetil or rituximab [38]. Also, in
patients with autoimmune rheumatic diseases under therapy with
methotrexate (MTX) it was shown that MTX reduces the immunoge-
nicity of SARS-CoV-2 vaccination in an age-dependent manner. It was
suggested that holding MTX for at least 10 days after vaccination
significantly improves the antibody response in patients over 60 years of
age [39].

The fact that rituximab (an anti-CD 20 monoclonal antibody) in-
terferes with vaccine efficacy is supported by another study of chronic
rituximab treated patients which showed only 36% seroconversion after
vaccination [40]. Notably, in ANCA-associated vasculitis patients, and
despite the lack of a measurable humoral immune response, B-cell
depleted patients mounted a similar vaccine induced antigen-specific
T-cell response compared to B-cell recovered patients and normal con-
trols [41]. Whether more vaccine doses can change this outcome was
tested in RA patients on rituximab in a prospective, cohort study, where
patients with insufficient serological responses to two doses were
allotted a third vaccine dose. This third dose given 6-9 months after a
rituximab infusion still did not induce a robust serological response, but
was considered to boost the cellular T-cells immune response [42].
These studies in patients treated with rituximab clearly call for a
re-evaluation of the 6-month interval between treatment and vaccina-
tion [43].

Similarly, the antibody levels in multiple sclerosis (MS) patients on
anti-CD20 therapy (either rituximab or ocrelizumab), were assessed. It
was found that 14.0%, 37.7%, and 33.3% were seropositive after the
first, second and third vaccination, while no difference was found in
antibody levels after the second and third dose. These findings suggest
the need for clinical strategies to allow B cell reconstitution before
boosting vaccination [44]. In another multicenter prospective study in
MS patients, seroconversion was lowest in patients on anti-CD20
monoclonal antibodies followed by patients on
sphingosine-1-phosphate-receptor-modulators [45]. This finding was
independently confirmed in two other studies [46], including a large
study from Israel where apart from showing that fingolimod- or
ocrelizumab-treated patients had diminished humoral responses it was
also found that fingolimod compromised cellular immune responses,
with no improvement after the third boosting dose. Nevertheless,
vaccination following >5 months since ocrelizumab infusion was asso-
ciated with better seropositivity [47] while CD4" and CD8" T-cell re-
sponses were preserved [48,49].

In dialysis patients, plasma samples were analyzed from 130 hemo-
dialysis and 13 peritoneal dialysis patients after two doses of BNT162b2
or mRNA-1273 vaccines. It was found that 35% of the patients had low-
level or undetectable IgG antibodies to S and that neutralizing
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antibodies against the vaccine-matched SARS-CoV-2 and Delta were low
or undetectable in 49% and 77% of patients, respectively. In these cases,
antibody responses must be continuously monitored to adopt the best
prophylactic and/or therapeutic strategy [50].

In patients after allogeneic stem cell transplantation vaccination ef-
ficacy might be impaired depending on the immune reconstitution. It
has been shown that most patients did develop a high antibody titer (138
out 182 patients, 75.8%); while patients undergoing allogeneic stem cell
transplantation have been excluded from the initial registration trials,
this real-world study showed that most patients do have an adequate
response to mRNA vaccines [51]. On the contrary, seroconverted kidney
transplant recipients showed impaired neutralization against emerging
variants of concern after standard two-dose vaccination [52].
Comparing kidney to liver transplant patients after vaccination showed
that in liver transplant recipients, IgG levels against every S epitope
tested increased significantly compared to the kidney transplant re-
cipients. It seems that vaccination elicits a stronger antibody response in
liver than in kidney transplant recipients, a phenomenon that cannot
entirely explained by the different immunosuppression employed [53].

In people infected with HIV (PLWH) and receiving suppressive an-
tiretroviral therapy binding circulating antibodies against RBD were
measured one month following the first and second COVID-19 vaccine
doses, and again 3 months following the second dose. It was shown that
PLWH with well-controlled viral loads and CD4" T-cell counts in a
healthy range generally mounted strong initial humoral responses to
dual COVID-19 vaccination [54].

Overall, cancer patients with COVID-19 have reduced survival.
While most cancer patients, have an almost 100% rate of seroconversion
after SARS-CoV-2 infection or vaccination, patients with hematological
malignancies have lower or even minimal seroconversion rates. A study
from Florida [55] revealed that in 515 cancer patients seropositivity
after two vaccination doses was 90.3% but was significantly lower
among patients with hematologic cancer (84.7%) vs. solid tumors
(98.1%) and was lowest among patients with lymphoid cancer (70.0%).
Importantly, patients receiving vaccination within 6 months after
anti-CD20 monoclonal antibody treatment had a significantly lower
seroconversion (6.3%) compared with those treated 6 to 24 months
earlier (53.3%) or those who never received anti-CD20 treatment
(94.2%). In another prospective observational study immunogenicity
was assessed in 85 patients treated with immune checkpoint inhibitors
(ICIs) for a broad range of solid tumors. Despite the relatively poor re-
sponses following the priming dose, the seroconversion rates signifi-
cantly increased after the second dose; the administration of a third
booster dose remarkably optimized antibody responses [56]. Similarly,
in a cohort of patients with hematologic malignancies, 76.3% of patients
developed humoral immunity, and the cellular response rate was 79%.
Hypogammaglobulinemia, lymphopenia, active hematologic treatment,
and anti-CD20 therapy during the previous 6 months were associated
with an inferior humoral response. A significant dissociation between
the humoral and cellular responses was observed in patients treated with
anti-CD20 therapy; in these cases, the humoral response was 17.5%,
whereas the cellular response was 71.1%. In these patients, B-cell
aplasia was confirmed while T-cell counts were preserved [57]. Finally,
in a cohort where patients had received bone marrow transplantation or
CAR-T cells, significantly lower anti-S antibodies were noted to the
Wuhan strain following 2doses of the BNT162b2 mRNA vaccine, with
proportional lower cross-recognition against Beta, Delta, and Omicron
S-RBD proteins. Both cohorts neutralized the wildtype WA1 and Delta
variants but not the Omicron variant [58].

The titers of neutralizing antibodies were also determined in patients
with Multiple Myeloma (MM) or Waldenstrom macroglobulinemia
(WM) after vaccination. Patients with MM produce lower amounts of
neutralizing antibodies against SARS-CoV-2 after full vaccination, even
after two booster doses, especially those under treatment with anti-
CD38 or anti-BCMA therapies [59-62]. In MM, vaccine-mediated anti-
body production is affected by race, disease, vaccine, and treatment
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characteristics [63]. In WM, the data suggest that vaccination with
either 2 doses of the BNT162b2 or 1 dose of the AZD1222 vaccine led to
lower production of neutralizing antibodies in patients compared to
controls. Moreover, active treatment with either rituximab or Bruton’s
tyrosine kinase inhibitors was proven to be an independent prognostic
factor for suboptimal antibody response after vaccination, even after a
booster vaccine dose [64,65]. In patients with myeloid malignancy,
including 46 patients with acute myeloid leukemia (AML) and 23 pa-
tients with myelodysplastic syndrome (MDS), seroconversion rates were
94.7% and 100% respectively, with no significant difference from
healthy controls. Nevertheless, patients with MDS showed a signifi-
cantly lower antibody titer than that found in healthy controls or AML
patients. This study demonstrates that patients with myeloid malig-
nancies may be more responsive to vaccines than patients with
lymphoid malignancies [66]. In patients with chronic lymphocytic
leukemia or B cell non-Hodgkin lymphoma, and multiple myeloma the
use of a third vaccine dose is supported by evidence, even though some
of these patients will still demonstrate vaccine failure [67]. Finally, in
another cohort, and despite the absence of humoral immune responses
in fully vaccinated anti-CD20-treated patients with lymphoma, their
CD8" T-cell responses reach similar frequencies and magnitudes as
controls [68].

In a consensus generated by members of the European Multiple
Myeloma Network it was confirmed that a suboptimal anti-SARS-CoV-2
humoral immune response, means that a proportion of patients are
likely unprotected. Factors associated with poor response are uncon-
trolled disease, immunosuppression, concomitant therapy, more lines of
therapy, and CD38 antibody-directed and B-cell maturation antigen-
directed therapy. These facts suggest that monitoring the immune
response to vaccination in patients with multiple myeloma might pro-
vide guidance for the administration of additional doses of the same or
another vaccine, or even treatment discontinuation [69].

Overall, clearly, the subtype of hematologic malignancy and B-cell
depleting treatment may predict a poor immune response to vaccina-
tion. Recently, antiviral drugs and monoclonal antibodies for pre-
exposure or post-exposure prophylaxis and for early treatment of
COVID-19 have become available. These therapies should be offered to
patients at high risk for severe COVID-19 and vaccine non-responders,
including patients with hematologic malignancy [70]. Evidence sug-
gests that patients with hematologic cancer and those who are receiving
immunosuppressive treatments may need additional vaccination doses
[55]. There is clearly a need to develop guidelines to direct vaccination
schedules and protective measures in oncology patients, differentiating
those with hematological malignancies and those in an immunocom-
promised state [71].

4. Antibody testing to assess seroprevalence evaluation in the
community post-infection and/or vaccination, can inform public
health policies in a population level or in specialized settings

Public health decisions require surveillance testing to obtain accu-
rate epidemiological data for COVID-19 pandemic. Surveillance testing
may be random sampling of a population to determine incidence and
prevalence. To this end, testing need to be able to discriminate immunity
from active infection versus from vaccination. In a population level,
determining true rates of infection can inform us on the effectiveness of
measures used for the restrain of the pandemic i.e., vaccination and
social distancing. Similarly, such serological surveys can be performed
in places of importance such as hospitals, nursing homes, critical
workplaces and universities [72]. Regarding methods, these studies
(unless otherwise stated) employ anti-S or anti-RBD determination with
FDA-approved tests.

4.1. Population studies

In a population level, interesting data emerged from Australia. As of
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mid-2021, Australia’s only nationwide COVID-19 epidemic occurred in
the first 6 months of the pandemic. In Australia’s largest national SARS-
CoV-2 serosurvey from 11,317 specimens only 71 were positive for
SARS-CoV-2-specific antibodies while no seropositive specimens had
neutralizing antibodies, thus the study concluded that Australia’s sero-
prevalence was extremely low (<0.5%) and highlighted the pop-
ulation’s naivety to the virus and the urgency for vaccine protection
[73]. In another national-wide study from Mexico, and from 9640 blood
samples, seroprevalence was estimated by socioeconomic and de-
mographic characteristics. The national seroprevalence was 24.9%
being lower for adults 60 years and older. Higher seroprevalence was
found among urban and metropolitan areas, low socioeconomic status,
low education and workers. Among seropositive people, 67.3% were
asymptomatic. These data suggested that social distancing, lockdown
measures and vaccination programs need to consider that vulnerable
groups are more exposed to the virus [74].

In order to estimate the prevalence of unidentified SARS-CoV-2
infection in the general population of Hong Kong, a prospective cross-
sectional study was conducted after each major wave of the COVID-19
pandemic. The study enrolled 4198 participants. Only six participants
were confirmed to be positive for anti-SARS-CoV-2 IgG; the adjusted
prevalence of unidentified infection was 0.15%. Extrapolating these
findings to the whole population, indicated that there were fewer than
1.9 unidentified infections for every recorded confirmed case and it was
estimated that the overall prevalence of SARS-CoV-2 infection in Hong
Kong before the roll out of vaccination was less than 0.45% [75]. In a
Norwegian population-based cross-sectional study, a total of 110,000
people aged 16 years or older were randomly selected during
November-December 2020 (before vaccine introduction) and were
invited to complete a questionnaire and provide a dried blood spot
sample. National weighted and adjusted seroprevalence was 0.9%. In
this paradigm, seroprevalence was comparable to virologically detected
cases [76]. In Greece, a serosurvey was conducted between March and
December 2020. It was designed as a cross-sectional survey repeated at
monthly intervals. Of 55,947 serum samples collected, 705 (1.26%)
were found positive for antibodies, with higher seroprevalence (9.09%)
observed in December 2020. Highly populated metropolitan areas were
characterized with elevated seroprevalence levels as compared to the
rest of the country [77].

Interestingly, surveillance data in high-income countries have re-
ported more frequent SARS-CoV-2 diagnoses in ethnic minority groups.
To further test this, the cumulative incidence of SARS-CoV-2 was esti-
mated in six ethnic groups in Amsterdam, the Netherlands. Compared to
Dutch-origin participants (15-9%), cumulative SARS-CoV-2 incidence
was higher in participants of South-Asian Surinamese, African Sur-
inamese, Turkish, Moroccan and Ghanaian background. Also, SARS-
CoV-2 incidence was higher in the largest ethnic minority groups of
Amsterdam, particularly during the second wave.

SARS-CoV-2 antibody seroprevalence can also add crucial epidemi-
ological information about population infection dynamics [78]. To
assess the evolving SARS-CoV-2 seroprevalence related to the first na-
tional lockdown in Belgium, a nationwide seroprevalence study was
performed, using 3000-4000 residual samples during seven periods.
Seroprevalence increased from 1.8% to 5.3% over a period of 3 weeks
during lockdown (start lockdown mid-March 2020). Thereafter, sero-
prevalence stabilized. This showed that during lockdown, an initially
small but increasing fraction of the Belgian population showed sero-
logically detectable signs of exposure to SARS-CoV-2, which did not
further increase when confinement measures eased and full lockdown
was lifted [79]. In Germany, a federal state-wide cross-sectional sero-
prevalence study named SaarCoPS, representative for the adult popu-
lation was performed. Serum was collected from 2940 adults via
stationary or mobile teams during the 1st pandemic wave steady state
period. They estimated an adult infection rate of 1.02%, an under-
reporting rate of 2.68-fold and infection fatality rates of 2.09% in all
adults including elderly individuals. These type of studies are important
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because they can provide a valuable baseline for evaluation of future
pandemic dynamics and impact of public health measures on virus
spread and human health [80]. Such studies have also been published
among others from Cyprus [81] and Malawi [82]. These kind of studies
can help determine how previous SARS-CoV-2 infection and the time
since vaccination should be considered when planning booster doses and
the design of COVID-19 vaccine strategies [83].

4.2. Specialized settings studies, hospitals and health care workers

In October 2020 SARS-CoV-2 seroprevalence among hospital
healthcare workers (HCW) of two Irish hospitals was 15 and 4. 1%,
respectively. In a comparative study in the same HCW population 6
months later, measuring anti-nucleocapsid and anti-spike antibodies,
seroprevalence increased to 21 and 13%, respectively; 26% of infections
were previously undiagnosed. Breakthrough infection occurred in 23/
4111(0.6%) of fully vaccinated participants; all had anti-S antibodies
[84]. HCWs in COVID-19 patient care in Sweden have been infected
with SARS-CoV-2 at a higher rate compared to blood donors. This
Swedish study detected substantial variation between different
IgG-assays and proposed that multiple serological targets should be used
to verify past infection. Their data suggested that CD4 " T-cell reactivity
was not a suitable measure of past infection and does not reliably
indicate protection from infection in naive individuals [85]. HCW in
Switzerland, with exposure to COVID-19 patients had only a slightly
higher absolute risk of seropositivity compared to those without, sug-
gesting that the use of PPE and other measures aiming at reducing
nosocomial viral transmission were effective. This study demonstrated
that household contact with known COVID-19 cases represented the
highest risk of seropositivity [86].

Studies of similar design have been reported from multiple places
around the globe. A study in Colombian hospital workers [87] can be
cited where seroprevalence was higher than measurable acute infection
prevalence thus providing a way of determining true infection rates.
Also such studies have been used to determine which group of health-
care providers are more prone to infection showing that those in acute
medical units and those working closely with COVID-19 patients were at
highest risk of infection [88]. This was also true for a Belgian hospital
where seroprevalence was higher among participants in contact with
patients or with COVID-19 confirmed subjects or, to a lesser extent,
among those handling respiratory specimens, as well as among partici-
pants reporting an immunodeficiency or a previous or active hemato-
logical malignancy [89]. Similar findings have been reported from a
Greek tertiary hospital where clinicians in contact with patients, as ex-
pected were more exposed-infected [90]. In a Japanese hospital, aiming
to understand the mode of nosocomial infection, 685 HCW were
recruited prior to the vaccination with anti-COVID-19 vaccine. Positive
rates of HCW’s working in COVID-19 wards were significantly higher
than those of HCW’s working in non-COVID-19 wards. By subtracting
the positive rates of PCR from that of IgG (RBD), the rate of overall silent
infection were estimated to be 6.0% [91]. In a cross-sectional study from
hospital staff in a University Hospital in Munich, Germany, overall
seroprevalence of SARS-CoV-2-IgG in 4554 participants was 2.4%. Staff
engaged in direct patient care, including those working in COVID-19
units, had a similar probability of being seropositive as
non-patient-facing staff. Increased probability of infection was observed
in staff reporting interactions with SARS-CoV-2-infected coworkers or
private contacts or exposure to COVID-19 patients without appropriate
personal protective equipment [92].

SARS-CoV-2 anti-S-IgG level were also measured in 535 vaccinated
healthcare workers from Israel with known previous infection status 6-8
months after the second dose and it was shown that when interpreted
alongside vaccination timing, anti-S serological assays could confirm or
exclude previous infections within the previous 3 months [93]. In
another approach, infection rates were calculated in fixed cohorts by
PCR and antibody testing of 1% of the local population and >90,000
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app-based dataset. The study surveilled a catchment area of 300,000
inhabitants. Increased risk for seropositivity was detected in several
high-exposure groups, especially nurses. As probably expected, contact
to a COVID-19-affected person was the strongest risk factor, whereas
public transportation, having children in school, or tourism did not
affect infection rates [94].

Seroprevalence was assessed among health workers in five public
hospitals located in different geographic regions of Ethiopia. A total of
1997 sera were collected. The overall seroprevalence was 39.6%. Of the
821 seropositive HCWs, 224 had a history of symptoms consistent with
COVID-19 while 436 had no contact with COVID-19 cases as well as no
history of COVID-19 like symptoms. These findings highlight the sig-
nificant burden of asymptomatic infection in Ethiopian hospitals and
may reflect the scale of transmission in the general population [95]. In
another sensitive population, seroprevalence in children less than 6
years of age was tested in the canton of Fribourg. A total of 871 children,
with a median age of 33 months were included; 412 (47%) were female.
Overall, 180 (21%) of children were seropositive. The number of
household members tested positive for SARS-CoV-2 (PCR test) was the
main exposure risk, but the family size was not associated with an
increased risk of infection. In young children, extra-familial care does
not increase the risk of becoming SARS-CoV-2 seropositive, neither does
the number of contacts present in extra-familial care [96].

This approach can be useful for sensitive populations such as the
people experiencing homelessness (PEH). In a Danish study it was shown
that the prevalence of SARS-CoV-2 antibodies was more than twice as
high among PEH and associated shelter workers, compared to the
background population. These results could be taken into consideration
when deciding in which phase PEH should become eligible for a vaccine
[97]. Another sensitive population is nursing homes. In a Belgian study,
seroprevalence was determined among residents and staff randomly
selected from 20 nursing homes geographically distributed in Flanders,
Belgium. The seroprevalence in the 20 nursing homes varied between
0.0% and 45.0%. This study showed that nursing homes are more
affected by SARS-CoV-2 than the general population. The noted large
variation suggests that some risk factors for the spread among residents
and staff may be related to the nursing home itself and is a sign that
epidemiological data in specialized places must be interpreted with
caution [98]. In another Danish study, citizens living in social housing
areas of low socioeconomic status had a three times higher SARS-CoV-2
seroprevalence compared to the general Danish population. The sero-
prevalence was significantly higher in males and increased slightly with
age. Living in multiple generations households or in households of more
than four persons was a strong risk factor for being seropositive [99].

5. Anti-SARS-CoV-2 antibodies and inflammatory markers in
CSF as a proxy for neurological COVID and long-COVID

Another insightful clinical application of anti-SARS-CoV-2 antibody
testing is in assessing neurological disease associated with COVID-19. To
investigate the pathophysiological mechanism of encephalopathy and
prolonged comatose or stuporous state in severally ill COVID-19 pa-
tients, antibodies were measured in the CSF. All eight patients assayed
had anti-SARS-CoV-2 antibodies in their CSF, while 4/8 patients had
high titers which were comparable to high serum values. This was
suggestive of blood-brain barrier (BBB) disruption; which likely eased
the entry of cytokines and inflammatory mediators into the CNS
enhancing neuroinflammation and neurodegeneration [3]. In a similar
study, COVID-19 antibody responses were measured in serum and CSF
samples from 16 patients with neurological symptoms. IgG specific for S
was found in 81% of patients in serum and in 56% of patients in CSF.
Interestingly, levels of IgGs in both serum and CSF were associated with
disease severity and all patients with elevated markers of CNS damage in
CSF also had anti-SARS-CoV-2 antibodies in the CSF; further
anti-SARS-CoV-2 CSF antibodies had the highest predictive value for
neuronal damage versus all tested clinical variables and biomarkers
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[100]. In a cross-sectional study of CSF neuroinflammatory profiles from
18 COVID-19 subjects with neurological complications (stroke, en-
cephalopathy, headache), pro-inflammatory cytokines (IL-6, TNFa,
IL-12p70) and IL-10 were increased only in the CSF of stroke COVID-19
subjects; a similar increase was also observed in non-COVID-19 stroke
subjects. Anti-SARS-CoV-2 antibodies were observed in the CSF of 77%
of COVID-19 patients with severe disease despite no evidence of
SARS-CoV-2 viral RNA and CSF-CRP was present in all subjects with
critical stages of COVID-19 (7/18) but only in 1/82 controls [101].

In another study, blood and CSF samples from 11 critically ill COVID-
19 patients presented with unexplained neurological symptoms
including myoclonus, oculomotor disturbance, delirium, dystonia and
epileptic seizures, were analyzed for anti-neuronal and anti-glial auto-
antibodies. All patients showed anti-neuronal autoantibodies in either
serum or CSF and antigens included known intracellular and neuronal
surface antigens, but also various specific undetermined epitopes. These
antigens were found to localize in vessel endothelium, astrocytes and
neuropil of basal ganglia, hippocampus or olfactory bulb. The notion
that several COVID-19 triggered autoantibodies may lurk in the shadows
due to potential molecular mimicry of SARS-CoV-2 proteins with human
polypeptides is pending confirmation. Any type of autoantibody may
explain certain aspects of multi-organ disease in COVID-19 [102]. When
CSF-derived monoclonal antibodies were isolated from an individual
with severe COVID-19 it was found that these monoclonal antibodies
targeted both antiviral and anti-neural antigens, including one clone
that reacted to both spike protein and neural tissue [103]. Notably, in a
distinct cohort of 60 prospective patients with encephalopathy and se-
vere COVID-19 no autoantibodies were detected. These
neuro-COVID-19 patients presented elevated levels of the cytokines
IL-18, IL-6, and IL-8 in both serum and CSF, while MCP1 was elevated
only in CSF and IL-10, IL-1RA, IP-10, MIG and NfL were increased only
in serum. The levels of 14-3-3 and NfL in CSF significantly correlated
with the degree of neurologic disability in the daily activities at the
following 18 months [104].

These data combined do not support direct infection of the CNS by
SARS-CoV-2 or specific neuroinflammation in the pathogenesis of
neurological complications in COVID-19 [105]. Thus, the role and
possible neural cross-reactivity of CSF anti-SARS-CoV2 IgG antibodies
remains ambiguous. Evidence from CSF profiling in COVID-19 with
neurological symptoms mainly suggests BBB disruption in the absence of
intrathecal inflammation, compatible with cerebrospinal endotheliop-
athy. In that context, persistent BBB dysfunction and elevated cytokine
levels may contribute to both acute symptoms and long-COVID [106];
therefore, measurement of anti-SARS-CoV-2 circulating IgGs in the CSF
likely provides a reliable biomarker for the appearance of long-COVID
symptoms.

6. Conclusions

As the pandemic continues, with new strains emerging, anti- SARS-
CoV-2 antibody measuring will remain an indispensable tool. As dis-
cussed, through careful and on-point testing valuable information can be
extracted on disease prognosis, prevention, epidemiology and care for
sensitive individuals (immunocompromised) or sensitive populations
(the elderly or hospitalized). In addition, as variants of concern will most
likely keep emerging, determining different serotypes, as defined by the
humoral immune response adds tools in the continuing global effort. The
paradigm (and representing a significant evolutionary leap) of Omicron
strain and its subvariants [107] teaches that it has antigenic features that
clearly distinguish it from previous SARS-CoV-2 variants; therefore,
some antibody tests are less sensitive against Omicron [108]. Updating
tests as necessary, will ensure that we will maintain the ability to
monitor SARS-CoV-2 seroprevalence in the community post-infection
and/or vaccination [109], while in individual patients monitoring hu-
moral immune responses aids disease prognosis. Worth mentioning is
however, that given the acquisition of memory (B- and T-) immune cells
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post-infection and/or vaccination [110], the titers of circulating anti-
bodies cannot entirely predict the protection levels of an individual from
reinfection with an existing or a new strain. Moreover, given that tissues
(including the mucosa) and not blood are the main sites of mounted
immune responses upon microbial/viral infection (4) the validity of
circulating antibodies in predicting overall immunity and protection
against future infections should not be overestimated.

References

[1

—

Dobarno C, Alonso S, Vidal M, Jiménez A, Rubio R, Santano R, et al. Multiplex
antibody analysis of IgM, IgA and IgG to SARS-CoV-2 in saliva and serum from
infected children and their close contacts. Front Immunol 2022;13:751705.

[2] Scaggs Huang F. Are SARS-CoV-2 antibodies detectable in human milk after

vaccination against COVID-19? J Pediatric Infect Dis Soc 2022;11(4):126.

Alexopoulos H, Magira E, Bitzogli K, Kafasi N, Vlachoyiannopoulos P, Tzioufas A,

et al. Anti-SARS-CoV-2 antibodies in the CSF, blood-brain barrier dysfunction,

and neurological outcome: studies in 8 stuporous and comatose patients. Neurol

Neuroimmunol Neuroinflamm 2020;7(6):e893.

Cagigi A, Yu M, Osterberg B, Svensson J, Falck-Jones S, Vangeti S, et al. Airway

antibodies emerge according to COVID-19 severity and wane rapidly but

reappear after SARS-CoV-2 vaccination. JCI Insight 2021;6(22).

Terpos E, Mentis A, Dimopoulos MA. Loss of anti-SARS-CoV-2 antibodies in mild

Covid-19. N Engl J Med 2020;383(17):1695.

Takita M, Yoshida T, Tsuchida T, Nakagama Y, Kido Y, Suzuki S, et al. Low SARS-

CoV-2 antibody titers may be associated with poor clinical outcomes for patients

with severe COVID-19. Sci Rep 2022;12(1):9147.

Chmielewska AM, Czarnota A, Bienkkowska-Szewczyk K, Grzyb K. Inmune

response against SARS-CoV-2 variants: the role of neutralization assays. NPJ

Vaccines 2021;6(1):142. Nov 29.

[8] Adi W, Biswas D, Shelef MA, Yesilkoy F. Multiplexed COVID-19 antibody

quantification from human sera using label-free nanoplasmonic biosensors.

Biomed Opt Express 2022;13(4):2130-43. Apr 1.

Moeller ME, Engsig FN, Bade M, Fock J, Pah P, Soerensen AL, et al. Rapid

quantitative point-of-care diagnostic test for post COVID-19 vaccination antibody

monitoring. Microbiol Spectr 2022;10(2):e0039622.

[10] Colwill K, Galipeau Y, Stuible M, Gervais C, Arnold C, Rathod B, et al. A scalable
serology solution for profiling humoral immune responses to SARS-CoV-2
infection and vaccination. Clin Transl Immunology 2022;11(3):e1380.

[11] Pinilla YT, Heinzel C, Caminada LF, Consolaro D, Esen M, Kremsner PG, et al.
SARS-CoV-2 antibodies are persisting in saliva for more than 15 months after
infection and become strongly boosted after vaccination. Front Immunol 2021;12:
798859.

[12] Costantini VP, Nguyen K, Lyski Z, Novosad S, Bardossy AC, Lyons AK, et al.
Development and validation of an enzyme immunoassay for detection and
quantification of SARS-CoV-2 salivary IgA and IgG. J Immunol 2022;208(6):
1500-8.

[13] Trougakos IP, Terpos E, Zirou C, Sklirou AD, Apostolakou F, Gumeni S, et al.
Comparative kinetics of SARS-CoV-2 anti-spike protein RBD IgGs and neutralizing
antibodies in convalescent and naive recipients of the BNT162b2 mRNA vaccine
versus COVID-19 patients. BMC Med 2021;19(1):208.

[14] Deschermeier C, Ehmen C, von Possel R, Murawski C, Rushton B, Amuasi J, et al.
Fey-receptor-based enzyme-linked immunosorbent assays for sensitive, specific,
and persistent detection of anti-SARS-CoV-2 nucleocapsid protein IgG antibodies
in human sera. J Clin Microbiol 2022;60(6):e0007522.

[15] Krishna BA, Lim EY, Mactavous L, Lyons PA, Doffinger R, Bradley JR, et al.
Evidence of previous SARS-CoV-2 infection in seronegative patients with long
COVID. EBioMedicine 2022;81:104129.

[16] Mueller YM, Schrama TJ, Ruijten R, Schreurs MWJ, Grashof DGB, van de
Werken HJG, et al. Stratification of hospitalized COVID-19 patients into clinical
severity progression groups by immuno-phenotyping and machine learning. Nat
Commun 2022;13(1):915.

[17] van den Hoogen LL, Smits G, van Hagen CCE, Wong D, Vos ERA, van Boven M,
et al. Seropositivity to nucleoprotein to detect mild and asymptomatic SARS-CoV-
2 infections: a complementary tool to detect breakthrough infections after
COVID-19 vaccination? Vaccine 2022;40(15):2251-7.

[18] Asamoah-Boaheng M, Goldfarb DM, Barakauskas V, Kirkham TL, Demers PA,
Karim ME, et al. Evaluation of the performance of a multiplexed serological assay
in the detection of SARS-CoV-2 infections in a predominantly vaccinated
population. Microbiol Spectr 2022;10(1):e0145421.

[19] Kritikos A, Gabellon S, Pagani JL, Monti M, Bochud PY, Manuel O, et al. Anti-
SARS-CoV-2 titers predict the severity of COVID-19. Viruses 2022;14(5).

[20] Nairz M, Sahanic S, Pizzini A, Bohm A, Tymoszuk P, Mitterstiller AM, et al.
Quantity of IgG response to SARS-CoV-2 spike glycoprotein predicts pulmonary
recovery from COVID-19. Sci Rep 2022;12(1):3677.

[21] Gilbert PB, Montefiori DC, McDermott AB, Fong Y, Benkeser D, Deng W, et al.
Immune correlates analysis of the mRNA-1273 COVID-19 vaccine efficacy clinical
trial. Science 2022;375(6576):43-50. Jan 7.

[22] Chan MMH, Leung KY, Zhang RRQ, Liu D, Fan Y, Khong MKW, et al. Diagnostic

value of a SARS-CoV-2 rapid test kit for detection of neutralizing antibodies as a

point-of-care surveillance test. Microbiol Spectr 2022;10(2):e0099321.

[3

—

[4

=

[5

—

[6

o)

[7

—

[9

—

14

[23]

[24]

[25]

[26]
[27]

[28]

[29]

[30]

[31]

[32]

[33]

[34]

[35]

[36]

[37]

[38]

[39]

[40]

[41]

[42]

[43]

[44]

[45]

[46]

European Journal of Internal Medicine 107 (2023) 7-16

Fulford TS, Van H, Gherardin NA, Zheng S, Ciula M, Drummer HE, et al. A point-
of-care lateral flow assay for neutralising antibodies against SARS-CoV-2.
EBioMedicine 2021;74:103729.

Bates TA, McBride SK, Leier HC, Guzman G, Lyski ZL, Schoen D, et al. Vaccination
before or after SARS-CoV-2 infection leads to robust humoral response and
antibodies that effectively neutralize variants. Sci Immunol 2022;7(68):
eabn8014.

Rothberg MB, Kim P, Shrestha NK, Kojima L, Tereshchenko LG. Protection against
the omicron variant offered by previous SARS-CoV-2 infection: a retrospective
cohort study. Clin Infect Dis 2022:ciac604.

Khan K, Karim F, Cele S, Reedoy K, San JE, Lustig G, et al. Omicron infection
enhances Delta antibody immunity in vaccinated persons. Nature 2022.

Choe PG, Hong J, Park J, Chang E, Kang CK, Kim NJ, et al. Persistent antibody
responses up to 18 months after mild SARS-CoV-2 infection. J Infect Dis 2022.
Choteau M, Scohy A, Messe S, Luyckx M, Dechamps M, Montiel V, et al.
Development of SARS-CoV2 humoral response including neutralizing antibodies
is not sufficient to protect patients against fatal infection. Sci Rep 2022;12(1):
2077.

Ali K, Berman G, Zhou H, Deng W, Faughnan V, Coronado-Voges M, et al.
Evaluation of mRNA-1273 SARS-CoV-2 vaccine in adolescents. N Engl J Med
2021;385(24):2241-51.

Terpos E, Trougakos IP, Apostolakou F, Charitaki I, Sklirou AD, Mavrianou N,
et al. Age-dependent and gender-dependent antibody responses against SARS-
CoV-2 in health workers and octogenarians after vaccination with the BNT162b2
mRNA vaccine. Am J Hematol 2021;96(7):E257-9.

Terpos E, Karalis V, Sklirou AD, Apostolakou F, Ntanasis-Stathopoulos I,
Bagratuni T, et al. Third dose of the BNT162b2 vaccine results in very high levels
of neutralizing antibodies against SARS-CoV-2: results of a prospective study in
150 health professionals in Greece. Am J Hematol 2022.

Ntanasis-Stathopoulos I, Karalis V, Sklirou AD, Gavriatopoulou M, Alexopoulos H,
Malandrakis P, et al. Third dose of the BNT162b2 vaccine results in sustained
high levels of neutralizing antibodies against SARS-CoV-2 at 6 months following
vaccination in healthy individuals. Hemasphere 2022;6(7):e747.

Furukawa K, Tjan LH, Kurahashi Y, Sutandhio S, Nishimura M, Arii J, et al.
Assessment of neutralizing antibody response against SARS-CoV-2 variants after 2
to 3 doses of the BNT162b2 mRNA COVID-19 vaccine. JAMA Netw Open 2022;5
(5):€2210780.

Rosati M, Terpos E, Agarwal M, Karalis V, Bear J, Burns R, et al. Distinct
neutralization profile of spike variants by antibodies induced upon SARS-CoV-2
infection or vaccination. Am J Hematol 2022;97(1):E3-7.

Madhi SA, Kwatra G, Myers JE, Jassat W, Dhar N, Mukendi CK, et al. Population
immunity and Covid-19 severity with omicron variant in South Africa. N Engl J
Med 2022;386(14):1314-26.

Wu M, Wall EC, Carr EJ, Harvey R, Townsley H, Mears HV, et al. Three-dose
vaccination elicits neutralising antibodies against omicron. Lancet 2022;399
(10326):715-7.

Alexander JL, Kennedy NA, Ibraheim H, Anandabaskaran S, Saifuddin A, Castro
Seoane R, et al. COVID-19 vaccine-induced antibody responses in
immunosuppressed patients with inflammatory bowel disease (VIP): a
multicentre, prospective, case-control study. Lancet Gastroenterol Hepatol 2022;
7(4):342-52.

Ferri C, Ursini F, Gragnani L, Raimondo V, Giuggioli D, Foti R, et al. Impaired
immunogenicity to COVID-19 vaccines in autoimmune systemic diseases. High
prevalence of non-response in different patients’ subgroups. J Autoimmun 2021;
125:102744.

Arumahandi de Silva AN, Frommert LM, Albach FN, Klotsche J, Scholz V,
Jeworowski LM, et al. Pausing methotrexate improves immunogenicity of COVID-
19 vaccination in elderly patients with rheumatic diseases. Ann Rheum Dis 2022;
81(6):881-8.

Magliulo D, Wade SD, Kyttaris VC. Inmunogenicity of SARS-CoV-2 vaccination in
rituximab-treated patients: effect of timing and immunologic parameters. Clin
Immunol 2022;234:108897.

Marty PK, Van Keulen VP, Erskine CL, Shah M, Hummel A, Stachowitz M, et al.
Antigen specific humoral and cellular immunity following SARS-CoV-2
vaccination in ANCA-associated vasculitis patients receiving B-cell depleting
therapy. Front Immunol 2022;13:834981.

Jyssum I, Kared H, Tran TT, Tveter AT, Provan SA, Sexton J, et al. Humoral and
cellular immune responses to two and three doses of SARS-CoV-2 vaccines in
rituximab-treated patients with rheumatoid arthritis: a prospective, cohort study.
Lancet Rheumatol 2022;4(3):e177-87.

Troldborg A, Thomsen MK, Bartels LE, Andersen JB, Vils SR, Mistegaard CE, et al.
Time since rituximab treatment is essential for developing a humoral response to
COVID-19 mRNA vaccines in patients with rheumatic diseases. J Rheumatol
2022;49(6):644-9.

Bajwa HM, Novak F, Nilsson AC, Nielsen C, Holm DK, @stergaard K, et al.
Persistently reduced humoral and sustained cellular immune response from first
to third SARS-CoV-2 mRNA vaccination in anti-CD20-treated multiple sclerosis
patients. Mult Scler Relat Disord 2022;60:103729.

Bsteh G, Hegen H, Traxler G, Krajnc N, Leutmezer F, Di Pauli F, et al. Comparing
humoral immune response to SARS-CoV2 vaccines in people with multiple
sclerosis and healthy controls: an Austrian prospective multicenter cohort study.
Eur J Neurol 2022;29(5):1538-44.

Capuano R, Bisecco A, Conte M, Donnarumma G, Altieri M, Grimaldi E, et al. Six-
month humoral response to mRNA SARS-CoV-2 vaccination in patients with
multiple sclerosis treated with ocrelizumab and fingolimod. Mult Scler Relat
Disord 2022;60:103724.


http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0001
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0001
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0001
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0002
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0002
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0003
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0003
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0003
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0003
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0004
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0004
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0004
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0005
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0005
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0006
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0006
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0006
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0007
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0007
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0007
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0008
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0008
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0008
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0009
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0009
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0009
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0010
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0010
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0010
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0011
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0011
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0011
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0011
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0012
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0012
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0012
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0012
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0013
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0013
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0013
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0013
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0014
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0014
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0014
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0014
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0015
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0015
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0015
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0016
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0016
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0016
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0016
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0017
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0017
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0017
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0017
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0018
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0018
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0018
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0018
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0019
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0019
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0020
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0020
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0020
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0021
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0021
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0021
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0022
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0022
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0022
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0023
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0023
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0023
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0024
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0024
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0024
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0024
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0025
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0025
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0025
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0026
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0026
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0027
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0027
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0028
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0028
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0028
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0028
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0029
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0029
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0029
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0030
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0030
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0030
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0030
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0031
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0031
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0031
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0031
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0032
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0032
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0032
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0032
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0033
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0033
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0033
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0033
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0034
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0034
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0034
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0035
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0035
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0035
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0036
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0036
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0036
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0037
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0037
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0037
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0037
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0037
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0038
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0038
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0038
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0038
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0039
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0039
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0039
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0039
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0040
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0040
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0040
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0041
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0041
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0041
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0041
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0042
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0042
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0042
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0042
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0043
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0043
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0043
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0043
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0044
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0044
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0044
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0044
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0045
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0045
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0045
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0045
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0046
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0046
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0046
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0046

H. Alexopoulos et al.

[47]

[48]

[49]

[50]

[51]

[52]

[53]

[54]

[55]

[56]

[57]

[58]

[59]

[60]

[61]

[62]

[63]

[64]

[65]

[66]

[67]

[68]

[69]

[70]
[71]

[72]

Milo R, Staun-Ram E, Karussis D, Karni A, Hellmann MA, Bar-Haim E, et al.
Humoral and cellular immune responses to SARS-CoV-2 mRNA vaccination in
patients with multiple sclerosis: an Israeli multi-center experience following 3
vaccine doses. Front Immunol 2022;13:868915.

Réuber S, Korsen M, Huntemann N, Rolfes L, Miintefering T, Dobelmann V, et al.
Immune response to SARS-CoV-2 vaccination in relation to peripheral immune
cell profiles among patients with multiple sclerosis receiving ocrelizumab.

J Neurol Neurosurg Psychiatry 2022:328197.

Sabatino JJJ, Mittl K, Rowles WM, McPolin K, Rajan JV, Laurie MT, et al.
Multiple sclerosis therapies differentially affect SARS-CoV-2 vaccine-induced
antibody and T cell immunity and function. JCI Insight 2022;7(4).

Bassi J, Giannini O, Silacci-Fregni C, Pertusini L, Hitz P, Terrot T, et al. Poor
neutralization and rapid decay of antibodies to SARS-CoV-2 variants in
vaccinated dialysis patients. PLoS ONE 2022;17(2):e0263328.

Beerlage A, Leuzinger K, Valore L, Mathew R, Junker T, Drexler B, et al. Antibody
response to mRNA SARS-CoV-2 vaccination in 182 patients after allogeneic
hematopoietic cell transplantation. Transpl Infect Dis 2022:e13828.

Benning L, Morath C, Bartenschlager M, Nusshag C, Kélble F, Buylaert M, et al.
Neutralization of SARS-CoV-2 variants of concern in kidney transplant recipients
after standard COVID-19 vaccination. Clin J Am Soc Nephrol 2022;17(1):98-106.
Furian L, Russo FP, Zaza G, Burra P, Hartzell S, Bizzaro D, et al. Differences in
humoral and cellular vaccine responses to SARS-CoV-2 in kidney and liver
transplant recipients. Front Immunol 2022;13:853682.

Brumme ZL, Mwimanzi F, Lapointe HR, Cheung PK, Sang Y, Duncan MC, et al.
Humoral immune responses to COVID-19 vaccination in people living with HIV
receiving suppressive antiretroviral therapy. NPJ Vaccines 2022;7(1):28.
Giuliano AR, Lancet JE, Pilon-Thomas S, Dong N, Jain AG, Tan E, et al. Evaluation
of antibody response to SARS-CoV-2 mRNA-1273 vaccination in patients with
cancer in Florida. JAMA Oncol 2022;8(5):748-54.

Terpos E, Liontos M, Fiste O, Zagouri F, Briasoulis A, Sklirou AD, et al. SARS-CoV-
2 neutralizing antibodies kinetics postvaccination in cancer patients under
treatment with immune checkpoint inhibition. Cancers (Basel) 2022;14(11).
Jiménez M, Roldan E, Fernandez-Naval C, Villacampa G, Martinez-Gallo M,
Medina-Gil D, et al. Cellular and humoral immunogenicity of the mRNA-1273
SARS-CoV-2 vaccine in patients with hematologic malignancies. Blood Adv 2022;
6(3):774-84.

Bergamaschi C, Pagoni M, Rosati M, Angel M, Tzannou I, Vlachou M, et al.
Reduced antibodies and innate cytokine changes in SARS-CoV-2 BNT162b2
mRNA vaccinated transplant patients with hematological malignancies. Front
Immunol 2022;13:899972.

Terpos E, Trougakos IP, Gavriatopoulou M, Papassotiriou I, Sklirou AD, Ntanasis-
Stathopoulos I, et al. Low neutralizing antibody responses against SARS-CoV-2 in
older patients with myeloma after the first BNT162b2 vaccine dose. Blood 2021;
137(26):3674-6.

Terpos E, Gavriatopoulou M, Ntanasis-Stathopoulos I, Briasoulis A, Gumeni S,
Malandrakis P, et al. The neutralizing antibody response post COVID-19
vaccination in patients with myeloma is highly dependent on the type of anti-
myeloma treatment. Blood Cancer J 2021;11(8):138.

Terpos E, Gavriatopoulou M, Ntanasis-Stathopoulos I, Briasoulis A, Gumeni S,
Malandrakis P, et al. Booster BNT162b2 optimizes SARS-CoV-2 humoral response
in patients with myeloma: the negative effect of anti-BCMA therapy. Blood 2022;
139(9):1409-12.

Ntanasis-Stathopoulos I, Karalis V, Gavriatopoulou M, Malandrakis P, Sklirou AD,
Eleutherakis-Papaiakovou E, et al. Second booster BNT162b2 restores SARS-CoV-
2 humoral response in patients with multiple myeloma, excluding those under
anti-BCMA therapy. HemaSphere 2022.

Nooka AK, Shanmugasundaram U, Cheedarla N, Verkerke H, Edara VV,
Valanparambil R, et al. Determinants of neutralizing antibody response after
SARS CoV-2 vaccination in patients with myeloma. J Clin Oncol 2022:
JC02102257.

Gavriatopoulou M, Terpos E, Ntanasis-Stathopoulos I, Briasoulis A, Gumeni S,
Malandrakis P, et al. Poor neutralizing antibody responses in 106 patients with
WM after vaccination against SARS-CoV-2: a prospective study. Blood Adv 2021;5
(21):4398-405.

Terpos E, Fotiou D, Karalis V, Ntanasis-Stathopoulos I, Sklirou AD,
Gavriatopoulou M, et al. SARS-CoV-2 humoral responses following booster
BNT162b2 vaccination in patients with B-cell malignancies. Am J Hematol 2022.
Mori A, Onozawa M, Tsukamoto S, Ishio T, Yokoyama E, Izumiyama K, et al.
Humoral response to mRNA-based COVID-19 vaccine in patients with myeloid
malignancies. Br J Haematol 2022.

Re D, Seitz-Polski B, Brglez V, Carles M, Graca D, Benzaken S, et al. Humoral and
cellular responses after a third dose of SARS-CoV-2 BNT162b2 vaccine in patients
with lymphoid malignancies. Nat Commun 2022;13(1):864.

Riise J, Meyer S, Blaas I, Chopra A, Tran TT, Delic-Sarac M, et al. Rituximab-
treated patients with lymphoma develop strong CD8 T-cell responses following
COVID-19 vaccination. Br J Haematol 2022.

Ludwig H, Sonneveld P, Facon T, San-Miguel J, Avet-Loiseau H, Mohty M, et al.
COVID-19 vaccination in patients with multiple myeloma: a consensus of the
European Myeloma Network. Lancet Haematol 2021;8(12):e934-46.
Langerbeins P, Hallek M. COVID-19 in patients with hematologic malignancy.
Blood 2022. May 11blood.2021012251.

Seebacher NA. The antibody response of haematological malignancies to COVID-
19 infection and vaccination. Br J Cancer 2022;126(5):691-2.

Lee CC, Segaloff HE, Cole D, Rosenblum HG, Morgan CN, Somers T, et al. A cohort
study measuring SARS-CoV-2 seroconversion and serial viral testing in university
students. BMC Infect Dis 2022;22(1):314.

15

[73]

[74]

[75]

[76]

[77]

[78]

[79]

[80]

[81]

[82]

[83]

[84]

[85]

[86]

[87]

[88]

[891]

[90]

[91]

[92]

[93]

[94]

[95]

European Journal of Internal Medicine 107 (2023) 7-16

Vette KM, Machalek DA, Gidding HF, Nicholson S, O’Sullivan MVN, Carlin JB,
et al. Seroprevalence of severe acute respiratory syndrome coronavirus 2-specific
antibodies in Australia after the first epidemic wave in 2020: a national survey.
Open Forum Infect Dis 2022;9(3). Marofac002.

Basto-Abreu A, Carnalla M, Torres-Ibarra L, Romero-Martinez M, Martinez-
Barnetche J, Lopez-Martinez I, et al. Nationally representative SARS-CoV-2
antibody prevalence estimates after the first epidemic wave in Mexico. Nat
Commun 2022;13(1):589.

Boon SS, Wong MCS, Ng RWY, Leung DTM, Chen Z, Lai CKC, et al.
Seroprevalence of unidentified SARS-CoV-2 infection in Hong Kong during 3
pandemic waves. JAMA Netw Open 2021;4(11):e2132923.

Anda EE, Braaten T, Borch KB, Ngst TH, Chen SLF, Lukic M, et al. Seroprevalence
of antibodies against SARS-CoV-2 in the adult population during the pre-
vaccination period, Norway, winter 2020/21. Euro Surveill 2022;27(13).
Koureas M, Bogogiannidou Z, Vontas A, Kyritsi MA, Mouchtouri VA, Dadouli K,
et al. SARS-CoV-2 sero-surveillance in Greece: evolution over time and
epidemiological attributes during the pre-vaccination pandemic era. Diagnostics
(Basel) 2022;12(2).

Coyer L, Boyd A, Schinkel J, Agyemang C, Galenkamp H, Koopman ADM, et al.
Differences in SARS-CoV-2 infections during the first and second wave of SARS-
CoV-2 between six ethnic groups in Amsterdam, the Netherlands: a population-
based longitudinal serological study. Lancet Reg Health Eur 2022;13:100284.
Herzog SA, De Bie J, Abrams S, Wouters I, Ekinci E, Patteet L, et al.
Seroprevalence of IgG antibodies against SARS-CoV-2 - a serial prospective cross-
sectional nationwide study of residual samples, Belgium, March to October 2020.
Euro Surveill 2022;27(9).

Lohse S, Sternjakob-Marthaler A, Lagemann P, Schope J, Rissland J, Seiwert N,
et al. German federal-state-wide seroprevalence study of 1(st) SARS-CoV-2
pandemic wave shows importance of long-term antibody test performance.
Commun Med (Lond) 2022;2:52.

Mamais [, Malatras A, Papagregoriou G, Giallourou N, Kakouri AC, Karayiannis P,
et al. Circulating IgG levels in SARS-CoV-2 convalescent individuals in cyprus.
J Clin Med 2021;10(24).

Mandolo J, Msefula J, Henrion MYR, Brown C, Moyo B, Samon A, et al. SARS-
CoV-2 exposure in Malawian blood donors: an analysis of seroprevalence and
variant dynamics between January 2020 and July 2021. BMC Med 2021;19(1):
303.

Decarreaux D, Pouquet M, Souty C, Vilcu AM, Prévot-Monsacre P, Fourié T, et al.
Seroprevalence of SARS-CoV-2 IgG antibodies and factors associated with SARS-
CoV-2 IgG neutralizing activity among primary health care workers 6 months
after vaccination rollout in France. Viruses 2022;14(5).

Allen N, Brady M, Ni Riain U, Conlon N, Domegan L, Carrion Martin Al, et al.
Prevalence of antibodies to SARS-CoV-2 following natural infection and
vaccination in Irish hospital healthcare workers: changing epidemiology as the
pandemic progresses. Front Med (Lausanne) 2021;8:758118.

Marklund E, Leach S, Nystrom K, Lundgren A, Liljeqvist JA, Nilsson S, et al.
Longitudinal follow up of immune responses to SARS-CoV-2 in health care
workers in Sweden with several different commercial IgG-assays, measurement of
neutralizing antibodies and CD4(+) T-cell responses. Front Immunol 2021;12:
750448.

Piccoli L, Ferrari P, Piumatti G, Jovic S, Rodriguez BF, Mele F, et al. Risk
assessment and seroprevalence of SARS-CoV-2 infection in healthcare workers of
COVID-19 and non-COVID-19 hospitals in Southern Switzerland. Lancet Reg
Health Eur 2021;1:100013.

Caballero N, Nieto MA, Suarez-Zamora DA, Moreno S, Remolina CI, Duran D,
et al. Prevalence of SARS-CoV-2 infection and SARS-CoV-2-specific antibody
detection among healthcare workers and hospital staff of a university hospital in
Colombia. IJID Reg 2022;3:150-6.

Colton H, Hodgson D, Hornsby H, Brown R, Mckenzie J, Bradley KL, et al. Risk
factors for SARS-CoV-2 seroprevalence following the first pandemic wave in UK
healthcare workers in a large NHS Foundation Trust. Wellcome Open Res 2021;6:
220.

Grégoire C, Huynen P, Gofflot S, Seidel L, Maes N, Vranken L, et al. Predictive
factors for the presence and long-term persistence of SARS-CoV-2 antibodies in
healthcare and university workers. Sci Rep 2022;12(1):9790.
Vlachoyiannopoulos P, Alexopoulos H, Apostolidi I, Bitzogli K, Barba C,
Athanasopoulou E, et al. Anti-SARS-CoV-2 antibody detection in healthcare
workers of two tertiary hospitals in Athens, Greece. Clinical Immunol 2020;221:
108619.

Nishimura M, Sugawa S, Ota S, Suematsu E, Shinoda M, Shinkai M. Detection of
silent infection of severe acute respiratory syndrome coronavirus 2 by serological
tests. PLoS ONE 2022;17(5):e0267566.

Erber J, Kappler V, Haller B, Mijocevi¢ H, Galhoz A, Prazeres da Costa C, et al.
Infection control measures and prevalence of SARS-CoV-2 IgG among 4,554
university hospital employees, Munich, Germany. Emerg Infect Dis 2022;28(3):
572-81.

Abu Jabal K, Edelstein M. Using SARS-CoV-2 anti-S IgG levels as a marker of
previous infection: example from an Israeli healthcare worker cohort. Int J Infect
Dis 2022;120:22-4.

Klein C, Borsche M, Balck A, F6h B, Rahmoller J, Peters E, et al. One-year
surveillance of SARS-CoV-2 transmission of the ELISA cohort: a model for
population-based monitoring of infection risk. Sci Adv 2022;8(15):eabm5016.
Gelanew T, Seyoum B, Mulu A, Mihret A, Abebe M, Wassie L, et al. High
seroprevalence of anti-SARS-CoV-2 antibodies among Ethiopian healthcare
workers. BMC Infect Dis 2022;22(1):261.


http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0047
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0047
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0047
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0047
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0048
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0048
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0048
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0048
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0049
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0049
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0049
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0050
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0050
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0050
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0051
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0051
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0051
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0052
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0052
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0052
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0053
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0053
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0053
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0054
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0054
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0054
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0055
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0055
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0055
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0056
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0056
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0056
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0057
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0057
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0057
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0057
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0058
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0058
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0058
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0058
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0059
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0059
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0059
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0059
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0060
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0060
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0060
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0060
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0061
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0061
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0061
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0061
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0062
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0062
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0062
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0062
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0063
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0063
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0063
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0063
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0064
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0064
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0064
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0064
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0065
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0065
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0065
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0066
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0066
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0066
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0067
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0067
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0067
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0068
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0068
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0068
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0069
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0069
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0069
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0070
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0070
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0071
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0071
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0072
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0072
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0072
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0073
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0073
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0073
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0073
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0074
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0074
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0074
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0074
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0075
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0075
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0075
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0076
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0076
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0076
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0077
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0077
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0077
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0077
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0078
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0078
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0078
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0078
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0079
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0079
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0079
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0079
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0080
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0080
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0080
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0080
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0081
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0081
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0081
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0082
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0082
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0082
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0082
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0083
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0083
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0083
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0083
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0084
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0084
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0084
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0084
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0085
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0085
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0085
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0085
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0085
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0086
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0086
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0086
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0086
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0087
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0087
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0087
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0087
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0088
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0088
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0088
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0088
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0089
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0089
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0089
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0090
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0090
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0090
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0090
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0091
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0091
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0091
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0092
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0092
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0092
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0092
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0093
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0093
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0093
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0094
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0094
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0094
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0095
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0095
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0095

H. Alexopoulos et al.

[96]

[97]

[98]

[99]

[100]

[101]

Rouge Elton PA, Schmitt PA, Faouzi M, Zimmermann P, Ritter Schenk C.
Seroprevalence of SARS-CoV-2 antibodies and associated risk factors in children
less than 6 years of age in the canton of Fribourg, Switzerland (COVPED study): a
population-based cross-sectional study. Swiss Med Wkly 2022;152:w30173.
Eriksen ARR, Fogh K, Hasselbalch RB, Bundgaard H, Nielsen SD, Jgrgensen CS,
et al. SARS-CoV-2 antibody prevalence among homeless people and shelter
workers in Denmark: a nationwide cross-sectional study. BMC Public Health
2022;22(1):1261.

Janssens H, Heytens S, Meyers E, De Schepper E, De Sutter A, Devleesschauwer B,
et al. Pre-vaccination SARS-CoV-2 seroprevalence among staff and residents of
nursing homes in Flanders (Belgium) in fall 2020. Epidemiol Infect 2022;150:
1-25.

Fogh K, Eriksen ARR, Hasselbalch RB, Kristensen ES, Bundgaard H, Nielsen SD,
et al. Seroprevalence of SARS-CoV-2 antibodies in social housing areas in
Denmark. BMC Infect Dis 2022;22(1):143.

Cunningham JL, Virhammar J, Ronnberg B, Dopico XC, Kolstad L, Albinsson B,
et al. Antibody responses to severe acute respiratory syndrome coronavirus 2 in
the serum and cerebrospinal fluid of patients with coronavirus disease 2019 and
neurological symptoms. J Infect Dis 2022;225(6):965-70.

Garcia MA, Barreras PV, Lewis A, Pinilla G, Sokoll LJ, Kickler T, et al.
Cerebrospinal fluid in COVID-19 neurological complications: neuroaxonal
damage, anti-SARS-Cov2 antibodies but no evidence of cytokine storm. J Neurol
Sci 2021;427:117517.

16

[102]

[103]

[104]

[105]

[106]

[107]

[108]

[109]

[110]

European Journal of Internal Medicine 107 (2023) 7-16

Franke C, Ferse C, Kreye J, Reincke SM, Sanchez-Sendin E, Rocco A, et al. High
frequency of cerebrospinal fluid autoantibodies in COVID-19 patients with
neurological symptoms. Brain Behav Immun 2021;93:415-9.

Song E, Bartley CM, Chow RD, Ngo TT, Jiang R, Zamecnik CR, et al. Divergent
and self-reactive immune responses in the CNS of COVID-19 patients with
neurological symptoms. Cell Rep Med 2021;2(5):100288.

Guasp M, Munoz-Sanchez G, Martinez-Hernandez E, Santana D, Carbayo A,
Naranjo L, et al. CSF biomarkers in COVID-19 associated encephalopathy and
encephalitis predict long-term outcome. Front Immunol 2022;13:866153.

Lewis A, Frontera J, Placantonakis DG, Lighter J, Galetta S, Balcer L, et al.
Cerebrospinal fluid in COVID-19: a systematic review of the literature. J Neurol
Sci 2021;421:117316.

Jarius S, Pache F, Kortvelyessy P, Jelcic I, Stettner M, Franciotta D, et al.
Cerebrospinal fluid findings in COVID-19: a multicenter study of 150 lumbar
punctures in 127 patients. J Neuroinflammation 2022;19(1):19.

Simon-Loriere E, Schwartz O. Towards SARS-CoV-2 serotypes? Nat Rev Microbiol
2022;20(4):187-8.

Bekliz M, Adea K, Essaidi-Laziosi M, Sacks JA, Escadafal C, Kaiser L, et al. SARS-
CoV-2 rapid diagnostic tests for emerging variants. Lancet Microbe 2021;2(8):
e351.

Jones JM, Stone M, Sulaeman H, Fink RV, Dave H, Levy ME, et al. Estimated US
infection- and vaccine-induced SARS-CoV-2 seroprevalence based on blood
donations. July 2020-May 2021 JAMA 2021;326(14):1400-9.

Sette A, Crotty S. Adaptive immunity to SARS-CoV-2 and COVID-19. Cell 2021;
184(4):861-80.


http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0096
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0096
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0096
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0096
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0097
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0097
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0097
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0097
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0098
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0098
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0098
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0098
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0099
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0099
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0099
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0100
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0100
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0100
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0100
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0101
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0101
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0101
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0101
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0102
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0102
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0102
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0103
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0103
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0103
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0104
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0104
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0104
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0105
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0105
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0105
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0106
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0106
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0106
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0107
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0107
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0108
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0108
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0108
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0109
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0109
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0109
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0110
http://refhub.elsevier.com/S0953-6205(22)00393-4/sbref0110

	Clinical usefulness of testing for severe acute respiratory syndrome coronavirus 2 antibodies
	1 Introduction
	2 Clinical applications
	2.1 Antibody testing should not be used to diagnose acute SARS-CoV-2 infection
	2.2 Antibody testing to predict the degree of disease severity and individual protection from infection and re-infection

	3 Antibody testing to assess the effects of immunosuppressive drugs and modify therapeutic regimes to obtain an optimal vac ...
	4 Antibody testing to assess seroprevalence evaluation in the community post-infection and/or vaccination, can inform publi ...
	4.1 Population studies
	4.2 Specialized settings studies, hospitals and health care workers

	5 Anti-SARS-CoV-2 antibodies and inflammatory markers in CSF as a proxy for neurological COVID and long-COVID
	6 Conclusions
	References


