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Abstract

Mammals almost always have seven cervical vertebrae. The strong evolu-

tionary constraint on changes in this number has been broken in sloths and

manatees. We have proposed that the extremely low activity and metabolic

rates of these species relax the stabilizing selection against changes in the

cervical count. Our hypothesis is that strong stabilizing selection in other

mammals is largely indirect and due to associated pleiotropic effects, including

juvenile cancers. Additional direct selection can occur due to biomechanical

problems (thoracic outlet syndrome). Low metabolic and activity rates are

thought to diminish these direct and indirect effects. To test this hypothesis

within the primates, we have compared the number of cervical vertebrae of

three lorisid species with particularly low activity and metabolic rates with

those of more active primate species, including with their phylogenetically

closest active relatives, the galagids (bushbabies). In support of our hypothesis,

we found that 37.6% of the lorisid specimens had an abnormal cervical count,

which is a higher percentage than in the other nine primate families, in which

the incidence varied from zero to 2.2%. We conclude that our data support the

importance of internal selection in constraining evolvability and of a relaxed

stabilizing selection for increasing evolvability. Additionally, we discuss that

there is no support for a role of the muscularized diaphragm in the

evolutionary constraint.
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1 | INTRODUCTION

The mammalian vertebral column is highly variable in
morphology, reflecting adaptations to a wide range of
lifestyles, from burrowing in moles to flying in bats

(Flower, 1885; Galliari et al., 2010; Granatosky et al.,
2014; Jenkins, 1970; Schultz, 1961; Slijper, 1946; Williams
& Russo, 2015). However, the number of cervical
vertebrae is surprisingly constant at seven (Bateson,
1894; Galis, 1999; Starck, 1979). To retain this number
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seems, however, not adaptive. Even giraffes with their
long necks have seven cervical vertebrae. A giraffe's neck
is quite stiff, it requires substantial force to lift it and it is
too short to reach the ground unless the front legs are
spread wide apart (Figure 1). This awkward position
renders giraffes vulnerable to predators while drinking
(Périquet et al., 2010; Valeix et al., 2009). Long‐necked
birds and reptiles, on the other hand, always have a
larger number of cervical vertebrae, allowing for longer
and more flexible necks (Figure 1). The constancy in the
mammalian neck region contrasts with variability
between mammalian species in other vertebral regions:
Bottlenose whales have nine thoracic vertebrae while
elephants have 19–21. Anteaters have two or three
lumbar vertebrae and Indri lemurs eight or nine (Narita
& Kuratani, 2005; Varela‐Lasheras et al., 2011).

The remarkable conservation of the number of
cervical vertebrae is probably caused by strong stabiliz-
ing selection. Most hypotheses propose that this
selection is indirect and internal, as it is caused by
deleterious pleiotropic effects that are associated with
the development of an abnormal number of cervical
vertebrae (Buchholtz et al., 2012; Galis, 1999; Galis
et al., 2006; Hirasawa & Kuratani, 2013; Kuratani, 2004;
Narita & Kuratani, 2005). Our hypothesis, based on
studies of human and other mammalian individuals
with abnormal numbers of cervical vertebrae, is that
juvenile cancers and a wide variety of congenital
abnormalities are associated with these cervical number
changes, leading to an increased mortality before the
reproductive age (Furtado et al., 2011; Galis & Metz,
2003; Galis et al., 2006; Galis, 1999; Varela‐Lasheras

FIGURE 1 The long neck of the giraffe has only seven vertebrae, which makes it rather stiff, such that lifting it costs considerable force.
Despite the length of each cervical vertebra, the neck is not long enough to reach the ground, unless the front legs are spread wide apart,
which is an awkward position that makes the giraffe vulnerable to predators. A large number of vertebrae make a long and flexible neck in
flamingoes. (a) and (c) Reproduced from Owen (1866). (b) from Evans (1900). (d) Drawing by Erik‐Jan Bosch (Naturalis).
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et al., 2011; Schut et al., 2020a,b; Ten Broek et al., 2012).
The association with many different pleiotropic effects
is thought to be due to the early determination of the
number of neck vertebrae during the phylotypic stage.
The strong global interactivity in this stage implies that
any perturbation affects many processes and leads to a
multitude of changes in different parts of the body
(Galis & Metz, 2007; Galis et al., 2018; see also Galis
et al., 2002). As a result, the evolvability of the
phylotypic stage is severely limited, as is the evolvability
of traits determined during this stage.

Kuratani (2004), Hirasawa and Kuratani (2013), and
Buchholtz et al. (2012) proposed that the mammalian
innovation of a muscularized diaphragm is causally
involved in the evolutionary constraint of the number of
cervical vertebrae. Associations should then be found
between abnormal numbers of cervical vertebrae and
anomalies of the muscular diaphragm in mammals.

Direct stabilizing selection against changes in the
number of cervical vertebrae can also arise from
biomechanical problems. The determination of the
neck‐thorax boundary forms part of the early head‐to‐
tail patterning of the embryo in which Hox genes play a
crucial mediating role (Deschamps & Duboule, 2017).
Changes of this boundary necessarily involve homeotic
transformations of the seventh and, or eighth vertebra:
the seventh normally ribless cervical vertebra changes
into a thoracic vertebra with a rib, or the eighth normally
thoracic vertebra with a rib changes into a ribless cervical
vertebra. Initial mutations for homeotic transformations
tend to be incomplete and asymmetric, resulting in so‐
called transitional vertebrae (Fischel, 1906; Galis et al.,

2014; Jeannotte et al., 1993; Schultz, 1961; Streissler‐
Graz, 1913; Varela‐Lasheras et al., 2011). Transitional
cervicothoracic vertebrae have rudimentary ribs on the
seventh and/or eighth vertebra, which are called cervical
ribs (Figures 2 and 3) and rudimentary first ribs,
respectively. The rudimentary ribs, or the ligamentous
bands attached to them, may cause compression of
nerves and/or blood vessels which run into the arm. This
can provoke severe degeneration (wasting) of the arm
known as the Thoracic Outlet Syndrome (TOS; Adson &
Coffey, 1927; Illig et al., 2021; Makhoul & Machleder,
1992; Roos, 1976; Sargent, 1921; Thompson, 1908; Weber,
1913). TOS is particularly disadvantageous when fore-
limbs are intensively used (Friedman et al., 1959; Rayan,
1988; Sargent, 1921).

Stabilizing selection against cervical number var-
iants is probably not as strong in all mammal species.
Sloths and manatees are well‐known exceptions among
mammals with an aberrant number of cervical verteb-
rae, with three‐toed sloths (Bradypus tridactylus)
usually having eight or nine cervical vertebrae and
two‐toed sloths (Choloepus) and manatees (Trichechus)
only five or six (Bateson, 1894; Böhmer et al., 2018;
Varela‐Lasheras et al., 2011). TOS is not expected to
occur in these species, as they move infrequently and
when they do, they move slowly (Galis, 1999; Varela‐
Lasheras et al., 2011). Furthermore, adult sloths and
manatees frequently have skeletal abnormalities (e.g.,
ossification defects and fused vertebrae, Varela‐
Lasheras et al., 2011) which are commonly associated
with cervical ribs in deceased human fetuses and
infants, but these skeletal abnormalities apparently

FIGURE 2 Cervical and upper thoracic regions in three slow lorises, showing the range of variation at the cervicothoracic boundary,
drawn by Adolph H. Schultz (1961). On the left, a normal cervical pattern with seven cervical vertebrae. In the middle, an asymmetric
pattern with on the left a full cervical rib connected to the seventh vertebra, and on the right a transitional cervicothoracic vertebra with a
rudimentary cervical rib. Homeotic transformations of vertebrae often show strong left‐right asymmetry. On the right, two full cervical ribs
on the seventh vertebrae. Complete cervical ribs are more rare than rudimentary ribs and were not encountered in this study. Reproduced
with permission from Karger, A.G.
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pose no major problem here. Vestibular system anoma-
lies are also commonly found in sloths (Billet et al.,
2013). Furthermore, the extremely low metabolic rates
found in sloths and manatees (Irvine, 1983; McNab,
1978, 1988; Pauli et al., 2016) are expected to lower the
incidence of pediatric cancers, a pleiotropic effect of
cervical ribs found in humans (~120‐fold increase, Galis
& Metz, 2003; Galis, 1999; Merks et al., 2005;
Schumacher et al., 1992). Low metabolic rates are
associated with low levels of DNA damage; hence
cancer incidences are expected to be lower in such
organisms (Behrend et al., 2003; Cooke et al., 2003;
Jackson & Loeb, 2001; Perez‐Campo et al., 1998;
Shigenawa & Ames, 1993; Toyokuni et al., 1995).
Cancer rates in manatees and sloths have indeed been
found to be low (Galis & Metz, 2003; Tollis et al., 2020).
Thus, in sloths and manatees, their low activity and
metabolic rates presumably relax the stabilizing selec-
tion against changes in the number of cervical vertebrae
and allow the removal of pleiotropic constraints
(Varela‐Lasheras et al., 2011).

In other extremely slow mammals, selection may be
relaxed as well relative to their faster sister taxa. To test
this, we analyzed the number of cervical vertebrae in
three slow primate species, i.e. the red slender loris
(Loris tardigradus), the greater slow lori (Nycticebus
coucang) and the potto (Perodictitis potto; McNab, 1988;
Mueller, 1983, 1985; Napier & Napier, 1967; Rasmussen
& Izard, 1988; Shapiro, 2007; Whittow et al., 1977).
Locomotion of lorises and pottos has been characterized
as slow quadrupedalism, without leaping or running,
and branches are gripped with three limbs at any time
(Jouffroy, 1989; Napier & Napier, 1967; Shapiro, 2007;
Walker, 1969). The greater slow lori has basal and field
metabolic rates that are amongst the lowest found in
mammals, while the slender lori and potto are slightly
less extreme (Genoud, 2002; McNab, 1988; Mueller,
1983, 1985; Rasmussen & Izard, 1988; Whittow et al.,
1977). We compared the cervical vertebral patterns of
the lorisids with those of various Old World and New
World haplorrhine taxa, using phylogenetic compara-
tive analysis (Garamszegi, 2014). Additionally, we
compared their pattern frequencies with their phyloge-
netically closest active relatives, the galagids (bushba-
bies). Galagids are vertical clingers and spectacular
leapers, or active arboreal quadrupeds (Fleagle, 2013;
Napier & Napier, 1967; Shapiro, 2007). In agreement
with their more active lifestyles, galagids have higher
metabolic rates (McNab, 1988; Mueller, 1983, 1985;
Rasmussen & Izard, 1988). Additionally, we compared
the lorisid cervical patterns with those of lemurids and
indriids within the Lemuriformes/Strepsirrhini. Our
hypothesis predicts that the frequency of abnormal
numbers of cervical vertebrae will be highest in the
lorises and pottos in each comparison.

2 | METHODS

2.1 | Data‐collection

Specimens. We analysed 1090 skeletons of wild‐born
primates belonging to 60 species of 10 families (Table 1).
These skeletons are held in collections of 10 European
and American natural history museums (Naturalis
Biodiversity Center, Leiden (Naturalis); The Natural
History Museum, London (NHMUK); the Royal Museum
for Central Africa, Tervuren (RMCA); the Royal Belgian
Institute of Natural Sciences, Brussels (RBINS); the
Natural History Museum of Denmark, Copenhagen
(ZMUC); Naturhistorisches Museum Wien, Vienna
(NHMW); the Swedish Museum of Natural History,
Stockholm (NRM); Museum fur Naturkunde, Berlin
(MfN); and the National Museum for Natural History,

FIGURE 3 Slow loris skeleton with rudimentary cervical ribs
attached to the seventh cervical vertebra (C7). Above: lateral view,
with cervical rib indicated by arrow. Below: dorsal view. Drawing
by Esmée Winkel (Naturalis).
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TABLE 1 Normal and abnormal numbers of cervical vertebrae in primates

Number of
individuals
evaluated for
cervical count

No. of Individuals
with seven cervical
vertebrae

No. of Individuals
with cervical rib or
rudimentary first rib

% with cervical rib
or rudimentary
first rib

Lorisidae 85 50 32 39.02

Loris tardigradus 5 3 2 40.00

Nycticebus coucang 40 20 19 48.72

Perodicticus potto 40 27 11 28.95

Galagidae 90 88 0 0.00

Galago moholi 10 10 0 0.00

Galago senegalensis 33 32 0 0.00

Otolemur crassicaudatus 47 46 0 0.00

Indriidae 56 54 1 1.82

Indri indri 20 20 0 0.00

Propithecus coquereli 14 14 0 0.00

Propithecus deckenii 5 5 0 0.00

Propithecus verreauxi 17 15 1 6.25

Lemuridae 95 93 1 1.06

Lemur catta 39 39 0 0.00

Eulemur mongoz 31 31 0 0.00

Eulemur albifrons 16 14 1 6.67

Eulemur collaris 3 3 0 0.00

Eulemur fulvus 5 5 0 0.00

Eulemur rufus 1 1 0 0.00

Daubentoniidae 16 16 0 0.00

Daubentonia
madagascariensis

16 16 0 0.00

Atelidae 98 92 2 2.13

Ateles paniscus 23 22 0 0.00

Ateles chamek 1 1 0 0.00

Ateles belzebuth 15 14 1 6.67

Ateles marginatus 1 1 0 0.00

Ateles geoffroyi 8 7 1 12.50

Ateles fuscipes 1 1 0 0.00

Ateles sp. 5 4 0 0.00

Alouatta seniculus 37 36 0 0.00

Alouatta belzebul 2 2 0 0.00

Alouatta macconnelli 4 3 0 0.00

Alouatta guariba 1 1 0 0.00

Cebidae 37 36 0 0.00

Saimiri sciureus 35 34 0 0.00

Saimiri sp. 2 2 0 0.00
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Paris (MNHN), Natural History Museum Oslo, American
Museum of Natural History, New York, Field Museum of
Natural History, Chicago (FMNH). Five families
belonged to the Strepsirrhini (Lorisidae, Galagidae,

Daubentoniidae, Lemuridae, Indriidae) and five to the
Haplorrhini, of which two Platyrrhini (Cebidae, Ateli-
dae) and three Catarrhini (Cercopithecidae, Hylobatidae,
Hominidae).

TABLE 1 (Continued)

Number of
individuals
evaluated for
cervical count

No. of Individuals
with seven cervical
vertebrae

No. of Individuals
with cervical rib or
rudimentary first rib

% with cervical rib
or rudimentary
first rib

Cercopithecidae 359 347 0 0.00

Chlorocebus aethiops 20 19 0 0.00

Chlorocebus sabaeus 10 10 0 0.00

Chlorocebus tantalus 1 1 0 0.00

Chlorocebus pygerythrus 8 8 0 0.00

Chlorocebus cynosuros 12 12 0 0.00

Cercopithecus albulogaris 31 29 0 0.00

Cercopithecus mitis 43 40 0 0.00

Cercopithecus nictitans 26 25 0 0.00

Cercopithecus lhoesti 20 19 0 0.00

Cercopithecus solatus 6 6 0 0.00

Cercopithecus preussi 5 5 0 0.00

Cercopithecus ascanius 28 28 0 0.00

Erythrocebus patas 47 46 0 0.00

Theropithecus gelada 20 20 0 0.00

Papio hamadryas 39 39 0 0.00

Papio anubis 42 39 0 0.00

Hylobatidae 68 68 0 0.00

Symphalangus
syndactylus

21 21 0 0.00

Hylobates klossii 3 3 0 0.00

Hylobates lar 9 9 0 0.00

Hylobates moloch 16 16 0 0.00

Hylobates agilis 7 7 0 0.00

Hylobates pileatus 1 1 0 0.00

Hylobates muelleri 4 4 0 0.00

Hylobates albibarbis 1 1 0 0.00

Hylobates sp. 6 6 0 0.00

Hominidae 186 179 4 2.19

Pongo pygmaeus 31 30 0 0.00

Gorilla gorilla 15 15 0 0.00

Gorilla beringei 37 37 0 0.00

Pan troglodytes 72 67 3 4.29

Pan paniscus 31 179 1 0.56
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2.1.1 | Cervical vertebrae and transitional
cervicothoracic vertebrae

We determined the number of cervical vertebrae and
transitional cervicothoracic vertebrae (vertebrae with both
cervical and thoracic characteristics, that is, a seventh
vertebra with a rudimentary rib or one full rib instead of
two, or an eighth vertebra with rudimentary ribs or without
ribs on one side). The identification of transitional
cervicothoracic vertebrae was based on the presence of
cervical or rudimentary first ribs. In the case of a fusion of
rudimentary cervical ribs with the transverse process
(apophysomegaly), the vertebra was counted as a transi-
tional cervicothoracic vertebra when the transverse process
was at least 15% longer than that of the first thoracic
vertebra, or when traces of the articulation were still visible.

2.1.2 | Explanatory variables

Per specimen where we determined the vertebral pattern,
we recorded the species, lifestyle (“fast” vs. “slow”),
individual age class and sex, and whether the animal was
kept in a zoo later in life or not. This last indicator
variable can accommodate effects of relaxed selection in
captive environments on the probability of finding an
abnormal pattern.

2.1.3 | Phylogeny

We used the consensus phylogeny of primates provided
by the 10k Trees Project (Arnold & Nunn, 2010) to
represent our data per species graphically and to
calculate correlations between species effects in the
phylogenetic mixed model analyses described below.

2.2 | Statistical analysis

The data consist per primate of an indicator variable
whether that individual had a normal pattern with seven
cervical vertebrae or not, with cervical and rudimentary
first ribs on the seventh and eight vertebrae (abnormal
pattern), and of the values of the explanatory variables.
Our analysis of the incidence of abnormal patterns treated
most explanatory variables as fixed effects and the species
effects as random. Random species effects can consist of
independent random environmental and sampling effects
and so‐called phylogenetic effects (Garamszegi, 2014)
which are heritable and assume covariances between
species which decrease with phylogenetic distance.
Correlated phylogenetic effects are often believed to

“correct” for the nonindependence of data on different
species due to shared evolutionary history (Revell, 2010;
Rohlf, 2006). We note, however, that other explanatory
variables shared between species or correlated environ-
mental effects due to correlated sampling are other
sources of nonindependence of data values.

The precise pattern of the dependence of phylogenetic
species covariances on phylogenetic distance is deter-
mined by how selection and drift are assumed to operate
on the heritable part of species effects (Hansen & Martins,
1996). With drift and directional selection, correlations
between species effects scale with the proportion of
evolutionary time on the phylogeny between the root
and the most recent common ancestor of each pair of
species. With drift and strong stabilizing selection,
covariances are expected to become minimal and difficult
to distinguish from independence. With weaker stabilizing
selection, correlations decrease exponentially with dis-
tance, and the decrease is characterized by the parameter
α of the OU (Ornstein‐Uhlenbeck) process describing the
change in heritable species effects over time due to
stabilizing selection (Hansen & Martins, 1996).

We hypothesize strong directional selection against
the incidence of cervical ribs in primate species which
are mobile and much less so in slow movers. This would
imply that drift would have a larger impact on species
covariances among slow movers. However, the number
of species in that group is too small to estimate a separate
covariance pattern for them. Additionally, binary traits
are zero‐one responses. In generalized mixed linear
models, these are modeled as proportions constrained
between zero and one which depend on an underlying
continuous liability. Proportions increase in a nonlinear
manner as a function of the liability, usually via an
inverse logit function. It is for the random species effects
contributing to these underlying liabilities that we can
model non‐zero species covariances. For very low and
very high probabilities of cervical ribs, the effect of
changing the liability on the predicted incidence is weak
such that selection on the liability must weaken in
species with low incidences of cervical ribs. This pattern
of selection is akin to stabilizing selection which
decreases when approaching an optimum. However,
here the selection optimum is on the boundary of trait
space and therefore at minus infinity for the liabilities. It
is therefore unclear if predictions of models of stabilizing
selection apply fully. Stronger selection in fast moving
species would imply that their heritable species liability
effects are closer to independent (Cooper et al., 2016).
Summarizing, there might be non‐zero covariances that
depend on phylogenetic distance but it is unclear which
random species effects model applies best. We, therefore,
modeled different correlation patterns.
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The molecular phylogeny of primates was trimmed to
the species with data and explanatory variables. Eight
species with data could not be attributed to a species in the
phylogeny were removed from the mixed model analysis.
We used function pglmm() from the phyr package (Ives &
Helmus, 2011) for R (R Core team, 2021) to fit the binary
phylogenetic generalized mixed models. First, we investi-
gated which pattern of correlations in species effects fitted
the data best. Different models including all fixed effects
(sex, age class, life style, kept in zoo) but with different
species effect specifications were fitted using REML. They
had either (1) joint phylogenetic and independent species
effects, (2) only independent species effects or (3)
phylogenetic species effects only. For (1) and (3) the
phylogenetic effect correlations were either calculated
assuming Brownian motion (function vcv. phylo ()) or for
OU processes with different strengths of stabilizing
selection (α= .01, .02, .04, .06, and .10) using the
corMartins() function from the ape library (Paradis &
Schliep, 2019) to calculate species correlation matrices. For
the smallest value of α, correlations between species effects
were only slightly smaller than for Brownian motion. We
then used a numerical optimizer to find the value of α
which minimized the deviance of the phylogenetic mixed
model, this for a model including all fixed effects and
starting from the α among the values above which had the
largest likelihood. We compared model deviances among
these models fitted and carried out likelihood ratio tests
(Self & Liang, 1987) on the random effects in the model
with minimal deviance. Subsequently, we refitted the best
model using ML and used likelihood ratio tests to test for
the significance of each fixed effect.

Our data do not need to satisfy all assumptions of the
mixed models fitted and the tail probabilities of the
likelihood ratio tests for the fixed effects above might be
slightly conservative or anticonservative (Pinheiro &
Bates, 2000). The change to a slow life style also occurred
only once across the primates. Therefore, two additional
specific pairwise comparisons between families were
made based on generalized linear models: (1) a
comparison of proportions of normal patterns between
slow lorisids and galagids; (3) a comparison of lorisids
with indriids and lemurids combined. To account for
heterogeneity in incidence probabilities between species
within these families, we fitted generalized linear models
to the data with quasibinomial distributions, allowing
variance estimates which differ from the expectation
based on the binomial distribution. All explanatory
variables are categorical and our individual data could
therefore show overdispersion or underdispersion (Hilbe,
2013). We found that underdispersion might occur and
report nevertheless difference tests from models for
binomial distributions, as these tests were more

conservative, i.e., they had larger tail probabilities. The
R script with our analysis is available as supplementary
material.

3 | RESULTS

Overall, we found that only 40 out of 1063 primate
individuals (3.8%) did not have seven cervical vertebrae
(1063 of 1089 skeletons could be scored; Figure 4 and
Table 1). Lorisids were the only family with a high
number of abnormal cervical counts, all due to transi-
tional cervicothoracic vertebrae (39.0% of 82 lorisids). In
the other families, the incidences ranged from 0% to
2.2%. The change in the number of cervical vertebrae
resulted most often from rudimentary cervical ribs
(homeotic transformation of the seventh vertebra) and,
more exceptionally (in two pottos), from rudimentary
first ribs (homeotic transformation of the eighth verte-
bra). In the statistical modeling, we analyzed the
proportions of individuals with a normal cervical
vertebral pattern (absence of transitional vertebrae).

Our phylogenetic comparative analysis using mixed
models found that a model without independent species
effects and with a phylogenetic random species effect
calculated from an OU model with α= .098 fitted the
data best. However, for this random effect specification,
correlations are only above 0.01 for closely related species
and accordingly a likelihood ratio comparison deter-
mined that a model with only independent species effects
was not significantly worse (χ2(1) = 2.84, p= .09). Likeli-
hood ratio tests did indicate that including a random
species effect contributed significantly to explaining the
data pattern (independent effects χ2(0 | 1) = 2.74,
p= .049, OU correlated χ2(0 | 1) = 6.046, p= .007). We
tested the significance of fixed effects in the best OU
model. The effect of life style was significant in the model
with all explanatory variables. Slow primates have a
reduced probability of a normal cervical vertebral pattern
(estimate liability effect −4.45 (SE 0.59), χ2(1) = 64.33,
p< .0001). Age, sex and whether the individual was kept
in a zoo did not have significant effects. We, therefore,
did not add these in the generalized linear models below.

When we compared family effects between lorisids and
galagids using generalized linear models, the incidence of
normal cervical vertebral patterns differed between both
(χ2(1) = 54.75, p< .0001), but confidence intervals of the
effects were so wide that no meaningful interval for the
difference resulted. This was due to the absence of
abnormal patterns in the galagids, all individuals having
seven cervical vertebrae. A Fisher exact test not depending
on parameter estimates and generalized linear model
assumptions, also found that the incidence of abnormal
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patterning differed between both (p< .0001). For the
comparison between Lorisidae and Indriidae and Lemur-
idae combined, we found that the incidence of seven
cervical vertebrae was significantly lower in Lorisidae
(χ2(1) = 62.11, p< .0001), parameter estimate effect size
difference −3.85 (95% confidence interval −5.69 to −2.61).

4 | DISCUSSION

In an earlier study, we compared sloths and manatees
with sister taxa with a generally normal cervical pattern
(Varela‐Lasheras et al., 2011). We found a strong

association between abnormal cervical numbers and
congenital abnormalities in all investigated taxa. This
supported the hypothesis that the extremely low activity
and metabolic rates of sloths and manatees reduce the
strength of stabilizing selection against changes in the
number of cervical vertebrae, thus relaxing a strong
evolutionary constraint. In this study we found further
support for this hypothesis. Relative to sister taxa and
primates overall, an increased incidence of transitional
cervicothoracic vertebrae was found in lorises and pottos,
primates with particularly low activity and metabolic
rates. Therefore, the strength of stabilizing selection is
most likely reduced because of a mitigation of at least

FIGURE 4 Molecular phylogeny of primate species involved in our study. Bars to the right of each species indicate the number of
individuals with an abnormal and a normal cervical vertebral pattern. Primate families are indicated.
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some of the pleiotropic effects that tend to be associated
with changes in the cervical count in other mammals,
that is, pediatric cancers, thoracic outlet syndrome and
congenital abnormalities.

A substantial number of pottos and lorises had an
abnormal number of cervical vertebrae, usually caused
by cervical ribs and, more rarely, by rudimentary first
ribs (homeotic transformations of the seventh and eighth
vertebrae, respectively). In all other primate families
where we collected data, we found a low incidence of
abnormal numbers of cervical vertebrae, virtually always
due to cervical ribs. Previously, we found an incidence of
cervical ribs in dugongs of 45% (Varela‐Lasheras et al.,
2011), which is comparable to the incidence in Lorisidae.
Dugongs also have low activity and metabolic rates,
although somewhat less extreme than manatees (Lanyon
et al., 2006; Zeh et al., 2018). In sloths and manatees,
however, the deviation from the canonical number of
seven is larger than in lorisids and in dugongs. The
finding that the largest incidences of deviations from the
canonical cervical number occurs in the species with the
lowest known metabolic and activity rates of mammals
(Gallivan & Best, 1980; Hammond & Diamond, 1997;
Koteja, 1991; McNab, 1988), further supports our
hypothesis. A reduced incidence and severity of deleteri-
ous pleiotropic effects potentially allows directional
selection for more or fewer cervical vertebrae to
dominate. This may well have been the case for three‐
toed sloths, known to have a remarkable ability to rotate
their long necks with their many neck vertebrae (Bell,
1834; Mendel, 1985), whereas the short neck of manatees
may have been selected to improve streamlining (cf.
dolphins with short necks due to fusion of the seven
cervical vertebrae). A reduced strength of stabilizing
selection also allows a larger trait variability. In lorisids,
we found no clear indication of directional selection on
the number of cervical vertebrae, only an increased
incidence of transitional vertebrae.

Deleterious pleiotropic effects and the resulting
strong selection against changes in the number of
cervical vertebrae have been most thoroughly investi-
gated in humans (Furtado et al., 2011; Galis et al., 2006;
Schut et al., 2020a,b; Ten Broek et al., 2012). However,
studies on a wide variety of mammals, including
afrotherians and xenarthrans (Varela‐Lasheras et al.,
2011), thoroughbred horses (May‐Davis, 2017), extinct
woolly mammoths and woolly rhinos (Reumer et al.,
2014; van der Geer & Galis, 2017) and domesticated dogs
(Brocal et al., 2018) further support the association of
deleterious pleiotropic effects with abnormal cervical
numbers. One of the pleiotropic effects which can occur
in humans, an increased probability of juvenile cancer in
humans, has an estimated probability of occurrence of

12% in individuals with a cervical rib (a 120‐fold increase
in comparison to the general population, Galis, 1999; see
also Merks et al., 2005; Schumacher et al., 1992). The low
metabolic rates of lorisids are expected to drastically
lower cancer rates and, hence, weaken indirect selection
against changes in the cervical number (Galis & Metz,
2003; Galis, 1999; Varela‐Lasheras et al., 2011). Indeed,
despite the remarkably high incidence of cervical ribs in
lorisids, among 233 neonatal and juvenile deaths of
lorisids in zoos, none was found to have a tumor
(Simpson et al., 2018). Similarly, in manatees and sloths,
cancer rates appeared to be exceptionally low (Galis &
Metz, 2003; Tollis et al., 2020). The moderate use of the
forelimbs of lorisids makes it unlikely that they will have
TOS problems caused by pressure on the nerves and
blood vessels. In humans, TOS is in particular a problem
among athletes with well‐developed muscles which
decrease the available space in the thoracic outlet
(Illig et al., 2021; Rayan, 1988; Roos, 1976, 1996). In
thoroughbred racing horses, rudimentary first ribs and
cervical ribs (described as flared or bicipital first ribs) are
associated with anatomical changes in the thoracic
outlet, with disturbances of forelimb locomotion and
with pain, in agreement with TOS in humans
(May‐Davis, 2017). The moderate use of the forelimbs
of lorisids makes it unlikely that they will have TOS
problems. Finally, congenital abnormalities are further
pleiotropic effects associated with abnormal cervical
numbers in humans, sloths, manatees, dugongs, hyraxes,
and horses (Galis et al., 2006; May‐Davis, 2017; Schut
et al., 2020a,b; Ten Broek et al., 2012; Varela‐Lasheras
et al., 2011). We only had access to skeletons for this
analysis and can therefore only conjecture that selection
against some potential congenital anomalies might be
weaker (Billet et al., 2013; Varela‐Lasheras et al., 2011).

Kuratani (2004), Hirasawa and Kuratani (2013), and
Buchholtz et al. (2012) have proposed that the evolu-
tionary novelty of the muscularization of the diaphragm
in mammals is involved in the fixation of the number of
cervical vertebrae. They hypothesized that during early
development, the migration of precursor muscles cells
from the cervical somites to the membranous scaffold of
the diaphragm constrains the development of an
abnormal number of cervical vertebrae. However,
empirical data do not support this hypothesis, which
requires an association between anomalous patterns in
cervical vertebrae and in the muscularized diaphragm.
No diaphragm abnormalities have been reported in
many mouse transgenic mutants with a changed
number of cervical vertebrae (e.g. Horan et al., 1994;
Rancourt et al., 1995; Takihara et al., 1997), nor in mice
and rats with cervical ribs induced by teratological
treatments (Abdulrazzaq et al., 1997; Leung &
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Ballantyne, 1999; Narotsky et al., 1998). A changed
number of cervical vertebrae in one mouse Hox mutant
was found together with an abnormality of the
diaphragm (Hoxa5‐/‐) (Hoxa5‐/‐), however, it con-
cerned improper innervation of the diaphragm and
not an abnormality of the muscularized diaphragm
itself (Boucherat et al., 2013). Furthermore, mice
mutants without diaphragm muscle cells are also not
associated with changes in the number of cervical
vertebrae (e.g., six1‐/‐ mutants; Laclef et al., 2003). In
Splotch mutants, the occasional cervical ribs are due to a
lack of early activity of Pax3 before the formation of
somites, whereas the failure of migration of diaphragm
muscle cells is due to the lack of later activity of Pax3
with wider effects. (Schubert et al., 2001). Furthermore,
among 68 children with diaphragmatic hernia none had
an abnormal number of cervical vertebrae, or other
vertebral abnormalities (Chiba et al., 1991). There is,
thus, a general lack of empirical support that the
migration of muscle precursor cells through the lateral
plate mesoderm to the membranous diaphragm inter-
feres with the mesodermal cervical vertebral develop-
ment. In agreement with this observation, almost all
lorisid individuals with an abnormal number of cervical
vertebrae survived until adulthood and are, therefore
unlikely to have had serious diaphragm abnormalities.

This also fits with the observation that the evolu-
tionary constraint on the number of cervical vertebrae is
probably not restricted to mammals, but holds more
broadly for all limbed amniotes, as long as they don't
have long necks (Galis, 2023). In reptiles, the cervical
count is quite constant in families with nine or fewer
neck vertebrae, such as pterosaurs, crocodiles, turtles,
geckos, and many other lizards (Bennett, 2014; Hofstetter
& Gasc, 1969). In contrast, the number can be highly
variable in reptiles with many cervical vertebrae (e.g.,
many plesiosaurs and dinosaurs) and in birds, which
have numbers that vary between 12 in pigeons and 23–25
in swans (Woolfenden, 1961). A larger number of neck
vertebrae implies a later determination of the cervi-
cothoracic boundary, after the vulnerable and highly
interactive phylotypic stage, when development becomes
more modular. The increased modularity should lead to a
weakening of the constraint, as fewer side‐effects are
expected to be associated with changes, similar to a
weaker evolutionary constraint on changes at the
thoracolumbar boundary (Galis et al., 2006). Other
examples of late‐determined structures are carpal and
tarsal elements, phalanges, teeth, trunk and caudal
vertebrae in amniotes, and nipples in mammals, which
are all highly evolvable (Galis, 2023; Galis & Metz, 2007).

We conclude that lorisids provide another example
where a strong evolutionary constraint in mammals has

been relaxed. The data support our hypothesis that
stabilizing selection against changes in the number of
cervical vertebrae is weaker due to low metabolic rates
and limited activity. More generally, the data support the
importance of internal selection in constraining evolva-
bility and of a relaxed stabilizing selection for increasing
evolvability.
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