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Description of the original text: In 2019, an outbreak of very con-
tagious pneumonia began in Wuhan, China. The disease and the virus 
causing the disease were named coronavirus disease 2019 (COVID-19) 
and severe acute respiratory syndrome coronavirus two (SARS-COV-2), 
respectively. 

Change to: In 2019, an outbreak contagious form of pneumonia was 

named coronavirus disease 2019(COVID-19), and the virus that caused 
it was named severe acute respiratory syndrome coronavirus two (SARS- 
COV-2). 

The authors and the Publisher regret the error that appeared in their 
paper. 

DOI of original article: https://doi.org/10.1016/j.meegid.2021.104737. 
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