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Aim To analyze the expression of autophagy markers p62, 
LC3, and Beclin1 in ovarian cancer tissue and evaluate the 
prognostic potential of these markers.

Methods The study enrolled 328 patients: 122 with epi-
thelial ovarian carcinoma, 42 with atypical proliferative tu-
mor, and 164 with benign epithelial ovarian tumor. The ex-
pression of p62, LC3, and Beclin1 was analyzed in central 
and invasive tumor segments with immunohistochemistry 
combined with tissue microarray. The expression levels of 
the analyzed markers were correlated with relevant histo-
pathology parameters.

Results The expression of all analyzed markers was most 
remarkable in epithelial ovarian carcinoma. There was a 
strong positive correlation between the expressions of p62 
and LC3, while these two markers negatively correlated 
with Beclin1. High-grade serous carcinoma had higher p62 
and LC3 levels, and lower Beclin1 levels than other tumor 
types. This expression profile was also observed in more 
advanced tumor stages.

Conclusion Prominent p62 and LC3 expression in combi-
nation with weak Beclin1 expression in high-grade serous 
carcinoma indicates potential for the application of au-
tophagy inhibitors in patients with this tumor subtype.
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Epithelial ovarian cancer (EOC) is the fifth most common 
lethal gynecologic cancer, with the five-year relative sur-
vival rate of 48% (1). This highly aggressive neoplasm is 
frequently resistant to current therapy protocols based on 
various chemotherapeutic drugs. About 25% of women 
with ovarian cancer have innate platinum-refractory dis-
ease (2). Most patients experience disease recurrence and 
undergo several lines of treatment. Regardless of thera-
py, approximately 80% of women with advanced stages 
of ovarian cancer have poor overall survival (3). Ovarian 
cancer research is focused primarily on high-grade serous 
ovarian cancer (HGSC), the most common ovarian cancer 
histology type, accounting for 70% of all ovarian cancer 
cases. Patients with this highly aggressive form of ovarian 
cancer often show resistance to therapy and have an over-
all poor prognosis (2,4). Other ovarian tumors of epithe-
lial origin include atypical proliferative tumors (APT) and 
benign ovarian tumors (BOT). APT, as low-grade malignant 
ovarian neoplasms, lead to a much better clinical outcome 
than EOC. These noninvasive tumors of uncertain malig-
nant potential with specific histology pattern are consid-
ered an intermediate stage between BOT and EOC.

Among chemoresistance mechanisms in ovarian cancer, 
autophagy stands out as the most promising target to 
overcome resistance. Autophagy is a basic cellular mech-
anism that coordinates various physiological processes, 
such as cell differentiation, cell starvation, and cell survival 
under stress conditions, through the regulation of numer-
ous transcription factors and signaling pathways (5). Au-
tophagy is highly significant for the initiation and progres-
sion of neoplastic processes, as well as for tumor response 
to therapy (6,7). In early tumorigenesis, autophagy exerts 
a tumor-suppressing function by promoting genomic sta-
bility and inhibiting inflammation. During the later stag-
es of tumor development, cancer cells use autophagy to 
survive the lack of nutrients and oxygen, especially in the 
central parts of the tumor, which are usually less vascular-
ized (6,8,9). The ability of ovarian cancer cells to activate 
the autophagy mechanism and make the tumor more 
aggressive significantly contributes to a poor therapy re-
sponse. Therefore, the use of autophagy inhibitors is a 
promising strategy to achieve a better outcome in these 
patients (6,10,11).

The most commonly studied autophagy markers are p62, 
LC3, and Beclin1. The expression levels of these proteins 
reflect the activity of the autophagic mechanism in the 

tumor (5). p62 protein is primarily defined as a media-
tor of the NF-κβ signaling pathway involved in vari-

ous crucial intracellular processes, such as the regulation of 
oxidative stress and cellular metabolism (12). LC3 protein, 
with its dominant subunit B, is a component of autopha-
gosomal membrane, and its higher expression levels may 
reflect an increased number of autophagosomes (13). Both 
p62 and LC3 are degraded during the autophagy process, 
and their expression may reflect the autophagy status of 
the tumor cells (5,13,14). Beclin1 has a tumor suppressor 
function in ovarian cancer, and its loss occurs in 50% of 
cases. The interaction of Beclin1 with VPS34 is critical for 
autophagy regulation (5,15).

Autophagy is under-studied in ovarian tumors. Therefore, 
the aim of the study was to assess the expression of au-
tophagy markers p62, LC3, and Beclin1 in ovarian cancer 
tissue and evaluate their prognostic potential.

Material and methods

Study cohort

The study enrolled patients who underwent surgical re-
moval of epithelial ovarian tumors at the Clinic for Gyne-
cology and Obstetrics, University Clinical Center of Serbia, 
Belgrade, in the period 2017-2019. Of 328 patients, 122 
had epithelial ovarian carcinomas (EOC), 42 had atypi-
cal proliferative tumors (APT), and 164 had benign ovar-
ian tumors (BOT). The pathological classification of tumor 
stage was performed according to the International Fed-
eration of Gynecology and Obstetrics. We gathered data 
on age, histological type of tumor, tumor differentiation, 
stage, menopausal status, presence of lymphovascular tu-
mor invasion, necrosis, and intratumoral and peritumoral 
lymphocyte infiltration. Exclusion criteria were secondary 
ovarian tumors, ovarian tumors from non-epithelial origin, 
and age younger than 18 years. The study was approved 
by the Ethics Committee of the University Clinical Center of 
Serbia. All participants gave informed consent.

Tissue microarray

The tissue microarray (TMA) was constructed by using a 
3-mm puncture needle from formalin-fixed and paraffin-
embedded tumor samples. The central part of EOC repre-
sented the first cylinder, while the peripheral, invasive tu-
mor part represented the second cylinder. From APT and 
BOT, we chose one cylinder per sample. The recipient par-
affin block was constructed as a set of 28 cylinders (16). 
Covering trophoblast and syncytiotrophoblast of the pla-
cental tissue served as a positive control for immunostain-
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ing (17). In the first row of each block, placental tissue was 
placed for block orientation.

Immunohistochemical analysis

Immunohistochemical analysis of p62, LC3, and Beclin1 
markers was performed on TMA sections with Autostainer 
Link 48 (Agilent, Glostrup, Denmark). EnVision FLEX epitope 
unmasking solution, pH 6.1 (K8005, Agilent), was used for 
LC3B antibody epitope unmasking. EnVision FLEX epitope 
unmasking solution, pH 9.0 (K8004, Agilent), was used for 
p62 and Beclin1 antibody epitope unmasking. Immuno-
histochemical analysis was performed with the visualiza-
tion system EnVision FLEX (Agilent). The following primary 
antibodies were used: polyclonal rabbit anti-human p62 
antibody (ab155686, Abcam, Cambridge, UK) at 1:500 dilu-
tion; monoclonal recombinant rabbit anti-human Beclin-1 
antibody (EPR20473, Abcam) at 1:50 dilution; and poly-
clonal rabbit anti-human LC3B antibody (ab4839zhen, Ab-
cam) at 1:200 dilution. The percentage of positive cells was 
recorded. The microscope magnification was x400. For im-
munohistochemical interpretation, we used the following 
score: negative (0) expression – without positive cells or 
with a single positive cell (<1%); low (1+) expression – less 
than 10% positive cells; moderate (2+) expression – 10%-
50% positive cells; and strong (3+) expression – more than 
50% positive cells (18).

Statistical analysis

Continuous variables are presented as mean ± standard 
deviation (SD), while categorical variables are presented 
as counts and percentages. The χ2 test was used to assess 
the differences in categorical data between study groups. 
Kendall’s tau b correlation coefficient was calculated to as-
sess the degree of correlation between categorical data. 
The significance level was set to P < 0.05. Statistical analy-
sis was performed with IBM SPSS, version 20.0 (IBM Corp. 
Armonk, NY, USA).

Results

Demographic and histopathological characteristics

The study enrolled 328 women with ovarian tumors (Table 
1). The mean age was 52.4 ± 15.8 years (age range: 15-84 
years). Women with APT and BOT were significantly young-
er (P < 0.001) than women with EOC. In the EOC group, 
there were more menopausal women than in the other 
two groups (P < 0.001). The groups significantly differed in 
the distribution of histological tumor types (P < 0.001), with 
serous tumors being the most common histological type.

Immunohistochemical analysis of p62, LC3, and Beclin1

The expression of p62, LC3, and Beclin1 was analyzed in 
328 patients with epithelial ovarian tumors, both in central 
and invasive tumor segments. The results of immunohis-
tochemical analysis for representative samples with differ-
ent expression levels of the analyzed markers are shown 
in Figure 1.

The markers’ expression significantly correlated between 
central and invasive tumor parts (P < 0.001), so only the val-
ues for central tumor parts were used in further analyses. 
There was a strong positive correlation between p62 and 
LC3 expression, while both markers correlated negatively 
with Beclin1 expression. The study groups significantly dif-
fered in the expression of p62, LC3, and Beclin1 (Table 2). 
The expression of all three markers was highest in EOC and 
lowest in BOT.

Association of p62, LC3, and Beclin1 expression with 
histopathological parameters in EOC

The association of p62, LC3, and Beclin1 expression with 
histopathological parameters in central tumor parts was 
assessed in the EOC group (Table 3). For this analysis, pa-
tients with HGSC, the most common and the most aggres-

Table 1. Characteristics of patients with different types of ovarian tumors

Total
n = 328

Epithelial ovarian 
carcinoma, n = 122

Atypical proliferative 
tumor, n = 42

Benign ovarian 
tumor, n = 164

Age, mean ± standard deviation (years)   52.4 ± 15.8   61.8 ± 10.1 45.8 ± 12.2 47.2 ± 15.6
Menopause, n (%)
yes 199 (60.7) 106 (86.9) 20 (47.6) 73 (44.5)
no 129 (39.3)   16 (13.1) 22 (52.4) 91 (55.5)
Histological type, n (%)
serous 206 (62.8) 103 (84.4) 25 (59.5) 78 (47.6)
mucinous 112 (34.2)   10 (8.2) 16 (38.1) 86 (52.4)
endometrioid   10 (3.0)     9 (7.4)   1 (2.4)   0 (0)
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sive EOC form, were compared with all other histological 
subtypes of EOC (low-grade serous, mucinous, and endo-
metrioid carcinoma). The expression of each marker was 
significantly associated with tumor histological type, stage, 
and differentiation (P < 0.001). While p62 and LC3 were 
more prominently expressed in patients with HGSC, Be-
clin 1 expression was lower in HGSC and more prominent 
in other histological types. The expression of p62 and LC3 
was higher in higher tumor stages (3,4) than in lower tu-
mor stages (1,2). The opposite was observed for Beclin1 

expression. Tumor differentiation positively correlated with 
p62 and LC3 expression, and negatively with Beclin1 ex-
pression. p62 and LC3 expression correlated significantly 
with lymphovascular invasion, necrosis, and lymphocytic 
infiltrate (peritumoral and intratumoral) (P < 0.001).

Discussion

A combined analysis of p62, LC3, and Beclin1 provided in-
sight into the autophagy status of different ovarian tumors 

Figure 1. Expression of autophagy markers in tumor cells of epithelial ovarian carcinomas. A. p62 expression (x100); B. p62 expres-
sion (x400); C. LC3 expression (x100); D. LC3 expression (x400); E. Beclin1 expression (x100); F. Beclin1 expression (x400); G. Placental 
tissue as a positive control for immunostaining (x400); H. Benign epithelial ovarian tumor (mucinous) as a negative control (x400).
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and demonstrated a potential prognostic value of these 
markers. The major study finding is the association of a 
specific pattern of p62, LC3, and Beclin1 expression with 
the degree of tumor malignancy, histological type, stage, 
and differentiation in EOC.

All markers analyzed in this study have cytoplasmic ex-
pression. IHC analysis of LC3 and p62 usually shows “dot-

like” cytoplasmic staining in various cancer cells (12). 
Although some studies describe diffuse cytoplasmic ex-
pression of these markers in tumor cells, most research-
ers support spot cytoplasmic marker expression as the 
most reliable indicator of the autophagy process (19). p62 
expression should be interpreted with caution, since it is 
influenced by posttranscriptional and posttranslational 
cell modifications. Regardless of this, p62 expression has 

Table 2. Expression of p62, LC3, and Beclin1 in central part of the tumor in patients with ovarian carcinoma

No. (%) of patients with

Marker score epithelial ovarian carcinoma atypical proliferative tumor benign ovarian tumor P*

p62
0   0 (0)   6 (14.3) 149 (90.9)

all <0.001
1+   3 (2.5) 21 (50.0)   15 (9.1)
2+ 43 (35.2) 15 (35.7)     0 (0)
3+ 76 (62.3)   0 (0)     0 (0)
LC3
0   0 (0)   9 (21.4) 149 (90.9)

all <0.001
1+   3 (2.5) 22 (52.4)   15 (9.1)
2+ 35 (28.7) 11 (26.2)     0 (0)
3+ 84 (68.9)   0 (0)     0 (0)
Beclin1
0   0 (0) 12 (28.6) 162 (98.8)

all <0.001
1+ 15 (12.3) 21 (50.0)     2 (1.2)
2+ 60 (49.2)   9 (21.4)     0 (0)
3+ 47 (38.5)   0 (0)     0 (0)
*χ2 test.

Table 3. The association of p62, LC3, and Beclin1 expression with histopathological parameters in patients with epithelial ovarian 
carcinoma

Tumor histological type Tumor stage Tumor differentiation

HGSC* non-HGSC 1 and 2 3 and 4 1 2 3

p62, n (%)
1+   0 (0)   3 (9.7)   3 (7.7)   0 (0)   3 (20.0)   0 (0)   0 (0)
2+ 22 (24.2) 21 (67.7) 36 (92.3)   7 (8.4) 12 80.0)   6 (50.0) 25 (26.3)
3+ 69 (75.8) 7 (22.6)   0 (0) 76 (91.6)   0 (0)   6 (50.0) 70 (73.7)
P† all <0.001 all <0.001 all <0.001
LC3, n (%)
1+   0 (0)   3 (9.7)   3 (7.7)   0 (0)   3 (20.0)   0 (0)   0 (0)
2+ 17 (18.7) 18 (58.1) 32 (82.1)   3 (3.6) 12 (80.0)   3 (25.0) 20 (21.1)
3+ 74 (81.3) 10 (32.2)   4 (10.2) 80 (96.4)   0 (0)   9 (75.0) 75 (78.9)
P† all <0.001 all <0.001 all <0.001
Beclin1, n (%)
1+ 12 (13.2)   3 (9.7)   3 (7.7) 12 (14.5)   3 (20.0)   0 (0) 12 (12.6)
2+ 49 (53.8) 11 (35.5)   8 (20.5) 52 (62.6)   8 (53.3)   2 (16.7) 50 (52.6)
3+ 30 (33.0) 17 (54.8) 28 (71.8) 19 (22.9)   4 (26.7) 10 (83.3) 33 (34.8)
P† all <0.001 all <0.001 all <0.001
*HGSC – high-grade serous carcinoma.
†χ2 test.
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been confirmed as a marker of a large number of cancers 
(13,19,20). Since the LC3 protein is expressed on the au-
tophagosome membrane, its “dot-like” cytoplasmic IHC 
staining is expected. The expression of the LC3 marker 
is stable even in the later stages of autophagy when au-
tophagosomes are not observed (21,22). Beclin1 separates 
from the Bcl-2 molecule during autophagy initiation and 
fuses with Vps34 molecule, which is also detected as “dot-
like” cytoplasmic staining. Alternatively, Beclin1 expression 
is detected as diffuse cytoplasmic or nuclear staining. Vari-
able expression of autophagy markers warrants the use of 
combined markers, even if these markers have the same 
or similar function (5,12,15,19,22).

This study found a strong positive correlation between p62 
and LC3 expression, while both markers were negatively 
correlated with Beclin1, which agrees with previous find-
ings (12,23). The obtained results are expected consider-
ing the simultaneous functions of p62 and LC3 at the mo-
lecular level (12). To our knowledge, this is the first study 
to perform IHC staining for each of the analyzed markers 
in both central and invasive tumor parts. Since the marker 
expression in the central parts strongly correlated with the 
expression in the invasive tumor parts, only the value for 
central tumor parts was used for further analyses.

The expression profile of p62, LC3, and Beclin1 correlated 
with the degree of tumor malignancy. An association be-
tween significant LC3 marker expression and higher tu-
mor aggressiveness was also shown in other cancer types 
(5,14,19). In our study, the expression of all three markers 
was highest in EOC, and lowest in BOT, similar to the find-
ings of other studies (24,25). A low p62 expression was pre-
viously associated with EOC recurrence, metastasis, and 
drug resistance (13). Some studies described a high cyto-
plasmic and low nuclear expression of p62 in EOC with ag-
gressive clinical course and poor prognosis (5,20), which is 
similar to our results.

The expression of Beclin1 molecules is negatively corre-
lated with the expression of Bcl-2 protein (26). Since Be-
clin1 protein interacts with antiapoptotic molecules, the 
loss of its expression is associated with a poor prognosis, 
as antiapoptotic intracellular signaling pathways in cancer 
cells are promoted (21,26,27). The heterogeneity of Beclin1 
expression in our EOC patients could be explained by an 
associated function of Beclin1 molecule outside of its in-
volvement in autophagy (28). Higher Beclin1 expression 

is reported to be associated with a better EOC outcome 
(29). This finding could be explained by the tumor-

suppressing function of the BECLIN1 gene, which arrests 
the cell cycle, inhibits cell proliferation, and promotes au-
tophagy and apoptosis (24,29). In line with this, the loss of 
Beclin1 expression was reported to be an independent in-
dicator of poor prognosis in EOC (28). While the expression 
of LC3 as a single marker does not entail sufficient prog-
nostic value in EOC, in combination with Beclin1, it could 
be of prognostic significance (29).

Our study showed an association of all three analyzed 
markers with histological type, tumor stage, and tumor 
differentiation in EOC. Although the expression of Beclin1 
was heterogenous, unlike the expression of p62 and LC3, 
it was significantly correlated with the analyzed histopa-
thology parameters. The expression of p62 and LC3 was 
more prominent in HGSC compared with other histology 
types. While p62 and LC3 expression was associated with 
higher tumor stages and tumor grades, the opposite was 
found for Beclin1. These findings agree with the results of 
other studies (15,26,28). Low-grade ovarian carcinomas ex-
press Beclin1 more frequently than high-grade ovarian car-
cinomas (21). Such expression pattern indicates that low 
levels of autophagy are related to ovarian cancer progres-
sion, while upregulation of autophagy is associated with 
less aggressive histological types of ovarian cancer (21,27). 
On the other hand, some studies show a positive correla-
tion of Beclin1 expression with tumor aggressiveness (15). 
Other studies also found a positive correlation between 
Beclin1 expression and tumor differentiation, suggesting 
Beclin1 to be a protective factor in EOC (24).

One of the main study limitations is the lack of patient fol-
low-up. Autophagy is closely related to many intracellular 
mechanisms. Analysis of any autophagy-associated regula-
tion process could improve the strength of this study.

Since autophagy mechanisms are activated by chemo-
therapeutic drugs, high Beclin1 expression in patients 
who received chemotherapy indicates the activation 
of autophagy in tumor cells, which may lead to the de-
velopment of treatment resistance (10,15). High LC3 ex-
pression is related to a poor therapy response to plati-
num chemotherapy in the treatment of patients with 
aggressive EOC types (30). Therefore, a combined use of 
autophagy inhibitors and chemotherapy in EOC should 
be considered in the treatment of ovarian carcinomas 
(5,10,15). The use of p62, LC3, and Beclin1 expression as 
prognostic and predictive markers in EOC could contrib-
ute to a more effective therapy and clinical management 
of this disease.



459Jovanović et al: Prognostic relevance of autophagy-related markers p62, LC3, and Beclin1 in ovarian cancer

www.cmj.hr

Funding None.

Ethical approval granted by the Ethics Committee of University Clinical Cen-
ter of Serbia and Faculty of Medicine, University of Belgrade, Serbia (747/3).

Declaration of authorship LJJ, AN, SD conceived and designed the study; 
LJJ, AN, SD acquired the data; all authors analyzed and interpreted the data; 
LJJ, AN drafted the manuscript; all authors critically revised the manuscript for 
important intellectual content; all authors gave approval of the version to be 
submitted; all authors agree to be accountable for all aspects of the work.

Competing interests All authors have completed the Unified Competing 
Interest form at www.icmje.org/coi_disclosure.pdf (available on request 
from the corresponding author) and declare: no support from any organi-
zation for the submitted work; no financial relationships with any organiza-
tions that might have an interest in the submitted work in the previous 3 
years; no other relationships or activities that could appear to have influ-
enced the submitted work.

References
1	 Siegel RL, Miller KD, Jemal A. Cancer statistics, 2020. CA Cancer J 

Clin. 2020;70:7-30. Medline:31912902 doi:10.3322/caac.21590

2	 Davis A, Tinker AV, Friedlander M. “Platinum resistant” ovarian 

cancer: what is it, who to treat and how to measure benefit? 

Gynecol Oncol. 2014;133:624-31. Medline:24607285 doi:10.1016/j.

ygyno.2014.02.038

3	 Luvero D, Milani A, Ledermann JA. Treatment options in 

recurrent ovarian cancer: latest evidence and clinical potential. 

Ther Adv Med Oncol. 2014;6:229-39. Medline:25342990 

doi:10.1177/1758834014544121

4	 van Zyl B, Tang D, Bowden NA. Biomarkers of platinum resistance 

in ovarian cancer: what can we use to improve treatment. Endocr 

Relat Cancer. 2018;25:R303-18. Medline:29487129 doi:10.1530/

ERC-17-0336

5	 Bortnik S, Gorski SM. Clinical applications of autophagy proteins 

in cancer: from potential targets to biomarkers. Int J Mol Sci. 

2017;18:1496. Medline:28696368 doi:10.3390/ijms18071496

6	 Santana-Codina N, Mancias JD, Kimmelman AC. The role of 

autophagy in cancer. Annu Rev Cancer Biol. 2017;1:19-39. 

Medline:31119201 doi:10.1146/annurev-cancerbio-041816-122338

7	 Wu WK, Coffelt SB, Cho CH, Wang XJ, Lee CW, Chan FK, et al. The 

autophagic paradox in cancer therapy. Oncogene. 2012;31:939-53. 

Medline:21765470 doi:10.1038/onc.2011.295

8	 Marinković M, Šprung M, Buljubašić M, Novak I. Autophagy 

Modulation in cancer: current knowledge on action and therapy. 

Oxid Med Cell Longev. 2018;2018:8023821. Medline:29643976 

doi:10.1155/2018/8023821

9	 Li YY, Feun LG, Thongkum A, Tu CH, Chen SM, Wangpaichitr M, et al. 

Autophagic mechanism in anti-cancer immunity: its pros and cons 

for cancer therapy. Int J Mol Sci. 2017;18:1297. Medline:28629173 

doi:10.3390/ijms18061297

10	 Zhan L, Zhang Y, Wang W, Song E, Fan Y, Li J, et al. Autophagy as 

an emerging therapy target for ovarian carcinoma. Oncotarget. 

2016;13;7(50):83476-83487.

11	 Peracchio C, Alabiso O, Valente G, Isidoro C. Involvement of 

autophagy in ovarian cancer: a working hypothesis. J Ovarian Res. 

2012;5:22. Medline:22974323 doi:10.1186/1757-2215-5-22

12	 Schläfli AM, Berezowska S, Adams O, Langer R, Tschan MP. Reliable 

LC3 and p62 autophagy marker detection in formalin fixed 

paraffin embedded human tissue by immunohistochemistry. 

Eur J Histochem. 2015;59:2481. Medline:26150155 doi:10.4081/

ejh.2015.2481

13	 Wang J, Garbutt C, Ma H, Gao P, Hornicek FJ, Kan Q, et al. 

Expression and role of autophagy-associated p62 (SQSTM1) in 

multidrug resistant ovarian cancer. Gynecol Oncol. 2018;150:143-

50. Medline:29699801 doi:10.1016/j.ygyno.2018.04.557

14	 Lazova R, Camp RL, Klump V, Siddiqui SF, Amaravadi RK, Pawelek 

JM. Punctate LC3B expression is a common feature of solid 

tumors and associated with proliferation, metastasis, and poor 

outcome. Clin Cancer Res. 2012;18:370-9. Medline:22080440 

doi:10.1158/1078-0432.CCR-11-1282

15	 Zhao Y, Chen S, Gou WF, Xiao LJ, Takano Y, Zheng HC. Aberrant 

Beclin 1 expression is closely linked to carcinogenesis, 

differentiation, progression, and prognosis of ovarian epithelial 

carcinoma. Tumour Biol. 2014;35:1955-64. Medline:24132590 

doi:10.1007/s13277-013-1261-6

16	 Choi CH, Kim KH, Song JY, Choi SJ, Kim L, Park IS, et al. Construction 

of high-density tissue microarrays at low cost by using self-

made manual microarray kits and recipient paraffin blocks. 

Korean J Pathol. 2012;46:562-8. Medline:23323107 doi:10.4132/

KoreanJPathol.2012.46.6.562

17	O h SY, Roh CR. Autophagy in the placenta. Obstet Gynecol Sci. 

2017;60:241-59. Medline:28534010 doi:10.5468/ogs.2017.60.3.241

18	 Jovanović L, Janković R, Ćirković A, Jović M, Janjić T, Djuričić S, 

et al. PD-L1 expression in different segments and histological 

types of ovarian cancer according to lymphocytic infiltrate. 

Medicina (Kaunas). 2021;57:1309. Medline:34946254 doi:10.3390/

medicina57121309

19	 Klionsky DJ, Abdelmohsen K, Abe A, Abedin MJ, Abeliovich H, 

Acevedo Arozena A, et al. Guidelines for the use and interpretation 

of assays for monitoring autophagy (3rd edition). Autophagy. 

2016;12(1):1-222.

20	I wadate R, Inoue J, Tsuda H, Takano M, Furuya K, Hirasawa A, et al. 

High expression of SQSTM1/p62 protein is associated with poor 

prognosis in epithelial ovarian cancer. Acta Histochem Cytochem. 

2014;47:295-301. Medline:25859063 doi:10.1267/ahc.14048

21	 Valente G, Morani F, Nicotra G, Fusco N, Peracchio C, Titone 

R, et al. Expression and clinical significance of the autophagy 

proteins BECLIN 1 and LC3 in ovarian cancer. BioMed Res Int. 

2014;2014:462658. Medline:25136588 doi:10.1155/2014/462658

22	 Schmitz KJ, Ademi C, Bertram S, Schmid KW, Baba HA. Prognostic 

relevance of autophagy-related markers LC3, p62/sequestosome 

1, Beclin-1 and ULK1 in colorectal cancer patients with respect 

to KRAS mutational status. World J Surg Oncol. 2016;14:189. 

Medline:27444698 doi:10.1186/s12957-016-0946-x

23	 Wang X, Du Z, Li L, Shi M, Yu Y. Beclin 1 and p62 expression in 

non-small cell lung cancer: relation with malignant behaviors 

www.icmje.org/coi_disclosure.pdf
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=31912902&dopt=Abstract
https://doi.org/10.3322/caac.21590
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=24607285&dopt=Abstract
https://doi.org/10.1016/j.ygyno.2014.02.038
https://doi.org/10.1016/j.ygyno.2014.02.038
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=25342990&dopt=Abstract
https://doi.org/10.1177/1758834014544121
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=29487129&dopt=Abstract
https://doi.org/10.1530/ERC-17-0336
https://doi.org/10.1530/ERC-17-0336
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=28696368&dopt=Abstract
https://doi.org/10.3390/ijms18071496
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=31119201&dopt=Abstract
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=31119201&dopt=Abstract
https://doi.org/10.1146/annurev-cancerbio-041816-122338
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=21765470&dopt=Abstract
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=21765470&dopt=Abstract
https://doi.org/10.1038/onc.2011.295
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=29643976&dopt=Abstract
https://doi.org/10.1155/2018/8023821
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=28629173&dopt=Abstract
https://doi.org/10.3390/ijms18061297
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=22974323&dopt=Abstract
https://doi.org/10.1186/1757-2215-5-22
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=26150155&dopt=Abstract
https://doi.org/10.4081/ejh.2015.2481
https://doi.org/10.4081/ejh.2015.2481
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=29699801&dopt=Abstract
https://doi.org/10.1016/j.ygyno.2018.04.557
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=22080440&dopt=Abstract
https://doi.org/10.1158/1078-0432.CCR-11-1282
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=24132590&dopt=Abstract
https://doi.org/10.1007/s13277-013-1261-6
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=23323107&dopt=Abstract
https://doi.org/10.4132/KoreanJPathol.2012.46.6.562
https://doi.org/10.4132/KoreanJPathol.2012.46.6.562
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=28534010&dopt=Abstract
https://doi.org/10.5468/ogs.2017.60.3.241
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=34946254&dopt=Abstract
https://doi.org/10.3390/medicina57121309
https://doi.org/10.3390/medicina57121309
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=25859063&dopt=Abstract
https://doi.org/10.1267/ahc.14048
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=25136588&dopt=Abstract
https://doi.org/10.1155/2014/462658
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=27444698&dopt=Abstract
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=27444698&dopt=Abstract
https://doi.org/10.1186/s12957-016-0946-x


RESEARCH ARTICLE 460 Croat Med J. 2022;63:453-60

www.cmj.hr

and clinical outcome. Int J Clin Exp Pathol. 2015;8:10644-52. 

Medline:26617774

24	 Cai M, Hu Z, Liu J, Gao J, Liu C, Liu D, et al. Beclin 1 expression in 

ovarian tissues and its effects on ovarian cancer prognosis. Int 

J Mol Sci. 2014;15:5292-303. Medline:24675697 doi:10.3390/

ijms15045292

25	 Ju LL, Zhao CY, Ye KF, Yang H, Zhang J. Expression and clinical 

implication of Beclin1, HMGB1, p62, survivin, BRCA1 and ERCC1 

in epithelial ovarian tumor tissues. Eur Rev Med Pharmacol Sci. 

2016;20:1993-2003. Medline:27249597

26	 Lin HX, Qiu HJ, Zeng F, Rao HL, Yang GF, Kung HF, et al. Decreased 

expression of Beclin 1 correlates closely with Bcl-xL expression and 

poor prognosis of ovarian carcinoma. PLoS One. 2013;8:e60516. 

Medline:23573264 doi:10.1371/journal.pone.0060516

27	 Cao Y, Klionsky DJ. Physiological functions of Atg6/Beclin 1: a 

unique autophagy-related protein. Cell Res. 2007;17:839-49. 

Medline:17893711 doi:10.1038/cr.2007.78

28	 Minamoto T, Nakayama K, Nakamura K, Katagiri H, Sultana R, 

Ishibashi T, et al. Loss of beclin 1 expression in ovarian cancer: A 

potential biomarker for predicting unfavorable outcomes. Oncol 

Lett. 2018;15:1170-6. Medline:29399172

29	 Chen X, Sun Y, Wang B, Wang H. Prognostic significance of 

autophagy-related genes Beclin1 and LC3 in ovarian cancer: 

a meta-analysis. J Int Med Res. 2020;48:300060520968299. 

Medline:33238786 doi:10.1177/0300060520968299

30	 Miyamoto M, Takano M, Aoyama T, Soyama H, Yoshikawa T, Tsuda 

H, et al. Inhibition of autophagy protein LC3A as a therapeutic 

target in ovarian clear cell carcinomas. J Gynecol Oncol. 

2017;28:e33. Medline:28382796 doi:10.3802/jgo.2017.28.e33

https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=26617774&dopt=Abstract
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=26617774&dopt=Abstract
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=24675697&dopt=Abstract
https://doi.org/10.3390/ijms15045292
https://doi.org/10.3390/ijms15045292
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=27249597&dopt=Abstract
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=23573264&dopt=Abstract
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=23573264&dopt=Abstract
https://doi.org/10.1371/journal.pone.0060516
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=17893711&dopt=Abstract
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=17893711&dopt=Abstract
https://doi.org/10.1038/cr.2007.78
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=29399172&dopt=Abstract
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=33238786&dopt=Abstract
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=33238786&dopt=Abstract
https://doi.org/10.1177/0300060520968299
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=28382796&dopt=Abstract
https://doi.org/10.3802/jgo.2017.28.e33

