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Sickle cell disease (SCD) is one of the most common and
clinically severe inherited diseases in the world, estimated
to affect at least 3 to 6 million people. Greater than 90% of
affected individuals live in Africa and India and have very
limited access to appropriate health care.

Sickle cell anemia, first described in 1910 by Dr. Herrick
in Chicago, was identified as the first human molecular dis-
ease in 1949 by Linus Pauling et al. (1). This monogenic dis-
ease results from a single nucleotide change from A to T in
the codon (GAG) of the gene encoding the beta globin
chain, resulting in the replacement of a negatively charged
glutamate with a neutral, hydrophobic valine in the contact
regions of hemoglobin tetramers. This modification leads
to polymerization of Sickle hemoglobin (Hb S) upon deoxy-
genation. Since its original description over a century ago,
SCD has been the most extensively studied human disor-
der by geneticists, structural biologists, biophysicists, bio-
chemists, cell biologists, and clinical scientists. While these
efforts have led to some improvements in the clinical man-
agement of SCD, significant gaps remain in the effective
prevention, management, and cure of this complex human
disease. These gaps are of particular concern in low-
resource countries where the vast majority of SCD patients
live. Specifically, there is a great paucity of drugs to effec-
tively treat this important global disease. In PNAS, Meta-
feria et al. outline a screening strategy for discovery of
drug targets for treatment of SCD, a major and clinically
severe global health problem (2).

Clinical manifestations of SCD are highly variable from
individual to individual. Typical complications include chronic
anemia, acute and chronic pain, increased infections, cerebro-
vascular disease, cardiopulmonary dysfunction, renal impair-
ment, hepatopathy, retinopathy, priapism, and leg ulcers
(3, 4). Life expectancy of SCD individuals is shortened by ∼20 y
even with optimal clinical care, and in low-income countries
many infants with SCD die in childhood.

The polymerization of Hb S in red blood cells upon
deoxygenation is the root cause of SCD pathology, as Hb S
fibers stiffen and distort (“sickle”) erythrocytes (Fig. 1),
inducing significant cell rigidity, which in turn compromises
the ability of these red blood cells to deliver oxygen to tis-
sues (5–7). In fact, SCD is a disease of lifelong chronic tis-
sue hypoxia. The morphological changes induced following
deoxygenation depend on intracellular hemoglobin con-
centration (mean corpuscular hemoglobin concentration,
MCHC) (8). Sickle cells with normal MCHC undergo exten-
sive morphological changes (Fig. 1A), while dehydrated red
blood cells that are a feature of SCD undergo much less
extensive changes (Fig. 1B) despite extensive fiber forma-
tion. Vaso-occlusion induced by rigid sickle cells in associa-
tion with their increased adhesion to vascular endothelial
cells reduces blood flow and decreases oxygen delivery to
almost every tissue. The chronic hypoxia results in long-
term tissue organ damage and in intermittent episodes of

acute severe pain, referred to as a sickle cell crisis. Further-
more, the irreversible structural changes in the red blood
cell membrane associated with sickling in the tissues and
unsickling in the lungs induces membrane vesiculation and
irreversible membrane structural alterations and leads to
hemolysis. Decreased life span of circulating red blood
cells in conjunction with decreased red blood cell produc-
tion from ineffective erythropoiesis in the bone marrow
leads to chronic anemia (9, 10). Recurrent vaso-occlusion
and chronic hemolysis trigger and sustain a persistent
inflammatory response, leading to vasculopathy and acute
and chronic damage to the brain, lungs, kidney, liver, and
other organs. The best strategy for treatment of SCD is
development of drugs that inhibit Hb S polymerization

A number of potential strategies can be exploited to
either inhibit or alter the kinetics of Hb S polymerization
(11–14). These include disruption of intermolecular con-
tacts in the sickle fiber, sickle fiber destabilization by
decreasing 2,3-diphosphoglycerate, altering the kinetics of
hemoglobin polymerization by decreasing the intracellular
hemoglobin concentration through increased hydration
and swelling of sickle red cells, decreasing the amount of
oxygen released by cells to tissues by altering the oxygen
affinity of Hb S, and reactivation of fetal hemoglobin (Hb F)
synthesis, a potent inhibitor of Hb S polymerization during
erythroid differentiation.

Hydroxyurea (HU) is currently the most widely used
antisickling drug; developed almost three decades ago, it
was initially approved for use in adults and subsequently
for use in children (15–18). It is reasonably inexpensive.
The efficacy of HU is due to its effect on various aspects of
sickle pathophysiology (15), with induction of Hb F being a
dominant factor. Based on clinical response and changes
in hematological parameters, the individual responses to
HU can be highly variable and the increase in Hb F is not
evenly distributed in all cells. Consequently, while it is
clearly efficacious and has a good long-term safely profile,
it is not curative.

Two additional drugs have recently been approved by
the Food and Drug Administration (FDA) for treatment of
SCD: voxelotor and L-glutamine. Voxelotor acts by inhibiting
sickling by shifting oxygen affinity and increases circulating

Author affiliations: aStanford University, Division of Pediatrics Hematology/Oncology,
Stanford, CA 94305; and bNew York Blood Center, Red Cell Physiology Laboratory, New
York, NY 10065

Author contributions: A.N. and N.M. wrote the paper.

The authors declare no competing interest.

Copyright © 2022 the Author(s). Published by PNAS. This article is distributed under
Creative Commons Attribution-NonCommercial-NoDerivatives License 4.0 (CC BY-NC-ND).

See companion article, “Phenotypic screening of the ReFRAME drug repurposing library
to discover new drugs for treating sickle cell disease,” 10.1073/pnas.2210779119.
1To whom correspondence may be addressed. Email: MNarla@NYBC.org.

Published October 20, 2022.

PNAS 2022 Vol. 119 No. 45 e2215625119 https://doi.org/10.1073/pnas.2215625119 1 of 2

COMMENTARY

https://orcid.org/0000-0003-2271-5296
https://creativecommons.org/licenses/by-nc-nd/4.0/
https://doi.org/10.1073/pnas.2210779119
mailto:MNarla@NYBC.org
http://crossmark.crossref.org/dialog/?doi=10.1073/pnas.2215625119&domain=pdf&date_stamp=2022-10-20


hemoglobin levels but does not seem to reduce the fre-
quency of sickle cell crises. L-glutamine, on the other hand,
apparently decreases the frequency of sickle cell crises by
reducing oxidative stress, one of the sequelae of sickling. As
with HU, neither of these two FDA-approved drugs is cura-
tive. Hematopoietic stem cell transplantation is effective
and curative, but its use is limited to select patients in high-
resource settings. Various forms of gene therapy, which can
also be curative, are being explored (19). It is possible gene
therapy–based approaches may eventually become the
treatment of choice, but technical and economic issues
could limit its availability globally.

As such, there is a critical need for inexpensive oral
drugs that inhibit sickling in all red blood cells to provide
improved therapeutic responses. To achieve this objective
Metaferia et al. (19) developed a relatively high-throughput
drug screening strategy of relatively large libraries of com-
pounds that have been either previously approved by the
FDA or have been tested in clinical trials to identify drugs
that inhibit sickling at serum concentrations achievable in
humans.

In the work described in PNAS they outline their findings
from the first phase of their phenotypic screen of the
12,657 compounds of the Scripps ReFRAME drug repurpos-
ing library using their recently developed high-throughput
assay to measure sickling times following deoxygenation to
0% oxygen of red cells from sickle trait individuals (2).
Based on dose–response measurements, they showed that
106 of the 12,657 compounds exhibit antisickling at concen-
trations ranging from 31 nM to 10 μM. Comparing inhibitory
concentrations with free concentrations of these oral drugs
in human serum, 21 of the 106 identified antisickling com-
pounds appear to be potentially effective for the treatment
of SCD. The identification of new candidate drug targets
with clearly defined safety and toxicity profiles could lead to
development of novel treatments for SCD that are relatively
inexpensive. It is exciting to imagine one or more of these
compounds could be repurposed for treatment of SCD
patients around the globe. Furthermore, it is likely that
identifying classes of drugs with different mechanisms of
action and using them in combination could result in
improved therapeutic benefits.
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Fig. 1. Scanning electron micrographs of deoxygenated sickle red cells. Extensive morphological changes of discoid sickle red cells with normal cell hemo-
globin concentration following deoxygenation (Left). In contrast, less extensive morphological changes of dehydrated discoid sickle red cells with elevated
MCHC concentration following deoxygenation, despite extensive Hb S polymer formation (Right).
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