Peptide Spectral Matches (PSM)
Supplemental Table S1- ‘Average Peptide Spectral
Global LC-MS/MS Full Results Normal 5wk Normal 20wk KTC 5wk KTC 20wk Matches (PSM
Fold
P P: Pffc Pffc (‘r:lhangel c:nld C:.::‘"” C::’I‘;' ‘Z::'I'l“:' p value (:T?Is“k/ (K?:’leekl
anc | Panc lormal ange wi w
(5w | 20wy | (5wl | o0mig| VisuRization | GO (e sgwia | (KTC 5wh | (KTC 20wks | 20wks | (kTG 20w | (N TR | ECC 0N
bt o ] e Normal | Normal | Normal | KTC 5wk)
(n=3)[(n=3)|(n=3)[(n=3) Normal | KTC 5w | "ol oy i) Swk) 20wk)
| # |identified Proteins Gene Accession wi
Collagen alpha-1(1) chain Collal __|COTA1_MOUSE 108 ¥ 289
Collagen alpha-1(Iil) chain Col3al __|CO3A1 MOUSE | 1069] B 094 X 1.87
Collagen alpha-2(1) chain Colla2 | CO1A2 MOUSE D: 50| 1123 3 111 . 3.02
Pancreall e Amv2 AMYP_MOUSE [ 369]
Plectin Plec PLEC MOUSE
Actin. cvtoplasmi Actat ACTG MOUSE
Serum albumin Alb ALBU MOUSE
vosin-9 hg. MYH9 MOUSE 226
imentin im VIME MOUSE 54kDa
78 kDa alucose-reaulated prolein | Hspa5 __|GRP78 MOUSE |72 kDa X L X
eratin. type | cvtoskeletal 18 116 K1C18 MOUSE 48 kDa Y % X
subuni aloha Hoa HBA MOUSE 15kDa X . E X
) Ctrbt CTRB1 MOUSE |28 kDa X X
|14 | Basement membrane-soecific heparar| Hspa2 PGBM MOUSE 398 kDa 7 | o8] X . B . . . 04711
[15 |Fibrilin-1 Font FBN1_MOUSE 12 kDa 5¢ 2 X 0.084:
[16 [Elonaation factor 1-aloha 1 Eefial a X L .46 X
Collagen alpha-1(Xil) chain Colt2al 340 kDa 0 1 36 . X ¥ ¥
[Protein disulfide-isomerase Pahb PDIAT_MOUSE 7 kDa
[_19 [Collagen alpha-2(V) chain Colsa2 | CO5A2 MOUSE 145 kDa 5a I
[2 Rmeome-mnmnu orotein 1 Rrbo1 RRBP1_MOUSE 73 kDa X . .49
Tubulin beta-48 ch: Tubbdb | TBB4B MOUSE Da 0 X .
subuml beta-2 Hbb-b2 _|HBB2 MOUSE a 83 | 604 387107 E 7
Protein disulfide-isomerase A2 Pdia2 PDIAZ MOUSE Da 75]
Filamin-A ina LNA MOUSE Da 65 K . . ¥ 04770
Prelamin-A/C mna MNA MOUSE Da 34 0.0620
Fibronectin n INC_MOUSE 273 kDa [ a05] 2 X X . 0.0490
Collagen alpha-1(V) chain Colsal __|COSA1 MOUSE 184 kDa 4 67 X .90 2399
[ 28 [Collagen aloha-1(Vi) chain Colbal __|CO6A1 MOUSE 108 kDa
29 [Elonaation factor 2 Eef EF2 MOUSE 95 kDa
Collagen alpha-1(XIV) chain Coll4al _|COEAT MOUSE 193 kDa
60S ribosomal protein L4 Rol RL4 MOUSE 7 kDa 8: X . X
Tubulin aloha-4A chain Tubada | TBA4A MOUSE a 192 220[ 169 X .77 . . -m
[33 | Hemoalobin subunit beta-1 Hbb-b1___|HBB1 MOUSE 6 kDa X X
[ 34 [60S ribosomal protein L3 Rol3 RL3 MOUSE 6 kDa 206 | 65 X . X | 0.8439]
Collagen alpha-2(V1) chain Coléa2 __|CO6A2 MOUSE 10 kDa 84 X . L 0.3521
Deleted in malianan brain tumors 1 oj Dmbtt DMBT1 MOUSE __|227 kDa Y 2 0.2085
Collagen aoha-2(1V)chein Colda2 __|CO4A2 MOUSE | 167 kDa .
elastase familv mei| Cela2a | CEL2A MOUSE 29 kDa X .3013
\r. lin Halbp VIGLN MOUSE 142 kDa 2 .9310)
[40 [Clathrin heavv chain 1 Citc CLH1_MOUSE 192 kDa 0; X o X 5287
1 [Filamin-B inb. FLNB MOUSE 278 kDa % X 7458
Pancreaic livase niio LIPP_MOUSE 1 kDa . 0662
Heat shock coanate 71 kDa protein |Hspa8 | HSP7C_MOUSE 1kDa Y 1255
|44 [40S ribosomal protein 52 052 RS2 MOUSE 1 kDa 0! | X . X 6033
["45 [40S ribosomal protein S3 053 RS3 MOUSE 7kDa 2 1307 . 0521
[ 6 [60S ribosomal protein L7 o7 RL7 MOUSE 1kDa 2 98 65 45| X X ¥ 3030
[_47_|ATP svnthase subunit alpha, mitochor| Ato§ai __|ATPA MOUSE ba 4 X X . 3511
Soectrin aloha chain. OUSE___|285 kDa X X X 0401
60S ribosomal protein L6 USE Da . X .3562
Collagen alpha-1(IV) chain 1OUSE Da 69 65 X X 8798 | 0.1832]
[ 51 | Histone H4 H4_MOUSE Da .84 2285| 08137 01831 0.0427
[ 52 [60S ribosomal protein L7a RL7A MOUSE a 30 221] 2748
nuclease domain-cont] ND1_MOUSE Da 357 8 4023
c Al G IOUSE a 94] X 5587
[ 55 [Mvosin-11 i OUSE___|227 kDa 51 T 3671 0.9033] __o0.4770] _ 0.3675]
(56 [40S ribosomal protein Sa. Xisoform OUSE a [ o] X .58 .2375)
Dolichyl USE 9 kDa 58 X 0.55 5346
OUSE 2 kDa 99 .9061
Lamin-B1 IOUSE 7kDa .0437
Laminin subunit aloha-2 Lama2 __|LAMA2 MOUSE 344 kDa 9547,
Spectrin beta chain. non-ervihrocytic |Sptbn1 | SPTB2 MOUSE ___|274 kDa 1 X
[62 | Cvtoolasmic dvein 1 heaw chain 1_|Dvncihi _|DYHC1 MOUSE __|532 kDa 1 X X 1.05 -mn
[ 63 [Bile salt-activated lipase Cel CEL MOUSE Da %6 .
[ 6 Histihab _|H32 MOUSE a X X
[ Fab FIBB_MOUSE Da X _|
Sic25a5 | ADT2 MOUSE a 92 1786
[6 T TRFE_MOUSE Da 85 0689
[Faa FIBA MOUSE a 7
ot |Rol13a [RL13A MOUSE Da 2]
[70 [Keratin. tvoe It Cvioskeleta 7 7 K2C7 MOUSE a 8|
[ 71 | ATP-dependent RNA helicase DDX3X|Ddx3x | DDX3X_MOUSE Da 5]
nuclear ok |HNRPK MOUSE a 8 5
Laminin subunit gamma-1 Lamc1 __|LAMC1 MOUSE 177 kDa 7
40S ribosomal rotein §11 Ros11 __|RS11 MOUSE 18 kDa 149|145 119] 136 13
ATP svnthase subunit beta, mitochon|Atpsb | ATPB_MOUSE 56 kDa 183 189] 149] 167
nuclear om__|HNRPM_MOUSE 78 kDa 94 93‘
Fibrnogen aamma chan Fag FIBG MOUSE 49 kDa 7
Talin-1 Tint TLN1 MOUSE 270 kDa 7 34 | 0.2065]
nuclear HNRPU MOUSE |88 kDa 1 0695 _
Eukarvolic translation initiation factor [Eif3a EIF3A MOUSE 162 kDa 42| 159 1 .3392
[81 [Inactive pancreatic lipase-related prot[Pnlipro1 __|LIPR1 MOUSE 53 kDa 205] 23] 2 0903
|82 [60s ntmomal orotein L10 Rol10 RL10_MOUSE 25 kDa 136] 1 1 .9220|
[ 8 Emlv Ban PGS1_ MOUSE 42kDa 2 K . 5386
moviakin Dso |DESP MOUSE Da 54 17 . Y 5661
[8s | Custerm Clu CLUS MOUSE 2 kDa 7] 6] 24 Y . 17.20 .3529
86 [60S ribosomal orotein L8 Rolg RL8 MOUSE 8 kDa 1 15‘ 53 1 X L .7
Protein disulide-fsomereso A3 Paia3 PDIA3 MOUSE 7kDa 121140 .84 .6452
elastase family mer|Cela1 CELA1 MOUSE 9 kDa 279] 233 .9
Cullauen alpha-1(VIl) chain Col7al __|CO7A1 MOUSE __|295 kDa 2 [ | | 506 .00
[“90 [Laminin subunit beta-1 amb __[LAMB1 MOUSE 197 kDa 9|
40S ribosomal protein S6 056 RS6 MOUSE 9 kDa
Serpin H1 7 kDa
40S ribosomal prot Da
[ 94 [60S ribosomal protein L|Ba a . X ¥
["95 | Nidogen- Da 1 9o o6 . X
Transitional retioulum AT a )1 . X
Protein transport protein Sec31A Da ¥
Collagen alpha-6(VI) chain Da [ 6] . . X X 0.6041
60S ribosomal protein L13 Da 56 . .50 ).9511
100 | 60S acidic ribosomal brotein PO 34 kDa E X .46,
101 | Heat shock protein HSP 90-betal Da 06 ¥ .0723
102 | Receptor of activated protein C kinase a
103 | 60S ribosomal protein L14 Da
104 [ MICOS complex subunit Mic60 84 kDa .77
105 | Periostin Da .83
106 a 54 64|
107 | Alpha-actinin-4 105 kDa 7
108 | Histone H2B tvoe 1-CIEIG Hist1hzbe a 55 1891
Histone H2B tvpe 1-H Histih2bh Da 55 1891
Prolarain Prelp a .66 1300
c3 c3 Da 05 7340
Lumican Lum a .76 0537
60S ribosomal protein L15 Rol15 Da X X 7457
Ahcy a 200 . X 2635
Hypoxia up-requlated protein 1 Hyout Da 145 X X 3188
5 [ Dolichv Ddost a 75
7408 ribosomal protein SA Rosa Da 13
ol aiha- (1) chain Colzat Da
ratin. tvpe | cvtoskeletal 20 Krt20 K1C20 MOUSE Da 8] 1476
120 4os fibosomal orotein S3a Ros3a___|RS3A MOUSE a 110
121 Catenin alpha-1 Ctnnal __|CTNAT MOUSE Da 67 oez7 | __o8312] _ o.oa48] _ 0.09%0]
122 [Colnese Clos COL_MOUSE a 235 X
12 Da 37 2 . . X 02007 | 00516
124 Penndw orov i !rans isomerase A a 8¢ 8 1 X E 01212
125 Da gx 84 % . X L 01012
125608 rbosomal rolin i0a 25 kDa 1
127 | Epiplakin 725 kDa
128 [ Laminin subunit beta-2 197 kDa 5666
129 | Protein-lutamine gamma-alutamyrar 77 kDa
130|405 rvosoml nm(eln sis 17kDa
0S ribosor 22kDa
132 [Ph i 71kDa
133 | Coatomer subunit alpha Da
134 [Vinculin Da
135 | Actin, alpha cardiac muscle 1 Da
136 | Calreticulin a
137 | Trifunctional enzvme subunit alpha. m| Da
138405 rbosomal raein 55 a .
Da 1143
Prolem {ransoor oolein SeoZ38 a 1104
Volta elective ch Da 84 | __o1915] ___o7o73] ___0.0880]
Perosrodorn-t a 64 7 56 02| 85| 1 0932 | 00512
3 [ Serine protease inibitor A3K. Da 5 296] 320] 3
4| 40S ribosomal protein 518 a 11 52| 2437 -IEE
nuclear r Da 7 76 .0494]
Voltage-dependent anion-selective ch| a 75‘ 6 55 .0954
Eukarvotic translation initiation factor 176 kDa 65 12 .5643]
Protein ERGIC-53 kDa 85 25 X 8383
149 |Ras GTPase-activating-like protein 1Q)] Da 32 26 o6]_1 X . . .4247
150 | Pyruvate kinase PKM a 88 2 2 .8975)
151 TPR Da 7 0 1 2250
152 | Dolichvi a 86| 80| 100 7
153 | Peptidyl-prolv cis-trans isomerase B Da 14|87 110 8 1.0000)




154 | Tenascin T TENA MOUSE 232 kDa o 1 o o[ 208[ 177] 240[ : 38l —— [ 62500 [ 0.226]
155 | Preanancy zone protein Pz PZP MOUSE Da 33| 57 28] 38| 164] 177] 126] 58 77 .74 050 4.03
156 | Valine--RNA liaase Vars SYVC MOUSE Da 85 02[ 03 4 3 35 11 061 0.67 2191
167, Pmbame ATP-dependent RNA helicas| Do DDX5_MOUSE Da 59 47| 96| 73] 1 7 7 . 0.77 1.41 0.0633] 01593 0.0851] __0.0976]
158 clastase ami meiCcla%h __GELYB MOUSE a 160 164| 154| 133] 113 127 34 X
155 | ey 26 USE Da 42] 41| o0[ o[ f01] 1 1 X 41 X .90 0.5976
150 et o oo iA1 [Eiar et ot a R 06 £7] I T Y 75 X 48[ o300s] 01160
161 lear mpad | ROA3 MOUSE Da 4 77| 69| o4 34 X 56 0.0709 0.2968
162 [ Laminin subunit alnh 4 Lamas _[LAMA4 MOUSE __|202 kDa 64| s 7| 65
163 | Nucleoside diphosphate kinase A ime 1 IDKA MOUSE 17 kDa 05| 1 8] 7 4] 83 02204
164 nuclear HNRPQ MOUSE |70 kDa 53‘ 4 4 49| 0.0732
165 | Prohibitin Ph PHB MOUSE 30kDa 54| _a7|_7 4] 66 80/
166 | Fatty acid svnthase asn AS MOUSE 272 kDa 45 16| 55 67 1766
167 | Protein disulfide-isomerase Ad Pdiad PDIA MOUSE 72 k)a 67 E .0445|
168 | La-related protein 1 Larp1 LARP1 MOUSE Da 84| 90 8 3981
169 | Mimecan Oan IME_MOUSE 5 koa 1 1 1%‘ 1 5306
170 | Annexin A6 Anxab ANXA6 MOUSE |76 kDa il 77 65 .2110 0.0539
171 | Catenin delta-1 Ctnnd1___|CTND1 MOUSE 105 kDa 57| 63| 58 34 54, 0699 0.3524.
172 60 kDa heat shock protein. mitochond| Hsod1 CHB0 MOUSE 61kDa 102| 94| 102 54 .0855
NUCL_ MOUSE 77 kDa 1 6] 90
Da 101|106 a7 1030
in-like modifier-activating enzvr] Da 83 67 66 3487
somal protein L28 a 77| 69| 73| 65| 69| 2| 8788
omal protein L17 Da o 85| 07| 00 90|50 5124
a 65 69| 58 50| 48 . X .1257]  0.0651] |___0.2465]
Da 7%‘ 84| 74 77| a7 34 . X 6551
a 17| _100] 109] e7] sa 8 X .0410
nd Da 39] 5] 4 68 .0509|
182 | Cvtochrome b-c1 comolex subunit 2. 1| Uacre2 QCR2 MOUSE a 77| & 7 54 57‘ 1131 03679]  0.2163]  0.2552|
183 | Collagen alpha-1(XV) chain Col5al__|COFAT MOUSE Da 4 4al 56| 3929
184 | Hemoexin Hox HEMO MOUSE a 2 161|184 137 2427
185 | Laminin subunit alpha-5 Lama5___|LAMAS MOUSE Da 44| aa] a4 2812
186 | Prohibitin-2 Phb2 PHB2 MOUSE a 65| 62| 67 34
187 | 60S ribosomal protein L27a Rol27a__|RL27A MOUSE Da 66 7
188 | NAD(P) NNTM MOUSE Da o9 55 46
189 i ic reticulum (Ato2a2 | AT2A2 MOUSE Da 57 79 67 3
190 | Stress-70 protein. Hspa9 GRP75 MOUSE a 77 45| a6 7¢ m
191 [ Histone H1.3 Histihid__|H13 MOUSE Da 1] 5] 8: 1 53
192 s nuclear roh1__|HNRH1_MOUSE a 9] a 34 38 75 7:
193 i ftetrahydrofolat| Aldh112___|AL1L2 MOUSE 2 kDa 0 I 7 7 2632
194 |elF-2-aloha kinase activator GCN1__| Gent GCN1_MOUSE 203 kDa 2 I 2] 17 9. 0000
195 [ 60S ribosomal protein L5 ol RL5 MOUSE 34 kDa 84|87 37 2] 2 77] 37| 2 4628
196 MDHM MOUSE |36 kDa 77| 75] es] 66 67| 79| 77 72| 62| 7 4924
197 | 60S ribosomal prot 019 RL9 MOUSE 22kDa 73| 74l 7 4 45| 33| 27] 2 73] a . X 4339
198 | Collagen alpha-5(V1) chain Col6a5 __|COB6A5 MOUSE 290 kDa 1 7 65] 16| 65 4 7 4 X .59 5 8.86 3735 0.1767]
199 [ Lamin-B2 Lmnb2 __[LMNB2 MOUSE |67 kDa 3 52| 41] 52| 70| 57| 1] 114] 112] 11 3 48] 63[ 11 1175
200 [ Microtubule-actin cross-linkin factor |Macft MACF1 MOUSE __|832 kDa 2| X X X
201 Da 42] ao] s2| 7 71[ 116] 110] 12 i ¥
202 [Aoha enolase . | o7 sl ool 117 7 1
203 Da 15[ _132[ 122[ 11 1 5 1 1
204 [ Dvnamin-2 a 34 1
205 | Cvtochrome ¢ oxidase subunit 4 isofc Da 56| 64 %
206 [60S ribosomal protein L2 a 45 [ a6 a5 aa
207 [60S ribosomal protein L2: Da 104 7
208 [60S ribosomal protein L3: a 50| 54 .0380
Da 47
106 kDa [
Da 9 7
M 7 kDa
lutathione S-transferase P 1 stot GSTP1_MOUSE Da X | 9] 7
emp24 domain-conta| Tmed10 | TMEDA MOUSE a 76| 77] 79[ 61| 77
ollagen alpha-1(XVIIl) chain ol18al__|COIAT MOUSE Da 7
coenzvme A I Geat KBL MOUSE a 04| 1 126 1
Ipha-actinin-1 (Actn ACTN1 MOUSE Da 2 0
14-3-3 protein epsilon Ywhae | 1433E MOUSE a 7 54 .54 15&3 [ __o09433]  0.0902|
Profin-1 Pint PROF1_MOUSE Da 5¢ .7 3379 _
220 [Cviochrome b-c1 complex subunit 1. 1 Ugcrel __|QCR1 MOUSE a 65 .8 5063
221 [ Polymerase | and transcript release fa| Pt PTRF_MOUSE 4 kDa 43 .85, .6818
222 60S ribosomal protein L24 RL24 MOUSE 8 kDa 77 .99 7556
iaht junction protein ZO- 201 MOUSE 195 kDa a4 3¢ 84 1891
224605 mmomal octen 12 RL12 MOUSE 18kDa 76 o .03 7487
225 h factor-beta-induc| Tafbi BGH3 MOUSE 75 kDa 1 25 | 0.1530]
226 | Spectrin alnha cham. ervthrocvtic 1| Sotat SPTA1_MOUSE 280 kDa 100 4 1 25| | 01389] 07928]  0.1016]
227 | Aconitate hydratase. co2 [ACON MOUSE Da 56 65
228 | Albha-1-antitrvosin 1-2 eroinalb | A1AT2 MOUSE a 37‘ 28
229 [ Ribonuclease inhibitor nh1 RINI_MOUSE Da 1 9% 1
230 Tubuiin aloha-1A chain ubala | TBATA MOUSE a ar|_sal a7
231 Nascent polypeptide-associated come| Naca NACAM MOUSE Da 1916
232 Glutamate 1. udt DHE3 MOUSE a 77
233 [ Tubuiin beta-5 chain TubbS | TBB5 MOUSE Da 60]
234 | Aldehvde itochondr| Aldh: ALDH2 MOUSE a 48 9552
235 | Mvosin light polvoeptide V16 MYL6 MOUSE Da 37 34 .0515  0.1611]
236 |Leukocvle elastase mmnwom eroinbla_|ILEUA MOUSE a 73‘ B4 .2854
237 | Maior vault protein v MVP_MOUSE 96 kDa 21 .0000[0.0462]
238 |EMILIN-1 milin1 EL! MOUSE 108 kDa 4| .8490| 03274}
Collagen alpha-1(XVI) chain cwsm COGA1 MOUSE 156 kDa o [ 7 1 5185
[Calnexin anx CALX MOUSE 67 kDa 52| 67| 65| 54| 54| 48] 42| 30| 3 55 3 34 3468
Melanoma inhibitory activity protein 2 M\aZ MIA2 MOUSE 156 kDa 37 a0 sal 4 25 ) 38 3981 0.3033]
Piasminogen P\u PLMN_MOUSE Da 13 1 14| _131] 116 33] 50| 58 15 120 a7 X 8 0778
Al Aooal APOA1_MOUSE a 4 23] 8¢ 8: 93‘ 38| 80| 7: 35 89| 63 X X .0857
2ymogn aranle membrene proten§ zme 2G16 MOUSE Da 7 77 25] 22| 2 68 66| 25 8108
bela-svnthase CBS MOUSE a 7¢ 138 1 70|21 5 .82 1349
eos ribosomal protein L19 R MS RL19 MOUSE Da 7 52 s8] 3 23] 23] 1 63 55| 28] 2 . ¥ 2307
Asbaraaine svnthetase falutamine-hv Asns ASNS MOUSE a 94|10 100 97| 15 96| o7 17 01 8307
249 | Calcium-activated chioride channel re|Cica1 CLCA1 MOUSE Da o[ 26 156 165] 18: o] 168 . X .4226
250 | Polv(rC)-bindina protein 1 Pebol PCBP1_MOUSE a 69| 7 69 61 7 36 44| 2 7 66] 3¢ X 1793
25140S ribosomal protein $12 Ros12 RS12_MOUSE 5kDa 90| oa| 1 92| o4 39 3 9 100 3: .3727
pectrin be(a cham eN(hNCVIIC Solb SPTB1_MOUSE 45 kDa 27‘ 2 2 7 3¢ 15 34 1439
ass buni| Ssr SSRD MOUSE 9 kDa 70| 56 77] 66 1 1 66 6o 26| 1 7477
enera vsicuar ransoort facoro11[UsoT USO1 MOUSE 107 kDa 55| 57 52| 4 To] 1 57' a9 16 | . . 1538
lutathione S-transferase Mu 2 Gstm2 | GSTM2 MOUSE Da 65] 64 73] ee 6] _3: 617 45 | . % 0895
6 40S ribosomal protein 524 Ros24___|RS24 MOUSE a 68| 67 sE‘ 67] 6 2 23‘ 2 68| 71| 6] o X . X 6521
257 [ Collagen alpha-1(XI) chain Coli1al _|COBA1 MOUSE Da 0 1] 0 1 .4226
258 | ATP-dependent RNA helicase DDX1_| Ddx1 DDX1_MOUSE a 60 7¢ 54| T 4 4 34| 25] 66| 58 7| 3 .4552 _
259 | Anionic trypsin-2 Prss2 TRY2 MOUSE Da 93] s3] 1 9l 7] 7 52 7 o7 1
260 [ Coatomer subunit aamma-1 Cooal __|COPG1 MOUSE a 62] 6 70[ 7 35| 18| 24 21| 73| e8| 31| 2
261 | Dolichv' t3a STT3A MOUSE Da 29 50 30]_10] 7
262 [Moesin isn MOES MOUSE a 85[ o3 0] o
263 [Non-POU d U NONO_MOUSE Da 1 52| 4 5] 4
2641605 rbosomal oroien Lisa Rol35a _|RL35A MOUSE a 2 1]
265 Pak1 PGK1 MOUSE Da 5: 47| 34| 40| 4 5¢
266 lracl blndlna orotein 1 |Ptoot | PTBP1_MOUSE a 3: 6 57| 64 5:
267 d protein 4__|Ckapd | CKAP4_ MOUSE 54 kDa 15 9304l 106] 7 3%'
268 [ fRNA 2-O. fibrillrin| Fbl FBRL_MOUSE 34 kDa 7 31[ ¢ 7 3 4l 25
269 | ATP-dependent RNA helicase A___| Dy DHX9 MOUSE 9 kDa 38 1
270 [ Annexin AS Anxa5___|ANXAS MOUSE kDa 50 7 4 o4
27140S ribosomal protein $10 $10___|RS10 MOUSE kDa 7 7 63] 22
272 [Sorbin and SH3 domai-ontaning or|Sorbs2 | SRBS? MOUSE 132 kDa 34 1 E’j‘
273 Al 2 Man2al | MA2A1 MOUSE Da 34 34 27| 22
274 | Peptidul-orolvi cis- !rans isomerase Fi|Fkbo11 |FKB11 M a 95| &7 il 102
275 | Eukanyotic translation initiation factor |Eif3d EIF3D M 54 kDa 71|57 2 1 3 67 1
276 Levcinerieh epeal-contaning rote] Lrcs9|LRCSS a 70| 7 65 19 @' 63 1 X X X
277 | Chitinase-like protein 4 Child CHIL4 M Da 577 2 | X Y a0 | osan]
278 oortina ATPaf Ato1at Da 34 o[ 2 38 101] 3 30 & 7 X E 243 0.
279 [Nesprin-1 vnet kDa ﬂ 7250 0.2254] __0.1835]
280 [40S ribosomal protein 526 0526 a 6: 53 63| 56| 50| 7] 22| 32| 15 5 56| 2 1
281 mem65 Da [ X [ oa31] o528
282 | Pvruvat c 130 kDa 68| 45] 54| 60 4 33 33‘ 3 i‘ 5 32| 4 . X X .
283 [40S ribosomal prot Ros7 2 kDa s6] 7 7 51] 35| 28 2 67 60 Y
284 [60S ribosomal protein Lzaa Rol23a 8 kDa 74| e 7 25‘ 24| 1 68| 75
285 |Nidogen-2 Nid2 54 kDa 7| _a 4 7| 53 2 52
286 [C. A2 Coa2 7 kDa 1 7¢ 89| 73] 19| 15 5 [ oo0462]
287 INADPI mit[1ch2 51kDa 68 57‘ 56| 32| 27 64
288 [ Sianal recoanition particle subunit SR Srp68 71kDa E‘ 77| 67| 15
289 | Coatomer subunit beta Copb Da 56 I 2
290 Iu(almone s (rans[erase A4 Gstad kDa o] 21| 1 163 . o0 | .
291 jon inhibitor beta_| Gdi2 ] kDa 334 34| 33| 40 60] 4 & . 1734
292 | Heat shock nrmem 'SP S0-aioha ——|+ispg0aaT |HSS0A MOUSE kDa 40[ 4o 39 35 28 a4 34 33 36 L . X 2945
293 [ Protein PRRC2A Pc2a __|PRC2A MOUSE Da 1 . 5 3658
204 [60S ribosomal protein L27 Rol \27 RL27 MOUSE a 65 71| 56| 54 2 34 2 0946
295 | E3 SUMO-protein liaase RanBP2 aanbuz RBP2_MOUSE Da 1 9] 14 T EI 1010
33 [Loueine- RNA oase.ovotasmic Lars~[svic wouse 13¢ pa s sl 5 ‘31 21 . v o0
297 | Eukanyolic translation initiation factor |Eifsa IF5A1 MOUSE Da 72|58 35 39 X X ¥ 7602
298 |60S ribosomal protein L34 Rola4 RL34 MOUSE a 34 2% 22 1 X . X X
299 [ Histone H2AX. H2afx H2AX MOUSE Da 21 35 X 1492
300 lear rnof HNRPF_MOUSE a 45| 39| 7| 35 1553
501 [Trvlophan-{RNA loase. eviopissmic]Wars SYWC MOUSE 4 kDa 50 40 Y . 0976 | 00416
302 | Coatomer subunit beta” Copb2 __|COPB2 MOUSE __|102kDa 7 34 X X ¥ .0365| 0.0399]
303 [Murinoglobulin-1 Mual MUG1 MOUSE 165 kDa 1 18] 1 1 X . 1210
304 | NADH-ubiauinone 75 [Ndufs1 NDUS1 MOUSE 80 kDa 5 34
305 | Neutral alpha-alucosidase AB anab | GANAB MOUSE 107 kDa 4 0585
306 | ATP svnthase subunit O. ' ATPO_MOUSE 23kDa 5 34
307 | Serinefarainine repetitive SRRM2 MOUSE 295 kDa 6
308 [40S ribosomal protein S15a 05152 |RS15A MOUSE a 5: 27] 0] 19| 1 63 5 19
09 [Mal Cytoplasmic_|Mdht DHC MOUSE Da 54 5¢ 4 4 56| 6 sﬁ
Ui jaatt IGGG1 MOUSE Da 5¢ 20| 36] 30| ac 55 5 32]
Melanoma inhibitory activity protein 3 | Mia3 143 MOUSE Da 1 2] 2 3
Lipoma-oreferred partner homoloa | Loo PP MOUSE a 4 16 21| a5
Galectin4 qalsd. £G4 MOUSE Da 521 T N [ 20] 100
Mvoferlin ol YOF MOUSE 233 kDa 65 62 5 0 E‘ 59]
Gehydi Aldhéat MSA MOUSE 58 kDa 4 & 2] 24] 1 55 68| 23| 22|




liporotein o1 [LRP1_MOUSE 505 kDa ] 32[ a1] 24] 53 27 36 39 0.0367
Core histone macro-H2A. 1 H2afy | H2AY MOUSE Da 7] 25] 24| 22] 11| 10| se| 38| 50| e8| 83| 57 69
Nucleolar protein 56 NooS6___|NOPS6 MOUSE a 48] 52| 5o a0 26| 21| a3 15| a2 21| 21| 18
Nesprin- Da 4
408 n:momal orotein 19 a 52| 47| s0[ 52/ 24] 1 o]
Da 35 41| 41| 3 37 55| 56 7
a 56| 56| 66| 51] 66| 47 i
Da 18] 18] 163 1
Fructos aldolase A__|Aldoa LDOA MOUSE a 4 66| 57
Serinelarainine-rich splicing factor 1_|Srsf1 RSF1 MOUSE __[28kDa 34 2 44 7
ATP-citrate svthase clv CLY MOUSE 120 kDa 2 as] 7
40S ribosomal protein 520 0520 520 MOUSE Da aa
Cuvlochrome ¢ oxidase subunit 58. mil| Coxsb | COX5B_MOUSE a 46 7
Golain subfamily A member 2 Golga2 __|GOGA2 MOUSE Da 57‘ 4
ATP svnthase subunit d. to5h ATPSH MOUSE a 46 37‘
14-3-3 protein zeta/delta Ywhaz __[1433Z MOUSE Da 7 38|34 56
Far upstream element-binding orotein | Khsro FUBP2 MOUSE a 18] 3: 45
Coatomer subunit delta (Arcnt COPD_MOUSE Da 56 ] 1
4F2 cell-surface antiaen heaw chain [Sic3a2 __|4F2 MOUSE a 65 o4 9 H|
40S ribosomal protein $17 Ros17___|RS17 MOUSE Da 54 25 17‘ 16 16 13 1
Destrin Dstn DEST MOUSE a 27| 36| 62| 87| 67 7:
Ackinase anchor protein 9 Akapd | AKAP9 MOUSE Da 2|
Carbonic anhvdrase 2 Ca2 CAH2 MOUSE a 1 36] 106 1 33 108
i atr3 MATR3 MOUSE Da 21 36 34 3
Phosohate carrier protein. mitochondr|Sic25a3 | MPCP MOUSE a 15 1
Asparagine—tRNA ligase. SYNC MOUSE 54 kDa 22
Elonaation factor 1-delta Eefld EF1D_MOUSE a 58 i‘
Peroxiredoxin-6 Prox6 PRDX6_MOUSE Da 7 42 36
344 | Nucleoside diohosohate kinase B a 8 43' 34|
5 [ Translocon-associated protein subunil Da 1 59 30
5 | 40S ribosomal protein S5 a 1 15 53] 26
'ADP-ibosvlation factor GTPase-acti Da 1 2] 5 62 20
Plastin-2 o1 o 70 kDa q 85| 57 75] 77| 6 26 QI 7
9 [ Protein PRRC1 Prrct [PRRC1_MOUSE Da 41| as 34 24] 15[ 15| 1 1
350 deh\[Aldh7at _|AL7A1 MOUSE a 61] 65 72| 1]
351 Protein transport protein Sec6 1 S61A1 MOUSE Da 50| 55 7 20 2
352 | Proarammed cell death 6-interactina c|Pdcd6io | PDC6I MOUSE a 35 7 39[ 32
353 | Glutathione S-transferase Mu 1 Gstm1___|GSTM1 MOUSE Da 2 7 37] a1
isomerase | Goi G6PI_MOUSE a 34 37‘ 3 47| 39 4
355 | Eukaryotic translation initiation factor | Eif3e EIF3E_MOUSE [52 kDa 47| 6| 2 7 1
356 | Golain subfamilv A member 3 Golaa3 GOGA3 MOUSE __|167 kDa 54 56| 34 1 271 1 1
357 | Sianal reconiton pertce teceptor s Stora SRPRA MOUSE Da 4 82 77
358 [ Livoamide Dbt ODB2 MOUSE a 53‘ 13
350 S acens s 3 Thitcs? |03 MOUSE Da 2 27 2 7| 26] 26] 2 2
360 isomerase Toit TPIS MOUSE a 35| 36| 39 3 56| 52| a 5
361|D due acetvitran| Diat ODP2 MOUSE Da 54| 37| 34 2 21] 28] 1 2
362 | Ankwrin-1 nk1 ANK1_MOUSE 04 kDa 47| 24| 25 34
3 [ Histone H2A tvpe 2.4 Hist2h2aat | H2AZA MOUSE Da 42 a1 35 2 50
H Tubiauinonel ir{Ndufs3 | NDUS3 MOUSE a a5 _a7| a7 4] 2 29
Microtubule-associated protein 4 tapd. MAP4_ MOUSE Da 37
NADH fubiauinonel 1 [Ndufad | NDUAS MOUSE a 52| 46| 52| 37| 38| 38 1
aldol | TALDO MOUSE Da 41| 35| 33| 23] 3 3¢
368 | Filamin-C Finc FLNC MOUSE 91 kDa
369 | Peroxiredoxin-4 Prxa PRDX4_MOUSE 1 kDa 70[ 7
370 Transaelin-2 Taanz__|TAGL2 MOUSE 2 kDa 71|64
371 T-complex protein 1 subunit beta | Cct2 TCPB MOUSE 7kDa 43[ 3
372D Dot DERM_MOUSE 4 kDa 62| 56
373 [ Succinate 'SDHA MOUSE 3kDa 29[ 34 53] 3
3741405 rosomal solen 521 Ros21 __|RS21 MOUSE kDa 53‘
375 [ 40S ribosomal prot Ros14___|RS14 MOUSE Da 48 1 2 X
376 | Galeotin-1 alsT __|LEG1 MOUSE a 33 62| 38 5! 1746 0.9419]
377 [Isoleucine~tRNA liaase. cvtoplasrmic |lars SYIC MOUSE Da 56] 1 | 1702 0.1003]
378 [ Coflin-1 it COF1_MOUSE a 19 2 2 50| 58 00615
379 [ 182 kDa tankyrase1-binding protein | Tnks1bp1 | TB182 MOUSE Da 7|7 a7 1 4
380 | Tiaht junction protein Z0-2 Tio2 202 MOUSE Da 2
381 | Eukanyotic translation initiation factor | Eif3f EIF3F_MOUSE Da 44 34
382 | Adenvlvi cvclase-associated protein 1| Can1 CAP1_MOUSE 52 kDa 2E| 53‘ 49 X | 0.8994]
383 | Calcium-binding carier [Sic25a12_|CMC1 MOUSE 75 kDa 2 17 5915
384 | Cinauiin-like protein 1 Da 3: 1 1 5309
385 | Pancreatic lipase-related protein 2 54 kDa 5: 31| 27| 3
386 [Lithostathine- a 7€ a1 29|
387 | Collagen alpha-10XXVIII) chain Da 0 | | o6 oaze| _____|
388 [ Sianal pepidase ] a 40| 45| as] s 1
389 [17- Da 7| 64| 64| 75| 34 2 2
[ 390 | Heteroaeneous nuclear a 7| 12| 1 54| 4! 47| _a9| a7
391 [tRNA-splicing liaase RtcB homoloa Da 33| a5 a: 27 20] 21| 1 .4728]0.1278]
392 |60S ribosomal protein L30 a 38| a9 4 1 T 1 0000
393 [ Serpin 2 Da 67] 64| s 2 9542/
394 | Protein PRRC2C M Da 3] Il X . .2642
395 [ Myosin reaulatory liaht polvpentide 9 [Mvig [MYLo MOUSE Da 24| 13] 22 o] 19| 76] 56| 43| 84| 5i 2 2 3 3 22] 2.92[ 7552
396 | Collaen alpha-1(X) chain Col10al__|COAAT MOUSE a 1] 1a] 17] 1 1 | 41.00 .4226 _
397 | Peroxiredoxin-2 P2 PRDX2 MOUSE Da 3| 31| 3 5 42| a3 5 4 Y 99 114 1.40
398 | Branched-chain-amino- BCAT2 MOUSE a 87| 45| a7 15 X .46 _
399 [ Keratin. type | cvtoskeletal 10 10 K1C10 MOUSE Da 2 2 2 2 2] 2 1 81| 091  064]  03628] _ 05424] _ 0.7196] __ 0.1471]
400 | Sianal peotidase 2 |Socs2 a 34 4 6: 5 j 1 | o043]
401 [SEC23 interacting protein ec23ip Da 2] 26] 1 9 4 059
402 |Eosinoohil peroxidase ox a 7| 42| 35| 108 0 4 1.05 X 04225
403 [Intearin beta-4 itabd Da 2] s 11] 1 20 1 2 158 | . 0.0980
A N Anpep Da 7| a1] a4l a1l e E‘ 39] 68 1.76
405 [E3 UFM1-protein ligase 1 Ut Da 3 7 1 49 1
406 | CAD protein Cad Da 1 31]
407 | Transcription intermediary factor 1-bef| Trim28 Da 1 39] ao[ 36| 23] 2 zgl a2
405 |Ri-bingingprolen EWS Ewsrl a 1 18] 15 7] 17 1 19
Complement C4- Cab Da [ 52 4 1] 5 37
405 rbosoml nm(eln 525 Ros25 a 51] 44| 3¢ 24] 31 2| 2 a7 aal 29 2
Sickle tail prot Skt Da 10 7 1
P o casboafage s il Poca a 5: 1 7 62
T complex protein 1 subunit epsilon | Cot5 Da 12 29| 34 2 36
svnthase. cviopleMihfdT Da 45 17 1# 38| _
R aiates Drotein Rab-1A RabiA Da 29 35] 28 %I X . .
T-complex rotein 1 subuni garima_|Cold a 17 30| 35 32 X . . 5144
Dih ted protein 2| Dpvsi2___|DPYL2 MOUSE Da 7 47|36 6 1 X i X
NADH-cvtochrome b5 reductase 3 [Cvb5r3 |NBSR3 MOUSE 34 kDa 34 2 2 27 2 27 34 3 2 25| .5216|
Pre-mRNA-processina-splicina factor | Prof§ PRP8_MOUSE [274 kDa 13 20] 13] 1 2284
420 | Nodal modulator 1 Nomo1 NOMO1_MOUSE 133 kDa 37 25 3 3: 2 19| 3 3 12 .9345|  0.1286
421 DnaJ homoloa subfamily B member 1{Dnaib11__|DJB11 MOUSE kDa 51 4s] 0] 30[ 22 4 40| 19
422 ‘mitoct| Oadh ODO1_MOUSE 6 kDa 25| 19 2 2 2 25 34 2 2 25| 5134|  0.7700] _ 0.1957]
423 [Extended in-1 Esvti ESYT1 MOUSE 2 kDa 1 6 343 a7 0903
424 | Host cell factor 1 Hefel HCFC1 MOUSE 0 kDa 7 2 1 22 .8053
425 factor H CFAH MOUSE Da 4 34 49 1 .8202
426 factor 1. mitochon| Aifm1 AIFM1_MOUSE a 2 2 3 2 2 1 SE‘ 34 SE‘ 28] 2 9160 07267 0.1435|
427 | Annexin A4 Amxad___|ANXA4 MOUSE 36 kDa 3] 18] 10 23] 18] 1 ﬂ 1
428 [Band 4.1-like protein 2 Eob4ll2__|E41L2 MOUSE 10 kDa 45 54 6| 14
429 | Carbonv reductase [NADPHI 1 Chrl CBR1 MOUSE 1 kDa 32 27| 3 19 7 31| 2
430 myosin-lc. Mvolc _[MYOTC MOUSE _|122kDa 1 q 35 13 36
431 [ Splicina factor 3A subunit 1 Staat SF3A1 MOUSE 9 kDa 2] 30 34 25 29 2836
432 | Aspartate 12 AATM_MOUSE 17 kDa 35 36 2E| 22 2856
433 | Proiferation-associated protein 2G4 _|Pa2qd PA2G4 MOUSE Da 21 1437]  0.0450]
eaulator of nonsense transcriots 1_| Upft RENTI_MOUSE Da 26 1556
otvl-CoA ace tochd Acat1 THIL MOUSE Da 0568] __0.0593] 02753
vrosine-RNA lidase. cvioplasmic | Yars YYC MOUSE a 0543
d PGD_MOUSE Da 0
~comlex protein 1 suhum( zola__[Cotsa CPZ MOUSE a 1769
["439 [ATP synthase subunit qamma. mitoch]| AtoScT TPG_MOUSE Da 8425
o [ Trcorine—{RNA e “cvosiasmic [Tars YTC MOUSE a E‘ 0995
Junction plakoalobi up. LAK_MOUSE Da 2 1195]  0.1005] __ 0.1939] __0.0606|
elsolin sn GELS MOUSE a ] 55
ki kn2 GKN2_MOUSE [20 kDa 5] oo]
+ | Cinauiin Can CING MOUSE 136 kDa 32| 27| 2 26| 21| 25
5 [40S ribosomal protein S15 Ros15__|RS15 MOUSE 17 kDa 40| 0] 4 as] 1o
Svnemin vom SYNEM MOUSE __|173 kDa 21| 4
Periaxin Prx PRAX_MOUSE 148 kDa
reelitive SRRM1 MOUSE __|107 kDa
25kDa 2] 12 15[ 1 20] 4] 15| 2 1 T [___02009] 00441
67 kDa 30[ 26| 22| 28] 36| 23] 1 1 1
451 | Cytochrome b-c1 Rie|Ugerfs1 __|UCRI MOUSE 29 kDa 20[ 25| 26| 32| 22| 24| 23] 2] 20] 2 2
452 Dmvumunow mitochd| Did DLDH_MOUSE 54 kDa 43 _a7| a6 51| a0 aal 21| o5 17| 2 21 2
45! -protein lisase RNF213__|Rnf213___|RN213 MOUSE 585 kDa [___02254] 0.1
454 ATPase familv AAA dor tad3 ATAD3 MOUSE 67 kDa 33‘ 34 3 2 1 25| 1 X X
455 | Cathepsin D tsd CATD MOUSE 45KkDa 33[ 25| 26] 2 25 4 X X X
456 605 hosomalorolein 26 0126 RL26 MOUSE 17 kDa 30| 37| s3] a 37 1 1 L
457 [AP2 02b1 | AP2B1 MOL o[ 5] 17] 34 3 32 X ¥
458 | Annexin A7 nxal ANXAT 15 20 1 1 3 ZEI X .
459 [ Sec1 family domain-con SCFD1 M 45| 2 % 046 06
460 [AP-2 aloha-2 0222 AP2) 1] 1] 26/ 2
461 ] Siderof Stn3 SF: 18 o[ 16 24 26 21 2
462 | Glveine mitochon| Gatm GATM M a7 a7 40/ E‘ 2
463 | Eukaryotic translation initiation factor |Eif3h EIF3H M 1] 36| 7 7] 11
464 | LIM domain and actin-bindina nrn(em Limat LIMA1_MOUSE 54 kDa 16] 1] 25| 4 4
465 [Isocitra INADPI eyt Idht IDHC MOUSE Da 9] 18] 23 34| 5 5:
466 | Cvtochrome c1. heme orotein. mitoch| cvc| CY1_MOUSE 35 kDa 17 17 3 2
467 [ Kinesin-1 heavy chain KINH_MOUSE 10 kDa 2 24 23]
468 | Palladin Palld PALLD MOUSE __|152kDa 1 25 27
469 | Culin-associated NEDDS: i di CANDT MOUSE 136 kDa 23] 27| 8] 27| 9] 4
470 [Vacuolar orotein sorlina-associated pr| Vos 18 VPS18 MOUSE 110 kDa
471 | Heterogeneous nuclear rnpl | HNRPL_MOUSE |64 kDa 6] 20 16| 14 1. 27] 18] 1 1 3 2
472 | Arcinine~1RNA ligase. cvtoplasmic _|Rars SYRC MOUSE 76 kDa E‘ 54 4 18] 14l a 4 zEl 1
473 | Annexin A3 ma3 | ANXA3 MOUSE Da 57| 53 a1] 56
474 | Serine~1RNA liaase. cvlonlasmic ars SYSC MOUSE 58 kDa a2 a7| 7| a3 o] a1 18 E‘ 3 a1 2 1# 3212
475 Band 3 anion transport protein icdat B3AT MOUSE 103 kDa 34| 15[ 1 1 1 14 7| 19 2 1 2 12] 2853
6 | Transmembrane orotein 214 mem214 | TM214 MOUSE 76 kDa 38| 47| 49| 6| 46| a7 of as| a6 of 8112
i RNA bindina molif protein, Xclinked-ik|Rbmd1 __|RMXL1 MOUSE |42 kDa 21 21] 2 17‘ 2] 13 2 22[ 21] 1] 21| 7] 26| _21] 2632 0.0565 0.0901 03200




a78 c[Slc25a11_[M20M MOUSE 34 kDa 18] 1al 28] 1a[ 5] 1 14] 1% T 18| 15| [ —— — .87 18] .80[ 1.08] .6842 0.0782 05289 05015
479 | Annexin A1 Anxal __ [ANXAT MOUSE Da 12| a7 49] a7 5 9 a7 X .04] 929 0937 0.2202
480 | Cvtosol Laod [AMPL moUSE a a2 a2 a5 a7| 29 o1 30 .84 .64 1151
481 ADP-ribosvlation factor 1 At [ARF1_MOUSE Da 33[ 34| 26| 37| 20| 3 27 .85, 1.06 7212 0.0557 0.2459 05117
482 [C: esic _|ESTIC MOUSE a 5] 18| 13| ot a1 17|« 252 224 .0034 0.1976
483 | Golai reassembly-stacking protein 2_| Gorasp2 | GORS2 MOUSE Da 30[ 34 30[ 31| 27| 1 1 02829
484 | Afadin fdn |AFAD MOUSE 206 kDa 9| 9| 2 0.5656 04523
485 | Electron transfer flavoprotein subunit I Etfb ETFB_MOUSE 28 kDa 40 43 as| 25| 28] 23] 02769
486 [40S ribosomal orotein 523 0523 |RS23 MOUSE 16 kDa a7 ar| a7 7] T M T 0.0828
487 | DnaJ homoloa subfamily C member 3| Dnaic3 | DNJC3 MOUSE |57 kDa 4 4] 4 47| 2 1 7 0.0685
488D 2 502 [DsG2 mousE 122 kDa 1 EEI 0.0466 0.0741 06753
489 | Probable ATP-dependent RNA helicas| Ddx1 DDX17_ MOUSE Da 2 = T ) I 0.1366 0.0732 0.179
490 Periolakin ol PEPL_MOUSE 04 kDa 0.1045
Calmt CALM_MOUSE Da 1 1 3 00794 0.0827
Tubiauinonel 1[Ndufa8 | NDUA8 MOUSE a 2% 23 2 06710 0.7780 05451
carbowlase beta chair| Pcch PCCB MOUSE Da 47 7 1 0.1581
Iubiauinonel ir| Ndufs2 NDUS2 MOUSE a 22| 1.0000 0.1469
AV Apoad___|APOA4 MOUSE Da 12] 4] s 0.4680 0.0580
¢ oxidase subunit 6C__|Cox6c __|COX6C_MOUSE kDa 1] 6 8 02465 0.0568 00708
i h splicing factor 7_|Srsf7 SRSF7_MOUSE Da z% 3 1 0.1363 0.0369) 0.1819
498 | Alpha-1-antitrvosin 1-3 Serpinalc |A1AT3 MOUSE a 17 76| o 7 01297
499 [ T-complex protein 1 subunit theta | Cct8 TCPQ MOUSE Da 2 3] 3 .0422 0.9064 0.4369
500 [GTP.AMP. AR [ AKS KAD3 MOUSE a 3¢ 1 1440 0.0647
501 | Carbonic anhyarase 3 Ca3 CAH3 MOUSE Da 11 EX] .9545 0.3099
502 | Adarin Aam AGRIN MOUSE __|208 kDa 12 6 37| 3 3909 0.0657
503 [Myosin Rhointeracting | Mprip MPRIP_MOUSE 116 kDa 712 1 132 .7285 01010 0.1592
504 [E3 ubiauitin-orotein liaase UBR4 | Ubra Da a4 .0432 0.8151
505 | Septin-7 7-Sen 1kDa 3 11 1 39] 3 6621
506 | Caorin-1 Caprin___|CAPR1_MOUSE 78 kDa a| 25| 1 29 1577 0.0375 0.2336
507 | T-complex protein 1 subunit eta Ct? TCPH MOUSE Da 7 1 7 0613 0.7574 0.3801
508 | 3-ketoacyl-CoA thiolase. THIM_MOUSE a 29 04777
1509 | Heat shock 70 kDa protein 4 Hspa4__|HSP74 MOUSE Da 17 0.1576 0.0839
[ 7510 [60S ribosomal protein L11 Roll1 RL11_MOUSE a 45
Prosaposin Psap SAP MOUSE Da 08477
Cvtosolic de[AldhilT __|ALL1 MOUSE a 2 3 5 31 & 0.57
‘Aspartate—tRNA ligase. cvioplasmic | Dars SYDC MOUSE 57kDa 3 3 34 4] 23] 1 33‘ 3: 055 0.3369 2653
['514 | Collagen aloha-1(Viil chain Colgal _ |COBAT MOUSE |74 kDa q [ 6267 00797
['515 | NADH fubiauinonel 1 |Ndufal0 | NDUAA MOUSE 41 kDa 26 3 28] 2 17 1 33 2 1 0.80 057 2195 3503
Actin-related orotein 3 i3 ARP3 MOUSE 47 kDa 1 6] 20[ 16 1 46 22 1 4 0.82 251 4497 93
Fibrilin-2 bn2 FBN2 MOUSE 314 kDa 7 15 3773 0.1122
Myosin-10 W10 |MYH10 MOUSE _|229 kDa 2 2;| 3072 00833
519 [KH domain-containing, RNA-binding, { Kharbs1__|KHDR1 MOUSE 8 kDa 1 1 1 13 67 3218 0.2840 01771
520 |40S ribosomal protein 527 Ros27 RS27_MOUSE kDa :\E‘ 2 2 3: 12 05 6439
521 [la mu chain C reaion iahm USE Da 7 ar| a0 4 51 20 1105 0.0865
522 60S ribosomal protein L37a Rol37a___|RL37A MOUSE 0 kDa 42| a6| as| 6| 29| 14|17 17 80
523 60S acidic ribosomal protein P2 Rolp2 RLA2 MOUSE 2 kDa a0] 41| 44| ao[ 32 ¢ 25[ 21] 10| 2 4 4| 27] 2 % 0.0552
524 | Collagen alpha-2(VIlI) chain Colga2 __|COBA2 MOUSE 7 kDa 1 0.1276 0848
525 | Retinal 1 [Aldh1al _|AL1A1 MOUSE Da x| 29 12 36 20 %2 03825
526 | Peroxiredoxin-5. Proxs PRDX5 MOUSE a 27 50 25 30 13 0.0418 0.0778 0.0413
527 mutase 1 Poami___|PGAM1_MOUSE Da 1 2 34 il 25 35 o7 1.0000 0.0422 0.0487
528 [ Leukotriene A-4 hvdrolase Ltadh [LKHA4 MOUSE a 1 29 18| 23, 15 0.0568
529 | Enol-CoA hydratase. mitochondrial | Echs 1 ECHM_MOUSE Da 9 3: 6 17 32 15 %8 0.0504
Mousz . i x = 2 oo
531 | Prolactin requlatory element-bindin p| Preb PREB_MOUSE Da a7 25 6| .86 0.0504
532 [ Succinate--CoA liaase IGDP-forminal |Suclaz___|SUCB2 MOUSE a 42 17| 19] 18] 16 39 1g| 01 0.3314
533 | ic aconitate hydratase | Aco ACOC MOUSE Da 2:7‘ 15 2] 17 7 17 88 02136 0.6949
534 | Faltv acid-bindina protein. adioocvle |Fabod | FABP4 MOUSE a 25 57 35 0.7115 0.4581
535 [NADH fubiauinonel fi Nufvi | NDUV1 MOUSE 1 kDa 13] 23] 25 0.6054 0.5801
536 [Myb-bindina protein 1A wbboia |MBBIA MOUSE | 152 kDa 12] 10] 0.1432 0.4998
537 | ATP-binding cassette sub-family E me[Abcel ___|ABCE1 MOUSE 7 kDa 54 of 77
538 | Selenium-bindina protein 1 elenbol | SBP1_MOUSE a 4| 27| 26| 25 35 0.5300 0.6528
9 [ Annexin A11 a1l |ANX11 MOUSE 54 kDa 24| 7] 18 42 0.0386
540 | Adenosine kinase dk \DK_MOUSE a 3: 25 0 7 7| 0.1561
[ 541 | GTP-bindina nuclear protein Ran an RAN_ MOUSE Da 26| 34 36| 32| 38 02645 0.2359 0.7514
[542 [Rit PTB-bindina 1 averl _|RAVR1 MOUSE a 1 5] 13 15 1 04750 0.1047 02285
[543 | E3 ubiquitin-protein lisase HUWET _|Huwe1 __|HUWET MOUSE __|483 kDa 2 01012 1.0000) 05185
544 [Kinectin Kint TN1 MOUSE 153 kDa 0l 1 5| 13l 1 0.6676
Sorbitol Sord HSO MOUSE 38 kDa 22| 25| 20| 25| 20| 24| 18] 20| 22| 28] 2 01015 0.0464
/acuolar protein sortina-associated o VP13C MOUSE 420 kDa 0.6856 03708
i 1 KNG1 MOUSE 73 kDa 60| 65| 49| 42| aa
uclear receplor corepressor 2 NCOR2 MOUSE __|270 kDa 0.5666 0.0584 0.1181
549 [ Tubuiin beta-6 chain TBB6 MOUSE 50 kDa 1 [ 6] 4 3¢ 0.0831 0.0561
550 [ Malectin MLEC MOUSE 32kDa 1 7| 2 03367 0.0745
551 TAR DNA-binding protein 43 TADBP MOUSE 45 kDa 7 1 4] 2 0.8005
amil GFPT1 MOUSE 79 kDa 2.
vtochrome ¢ oxidase subunit 681 CX6B1 MOUSE Da 34 0840 6174
as GTPase-ac orotein-bindin G3BP1_MOUSE a 7316 1007 00738
uanine nucleotide-binding protein G| GBB2 MOUSE Da 3840 1515
556 | T-complex orotein 1 subunit aloha TCPA MOUSE a 1989 9392 0.0921
557 | Citrate synthase, mit i CISY MOUSE Da 5903 1598 0.0489
558 | Dstrophin DMD MOUSE 426 kDa 1 5286 .0634 0.1835
559 | Fibulin-5 FBLN5 MOUSE 50 kDa 1 2 27| 43] 24| 23] & 7879 0693
560 | Laminin subunit aloha-3 AMA3 MOUSE |36 kDa 1 24] 23] a7 2404 1567 0.0602
561 | Eukanyoltic translation initiation factor IF2P_MOUSE 38 kDa 2 27| 27| 2 1] 1076
562 | Plasminoaen activator inhibitor 1 RNA| AIRB_MOUSE 5 kDa 27‘ 20 26| 26| 3] 1] 15 2] 1162
563 | Delta-1-pyrr xvlate synthe] P5CS MOUSE 7kDa 42 PE] ) I 3 1006
564 | Trfunctional enzvme subunit beta. mil ECHB MOUSE 1kDa 25 1# 21 22| 6] 2 23| 32 1948 1375 02530
565 | Coronin-1A COR1A MOUSE 1kDa o o 6 34] a7 5005 0589
566 | T-complex orotein 1 subuni delta TCPD MOUSE a 2 9 15 7|23 2 16| 1 8403 0.1500
567 | Catenin beta-1 CTNB1_MOUSE 5 kDa 3] 17 6 20[ 1 25] 1 .4983 10000
568 | Apolinorotein B-100 APOB MOUSE 509 kDa o 0572 0572
IOUSE Da [ 3133 6437 0.1835
1OUSE a 34 7 23] 20[ 18| 28] 2 3855 0.0561
USE Da 23] 21| 24| 24] 2 5384 0.1566
IOUSE a 34 1
USE Da 2 8] 14| 17| 16 1 02342
U MOUSE a 7 G4 a7| 47| 20| 2 0.1522 0.1495 08708
575 |Ras GTPase-activatina-like protein 1G] lagap2___|IQGA2 MOUSE 1 kDa 5 21[ 3 01111
576 [Myosin-14 Myhid _[MYH14 MOUSE |29 kDa o 34[ 3
577 | Givcine—tRNA ligase Gars SYG MOUSE 82 kDa 31] 33] 39| 31 27] 1 [ 3 of 0.4452 0.6437
578 | Protein ransoort orotein Sec23A | Sec23a _ |SC23A MOUSE 86 kDa 6] 21| 27| 15[ 1 9 1 1210 21 1 19 82 01130 0.6099 05042
579 | Givcerol-3-phosph: 62 GPDM_MOUSE 81kDa 1 EET ] 2] 48| 57| 4 15 .33 25 0.8514 0.1604
580 [ Hexokinase-1 Hit HXK1_MOUSE [108 kDa 7 1 30 18 69 1 30.33 0.3868 1020
d Da 3 1 20[ 16] 1 2] 21 87 72 2065
a 7 15 7] 28| 17| 24 25 65 26 0557 2420 0.4338 05726
1 MOUSE Da 2 1621 10] 11 .64 50) 1409 1594
homoloa a 1 33‘ 1 7] 2] 15[ 1 7] a .84 .74 42| 1392 2383
se alpha sub| Far Da 7] 34 36 2] 6] 1 1 gl 1 90 .46 9405 4326
a 9 42| 25 1 4 17, .45 5096 0582
Da 7 31] 2] 2 1] 3: 2 zfl 3 33 92 1.15 5199 .0409 03172 02382
a 1 28 4l 15 7| 13| 12] 10| 6] 1 | .74 .0786
Da 8 27 77 2 17 1 2 .76] 10 68 098 2404 05982 0624 09475
a 17 1 77 .02 93 .57 052 8350 0.8030 0761
Da 2 3 24| 2 1 1 2 1 o7 45 X 5825 .0:
Da 4 0.56 14 X 260 2065 2846 0000 00782
593 [Inositol 1.4.5 receptor t] tord ITPR3 MOUSE 4 kDa 2 1 1 . ¥ 48.00 3868 1631 1348 0.0920
594 [Mannos 10GS_MOUSE kDa 25] 21| 28] 3 1 1 1 X 6549 0781
595 | Splicina factor U2AF 65 kDa subunit | U2af2 j2AF2_MOUSE kDa 26 18] g 2 23| 24] 16 2 2 1.26 175 0.3188 02243
596 o2ria__|2AAA MOUSE kDa 1l 2o 7 2 3: 2 X 72 214 .9324) 1452 0.0408
597 | Protein Niban am129a | NIBAN MOUSE 3 kDa ] T .84 . 5208 4663 0.0478
598 | Bifunctional purine biosvnthesis proteil Atic PUR9 MOUSE kDa 34|27 2 2 25 2 X 0.89 1.63 0814 4541 0.4863
599 [ Serpin B6 Serpinb6__|SPB6_MOUSE kDa 1 3 30 1.88 1.65 0867
600 | emp24 domain-conta| Tmed2 | TMED2 MOUSE kDa 2 8| .60 § .2206 1341
NA ligase. cvioplasmic | Aars YAC MOUSE 7 kDa 3: 14 .77 .54 0.45 1644
WDR1_MOUSE a 2 46| as| 32| & . 5.05! 8.06 0.6302 1230
GP2 MOUSE Da 1 a1 11 ¥ . 07
RL31 MOUSE a 23] 2 12 0.54 0.9085 0790
GDIR1_MOUSE Da 27| 26] 2 23] 1 28] 2 1.25 1.42 01014 1555 0.0882
606 tiot STIP1_MOUSE a 20| 24| 2 E'j 24| 2 1.61 159 1.0000] .8688
607 A HCDH_MOUSE 34 kDa 28] 2 2 38] 30 %I 2 048] 0.74] 0.1845] 2947 0.1779
608 1 it VILI MOUSE a 2| 57| e8| 6 o ol 12| ea
9 [Kalikrein-1 k1 KLK1_MOUS! Da 27 4:9| 31 2 0.0502
0 [Eukarvotic peptide chain release factcGsot1 ERF3A MOUSE a 1 32 27| 1 0.1214
d protein 2/3 D [ARPC2_ MOUSE 34 kDa 3 32| 2 1 2] 3 09318
emp24 domain-conta| Tmed11___| TMD11_MOUSE a « 34
ransaelin adin TAGL MOUSE Da 63] 28] 24] 66 7y 9222 0.0585 0.0995
oorin son ASPN_MOUS:# a 28] 26] 20| 55 54 2] @ 1406 0.0387
Zinc finger protein 638 nf638 | ZN638 MOUSE Da 3 7507 0.3785 0.3868
neohilis antiaen-fike| Tinaal1 | TINAL MOUSE a 20[ 26] 30| a4 1 1 2 s8] 1053
i mpc___|HNRPC_MOUSE Da 29[ 30[ 20| 26] 2 21 1 27 1010 0.0446
{RNA liaase beta subu| Farsb SYFB MOUSE a 1 7 28] o 1 2645 0.0376
i Psat1 SERC_MOUSE Da [ aﬂ 4
Hemicentin-2 Hmen2 HMCN2 MOUSE Da 4 of 0.3206 0.1885
621 | Thimet oli hop1 THOP1_MOUS! kDa 1 9 32[ 19 03674
622 | Aldose reductase Akribl___|ALDR MOUSE kDa 9| 1ol 17| 25 2 a7 a7 2 0.7720 0.4672 0.1860
623 [Inter alpha-tryosin inhibitor. heavy che|ltind. TIHe MOUSE 105 kDa 81 79[ 10] o 2| 0.0356
624 |Protein dealvase DJ-1 Park PARK7_MOUSE a 23] 18] 21| 25[ 3 21] 2 0.2943 07711 0.2077
625 | Actin-related protein 2 ctr2 RP2_ MOUSE Da 22] 22 26] a7 12 3 0.4397 0.0617
626 | Beta-1-svntrophin ntb1 NTB1_MOUSE a of 36
P 1 Pam1 PGM1_MOUSE Da 20[ 9] 32| 28] 2 1 21] 2 0.2096 0.0694
265 orotease reaulatory subunit 7 mc2 RS7 MOUSE a 1 21| 15 1 6] 1 4466 0.4633 0.8865
629 [PDZ and LIM domain protein 1 Pdim1 PDLIT MOUSE Da 29[ 19| 21] 22 2 7] 2 4075 0.3421 02748
630 | ATP svnthase subunit . 52| ATPK MOUSE a 1] 15[ 13[ 15[ 1 2 1 1 1 0000 0.1489
631 | Acetyl-CoA carboxylase 1 Acaca __|ACACA MOUSE __|265 kDa 4676 0.2645 0.7700
632 [ Sortin and assembly machinery SAMS0 MOUSE |52 kDa 0] 12 4] 1 1 1 1 0576 0.4873
633 [ Peripherin Proh PERI_MOUSE 54kDa 2 4174 0.1930 0.4022
634 | Calmodulin-requlated soectrin-associc| Camsap3 | CAMP3 MOUSE | 135 kDa 0.1472
635 [ Syncollin ven SYCN MOUSE KDa 69| 3 0.0761
636 Lupus La protein homoloa sb LA MOUSE kDa 6] 1 1 0.0835 01348 03747
637 [ 60S ribosomal protein L35 035 RL35 MOUSE kDa 2 1 0.4686
638 | Sorbin and SH3 domain-containing or{ Sorbs1 | SRBS1 MOUSE 3 kDa 1 0.7095 01470 03098
639 brotein of 170 kDa prote[Cep170b__|C170B MOUSE 1 kDa [ 1 02254 [ 02254




0 [ Solicina factor 38 subunit 1 Stabt [SFaB1 MoUSE 46 kDa 6[ of 1] 8] 8] s 9| 4l 10 [ —— 050 2] 2471 1047] 07112 03533
NADH dehydrogenase [ubiauinonel 1 [Ndufb10 | NDUBA MOUSE 1 kDa 2 20] 5] 14| 23] 21| 20 22| 23] 19 1 05 4 5788 4579 0.4019 0.4852
F-actin-capoina protein subunit beta | Capzb | CAPZB MOUSE 1 kDa 5] 17] 28] 21| a7 24l 12 28] o1 22 4842 8608 01133

| Serum deprivation-response protein | Sdpr SDPR_MOUSE 7 kDa 2 1 1% 1 %‘ 7| 27 24 1 20 ~— 82| 1172 3758 0.2838 0.2563
[ Aloha-2-HS-alvcoprotein hsa FETUA MOUSE 7 kDa 2 2] 15 28] 25 7 33 78] 2058 2857
Coaaulation factor XIil A chain 13al___|F13A MOUSE a 1] 22 26] 41 1 27 —— 7. 2 45, 6495 .7282 0.0401
Ubauitin-associated brotein 2-like | Ubap2l __|UBP2L MOUSE Da 2 21] 3] 35 26| 27 2] 1 3 [ . 0547 1192 0.0918 0.0386
[ 647 | 60S ribosomal protein L29 Rol29 RL29 MOUSE 18kDa 26 2 8] 1 2 2 .54 10000
548 | Ph lase ah PH4H MOUSE 52 kDa 34| 34 3 4 3: 5143 0.0712
649 |S\allc amu svnthase lans [Sias mouse 40kDa 171 7| is| e[ a0 17| 2 1 1 — 06 .0362| .6299 0.7695
650 | Ast cvtoplasi| Got1 |AATC MOUSE 46 kDa 2 2 1 7| 11| 18] 1 3 23‘ 1 .76 1174 1669
651 Emdermal arowth factor receptor subs|Eps 1511 __|EP15R MOUSE |99 kDa 1 1319 1 1 .60 6495 1641 0.0528 0.0696
652 265 proteasome non-ATPase reaulatc[Psmd2 | PSMD2 MOUSE | 100 kDa 8] 22 1 2 23| 23] o 1 2 1 .0926 2756 0.0915 02192
653 nuclear ri rmpai__|ROA1 MOUSE 34 kDa ) 2 15 25 1 1 1 .66 0601 0.1269
654 V-tvbe broton ATPase catalvlic subun|Ato6via __|VATA MOUSE 68 kDa 16|17 2 1 23] 1o] 1 1 o[ 2 07 1852 6229 0.2180 02123
655 | Ataxin-2-like protein Abn2l ATX2L MOUSE 111 kDa 13 12 1 1 1 1 ﬂ .54 1870 1423 0.3820 0.7546
656 SDHB MOUSE 32 kDa 18] 20 18] 24| 22 13| 13| 1 2 q 2 13 2 ﬁ{ 7973 0979 0.0672 0.8858
657 coactivator of PPAR-gam| FAM120A_|F120A MOUSE 122 kDa 1 4 5] — o7 % 2322 .9232 0.2302 1.0000
658 |10 kDa heat shock protein. mitochonc| Hspe CH10 MOUSE 11 kDa 24| 31| 22| 23] 22| 18] 21 2 21 21 77| X L 2284 1511 0.2069 01313
659 | Synaptic vesicle membrane protein V| Vat1 VAT1 MOUSE 43kDa 6] _1a] 18] 19| 13| 18] 19 3 1 9] 20 —— 57] 1 7784 0.1453
660 [Ph orc[Pebo1 PEBP1 MOUSE |21 kDa 21 9] 2 E‘ 20 21 31 2 9] 7| o7 9 24 43 2988 0.8563 0.2439
66160S ribosomal protein L36a Rol36a___|RL36A MOUSE a 20[ 24| 21 21] 21] 1 19 .43 3362 0.0548
662 [ Histone H1.4 Histihe |H14 MOUSE a 9] 21| 1a| 22 16| 12 7] 2 2 02 154 7299 08341 0.0356
663 i Hp HPT MOUSE a 4 6 2 20.33] 4226 0.0408
664 C -DNA-bindina| Cha4 CHD4 MOUSE Da 095 2.50 .33 3701 09193 01234 0.1835
665 | Protein ELYS Anctft ELYS MOUSE Da — 1.00 0.44 113 X 0000 0.1994 04226 02667
666 | Vollaae-dependent anion-selective chVdac3 DAC3 MOUSE a 2| 2 5| 18| 13| i7| 16| 16| 12| 17| 2 1 1 0.65 084 0.69 89 02482 0.0433 0.4937
667 | Sianal recoanttion particle receptor su| Srorb SRPRB_ MOUSE a 32[ 3 20[ 28] 27] 0] 1 31 2 9! — 0.90 3747
668 | Sianal recoanition particle 54 kDa pro| Sro54 SRP54 MOUSE a 31| 3 24| 2 2 1 32| a 9 1.05 785 0.0413
669 | Transforming protein RhoA hoa RHOA MOUSE a 19 1 6] 20 1 7] 33 26| 20 2 1 1 25] 26 —— 1.02 1.04 1.43 1.46 8875 0.8530 0.2344
670 [Methionine--tRNA liaase. SYMC MOUSE Da 9] 2 27[ 5] 1 4 2 2 8 1.13 3939 0.1200
Dihydropyrimidinase-related protein 3 [Dpvsl3 | DPYL3 MOUSE a 46| 28] 57| ao] 3 37| 4 1.29 112.00 4226 02095
672 | Histidine--tRNA liaase. cvioplasmic | Hars SYHC MOUSE a 2 31| 25] o 2 25| 12 E‘ 2 2 13[ 0.92 048] 3091
673 [ Histone H1.5 istihib__|H15 MOUSE a 2 33| 28| 26| 35| 3 1 37| 3 0386 273 19.20 1901 05383 0.0650
674 | Vitamin D-bindina orotein c VTDB_MOUSE a T a7| a2 a2l 21| 452 .64 063 486 478 0921
675 | Baculoviral IAP repeat-containing prot| Birc BIRC6 MOUSE Da 1 [ .50 1.00 6856 0.4226 0.4226 1.0000
676 | Phos Pam2 PGM2 MOUSE a 2 2 1 @3‘ 1 1 1 21| 18] 28 2 19 1 18] 2 04 122 98 1.16 8687 0.3122 0.9087 0.5136
677 | FK506-bindina protein 15 Fkbp15__|FKB15 MOUSE Da 1 1 5 10 7 —— 65| 71 09072 01212 0.0603
678 | Cadherin-1 Cdh1 a 1 T 1 12| 6] 7] 1 12 1 2] 1 95| .00 146 .8038 0.1066 1.0000 0.0517
679 | Vesicular intearal-membrane protein \| Lman2 a 22| 26| 22| 27| 1 1 2] 2 4] .86 L .55 045 .3523 0.1614
680 nuclear ribonucleopro| Hnrnod a 6] 22 1 T 1 2 23 17 T 26 2 .98 . 1.76 .9249 0.5639 0.0720 0.0704
681 | Alcohol dehvdrogenase INADP(+)] | Akriat a 7] 13[ 1e 12| 16 1 37| 16 1 26] a4l — 92| 229 5989 0.0509
682 [ Surfoit locus protein 4 Surf4 a 21] 24| 20| 34| 20 1 25 2 5[ 1 X 0.0856 0.0460
683 | Death-inducer of Dido1 Da 1 2 0.4226 0.1835
684 | ARF GTPase-activatina prolein GIT1 |Git a 1 3| 01144 01107
685 elonaation reaulator 1_| Tcerat 124 kDa 1 1 03190 02757
686 | Cell division control protein 42 homolc| Cdc42 21kDa 1 1 1 1 2 5] 31| 2 31| 22| 35 2 15 1 2 2 0.8520 0.0453 0.0847
687 | Pyridoxal-depends d{Poxdct 87 kDa 5] 26 2 27] 0] n 12| 20 24] 2 21 1 2] _ 0.0541 0.6085
688 [Inositol 1.4. recentor t] or2 307 kDa 2| 0.2254 1.0000 1.0000
689 | Eukanyolic translation initiation factor | Eif2s3x 51kDa 26| 32| 26| 23] 4] 12| 3] 0] 1 23] 2 1 0.3609 01829
690 | Keratin. tvoe Il cvioskeletal 5 5 62 kDa 21 13[ 1 1 1 6] a7 07512 0.0505 00798
691 | Galectin-3-binding protein LG3BP MOUSE 64 kDa 4] 12 15[ a 56 14
692 [Intearin alpha-6 [iTA6 MousE 122 kDa 2] 13 12[ 10| 1o 1 E‘ 1 1 1 12 0.0989 08113
693 [CERU MOUSE 121 kDa 4 4 4 42
694 | Supenvilin vil SVIL_MOUSE 243 kDa 7. 0.1460
695 [ Tropomyosin beta chain om2 TPM2 MOUSE 33kDa 1 25| 65| 26| 2 o] 34| — 0.56 | 01440 0.0365
69 [Lamine-associated polvoeptde 2. fsof| Tmpo [LAP2A MOUSE 75 kDa 1 1 1 12| 1 E1 T 064 89, 0.6097,
697 spling fector 2_| 2 |SRSF2_ MOUSE a 0] 1a] 16| 16| 12| 13| 19 15[ 16| 18] 1 1 7] 18] — 03] 25 0.2027 05016
698 idhgal _|ALOAT MOUSE a 25| 20| 26| 2| 25| 2o 20| 15| 19l 2 2 8| 2 .85] 68| 0.1841
699 [Septin-2 2.Sep| SEPT2 MOUSE a 1311 13 10 14 1 28] 31] & 3: 1 T — 51
0 [26S protease reaulatorv subunit 8 __|Psmc5 __|PRS8 MOUSE a 5| 21| 19| 12| 1a| 11| 19| 22| 22| 20 20| 1 I1 T 15 0.2756
 oxidase subunit NDUF/|Ndufad | NDUA4 MOUSE kDa 9] 25[ 22 20 16 15[ 13| 13| 1] 11] 13| 1 1 2[ .56 9 0.0561
molex subunit 7_| Uacrb |QCR7 MOUSE 4 kDa 12] 1. 1 1 1 1 1 1 14| 24| 26] 2 1 1j 2 .90( 32 0.4926
Glutathione peroxidase 1 Goxt GPX1 MOUSE 2 kDa | 13] 12| 18] 16| 16| 20| 22| 26| 28| 24| 2 1 2 2 74 7]
Protein RCC2 Rec2 RCC2 MOUSE 56 kDa 7|22 12 1 0] 24| q2[ 47| 7] ﬁ 1 1 E‘ X 85 .04 22 0.8901 05581
[ 705 [ Eut nslation initiation factor 3M_MOUSE 2 kDa 20[ 25| 25| 23] 28] 2 2] 2 4 1.01 .55
PKP4_MOUSE 132 kDa 3] 0.56) 00 0.1047 02739
[Glucaa [Gea [GLUC MOUSE 21kDa 7] 2] 2 11|10 40 18] 2 20 2 0.92 20 099 0.0634 0.9687
|Cordon bleu orotein-like 1 [Cobli[COBL1 MOUSE __|137 kDa a1 6] 18] 16 12 1 1.39 00 0.0966
[ 1a homolog Cic CIC_MOUSE 258 kDa [ 0.1994 0.1835
[71 RBM47 MOUSE 64 kDa 2 2 2 15 T [T 13 1 2 1 .82 .48 .66 0.0560
6S brotease reaulatory suburit 6A_|Pmo3 _|PRS6A MOUSE |50 kDa 7] 15[ 15 1 o 10 18] 20 17| 18] 20[ 1 1 1 6] 56 17 7 0.0782
mitoc| Sardl SQRD_MOUSE 50 kDa 1 8] 15[ 16| 1 29[ 6] 2 1 72 61 1 0.2190 0.0804
lathrin interactor 1 Clint1 EPN4_MOUSE 68 kDa 20 18] 7] 4] 0] 1] 7] 2] 21| 9] o] 1 1 1 )6 ot 5 0.5057
anticen 2 homoloa__|Ssfa2 SSFA2 MOUSE 137 kDa 1 8| 18] 13 1 .16 4 0.5788 00392
arcor SARDH MOUSE __[102 kDa 33[ 35| 33| 2 34 7 3 3: ¥
Importin-5 1005 IPO5_MOUSE 124 kDa 27| 27| 28] 28] 21| 23] 6| 10| 8| 12| 14| 1 2 2 84 051 0.2487 4405
N motif and ankyrin repeat domain-c| Kank2 KANK2_MOUSE 90 kDa 4 ﬂ 2 2t] 1] 6] 1 3 .68 5.70[ 7.80 1063
oiicina factor 1 sfi SFO1 MOUSE 70 kDa 4] 15 1] 2a| 1al 27| 7| 18| 1 15 .7 1.44 1.70 2502 0.2301 0.0821
0A carbowiase sub|Mcccl | MCCA MOUSE a 2 2 2 25] 2 .60 5076 3379
720 oA liaase [ADP/GDI SUCA MOUSE a 25 24| 26| 20 16| 12| 1 [EIT 28] 2 .84 1 0.47 0.66 1334 4568 0.0564
721 | Ras-related protein Rab-3D Rab3d __|RAB3D MOUSE a 27] 2 2] 2] 1 1] 0] 6] 1 23] 2 0903 0.0650
722 | Eukarvotic translation initiation factor EIF31 MOUSE a 33] 34l 31] s3] 31| o] 18 9] 10| 15 32[ 3 059
723 [ Mi tap2 MTAP2 MOUSE Da 2] 1 1 1 1 0.0598 0.0398
724 | Nuclear pore complex protein Nu214|Nuo214 | NU214 MOUSE Da 0| a2l tol 12 1 (K] 1 1 0.0401 05773
725 [Importin subunit beta-1 Konbt IMB1_MOUSE a 18] 15[ 16 16 1 23| 27| 1 1 1
ERP44_MOUSE a 18] 20 18| 12| 18 1 18] 16 1 1 1 4 0.3285 03367
Vapa VAPA MOUSE a 3] 16 12| 10| 20 1 9 1 1 0.1656 0.1129
728 [Microfibril-associaled alvcobrotein 4_|Miapd | MFAP4 MOUSE a 2| 24 7 2228 0.0489 00572
729 U1 small nuclear ri 70[Snmp70__|RU17 MOUSE a 1 T 1 1 12| 7] 1 EI 2996 05879 0.1231
730 [ Soermidine svnthase Sm SPEE_MOUSE 34 kDa 26| 31| 37| 24| 24| 2 31 2
Transformer-2 protein homolog beta | Tra2b TRA2B MOUSE 34 kDa 2] 18] 19 14 1 3] 6] 1 %I 1 0.0516 0.4575 02415
Eukarvotc ranslation niaton factor [Eizs1 IF2A_MOUSE a 2 22| 21 2| 2 2] 2] 1 25 2 03892 0.0598
Isovale mitocl Iva. IVD_MOUSE 46 kDa 21[ 24] 1 2 2 2 0.5680
Laminin subunit aloha-1 amal __|LAMA1 MOUSE 338 kDa 0.1835
Vesicle-fusing ATPase st NSF_MOUSE 83 kDa 0] 1 19 18] 1 ] 1 0.0824 0.6168 01188
Protein SON on SON_MOUSE 266 kDa a1 1 1 0l 1 1 05206 0.3593 04710
[ 737 | Endoplasmic reticulum resident protei] Erp: ERP27 MOUSE __[31kDa 2] 2 41| 3s[ 3 0.0577
738 [60S acidic ribosomal orotein P1 Rolot RLAT MOUSE 11kDa 33[ 2 33[ 27[ 25| 5| 0| 7| 1] 1 1 2 0.1584
Protein diaphanous homoloa 1 iaph1 | DIAPT_MOUSE 139 kDa 171 1 9 3[4 0.4259 0.0640
Macrophage mannose receptor 1 et [MRC1 MOUSE 165 kDa o 1 o ar| ar] sl 13| el 1. 1 3
NADH fubiauinonel ir Ndufs8___|NDUS8 MOUSE 4 kDa 24] 21| 26| 22| 14| 18] 18] 16| 16| 20] 17] 1 24 1 1 2113 09026
742 60S ribosomal protein L38 0138 RL38 MOUSE kDa 33‘ 47| 31| 34| 20| 25 38 2 4839
743 | Ras-related protein Rab-7a ab7a RAB7A MOUSE a 27] 28] 19| 24| 22| 22| 18] 9] 21| 22] 23] 2 zﬁ' 2 1 1347 0.1950 0.4204
744 | ATP-bindina cassete sub-family F me| ABCF1_MOUSE a 27| 28] 2 2] 2 3 27 o 7418
745 | Calcium-binding carrier IcZEaZA SCMC1 MOUSE a 1 21 1 1 1 0.0601
746 6PGL_MOUSE a 26| 27| 20| 21| 24| 20[ 25| 2 21| 22 2 0.0895 0.6979
747 | Fibronectin type-lil domain-containing| o | FADEA MOUGE Da 11 2 1 0.0432 00512
748 [ Lusine~tRNA liaase Kars SYK_MOUSE a 21 17| 24| 20[ 2 (] 2 2 13 0.0426
749 | Glucose-6-phosphate 1 ndx___|G6PD1_MOUSE a 1 12[ 25[ 2 2
750 | ATP svnthase-couplin factor 6. mitoc| Atosi ATP5J MOUSE a 2] 1 0l 1 0] 1 1 9. 0.2988 0.0988
751 [ Histone H1.0 Hif0 H10 MOUSE a 6] 18] 19 28] 22| 23] 15 1 1 2 17 0.6717 03367
752 | Very lona-chain specific aov-CoA deh| Acadv | ACADV_ MOUSE a [EI] E‘ 13 16| 18] 16 1 1 1 14 1.0000 0.8389
753 | NADP-dependent malic enzyme Met MAOX MOUSE 64 kDa 15[ 1 1 16
754 | Cviosolic non-sbecific dioetidase _|Cndo2 | CNDP2 MOUSE a 0|16 1 12 35
755 | Coatomer subunit epsilon ope a 24| 27 2] 1 21| 2 1
756 | Keratin. tvoe Il cvioskeletal 2 a [E T2 2] 14l 1 12 1 3 0.0919
757 | Guanine nucleotide-binding protein G| Gnas Da 7 1 T 6 1]
758 |Erin-2 rlin2 a ] 20[ 2 2| 20,
759 lated protein 2/3 roctb _|ARC1B MOUSE |41 kDa 2] 1 8] 11| 20 2 9 27

0 Ivase sl ARLY MOUSE 52 kDa 2 2 1 1 26 3 12
Protein SEC13 homoloa eci3 _ |SEC13 MOUSE a 32] 32| 20] 24| 21] 19| 1 31 2 17 0.0459
Lon orotease homoloa. Lonp1 LONM MOUSE 106 kDa 2 2 ) T N 1 I 9. 06104

i pica__|PP1A MOUSE a 3] 14| 10| 13[ 12| 31| 2 6] 1 28 0.0478
Nom1 NPM_MOUSE 33kDa 7|25 10| 12| 13| o4l 1 200 1 21 0.9168 00515
Protein scribble homolog Scrib SCRIB_MOUSE 174 kDa 6 4 2 _| Y X 0.1546 03314
b5 Cwbsa___|CYB5 MOUSE 15kDa 5| a7 16| 15| 24| 22| ia| 17| 16| 23| 21 1 6] 2 6] 2 1.27) 0.98 2504 1006 0.7700 1.0000
Vesicle-trafficking protein SEC22b | Sec22b | SC228 MOUSE 25 kDa 2 23] 23] 2] 23] 1| 1 25 2 1 i 0.93] | 0.46 6035 1350
105 kDa 2 3. 1 071 .50 114 0.80 5384 5384 0.8767 0.6856
[ 185 kDa [ 1 4226 0572 0.0572 0.4226
Pleckstrin homoloay domain-containin| 127 kDa 0|16 1o 1 1 12 3 075 267 089 3214 0675 0.0374 0.6877
Fibulin-2 Fbin2 __|FBLN2 MOUSE 132 kDa 28] 3 1 [ 34 03112
77 protein 5 fap5. MFAPS MousE 19 kDa 22| 28] 34| 21| a1] 5] 28] 2 .50 095 6.00] 381] 1885 08788 0.1090
‘Tropomyosin alpha-4 chain mé. TPM4 28kDa 37] 4 3: 3] aﬂ 3 — 44] 088 12.33] 24.50 3992 0.1545
2-beta o02b | TOP2B MOUSE 182 kDa 1 2 | 7, 467 275 6127 02353 0.1540 03367
N mt GAMT MOUSE 6 kDa 2 4 3 2 2 1 35, 2 Al E— . 3505
77 01r10__|PP1RA MOUSE )4 kDa 2 X 050 1.00 075 4926 2254 1.0000 0.6667
[ 777|268 protease requlatory subunit 68_|Ps: PRS6B_MOUSE a 6] 19 18] 12| 11] 1 3] 13 13| 16| 1 1 1 5] 1 .62 096 087 1.33 .8093 0.4292
778 | ATP svnthase F(0) B[ Atost ATSF1_MOUSE a 26 15| t8[ 7| w7 te] 1 q0 18] 18] 1 2 1 0] 1 1.60 0.51 092 5515 0856 0.0944 05752
idase 1| Gat1 GGT1_MOUSE a 2] 23] 2 30| 27 2 31 4 — 1078 0927
780 [ Seotin-9 9-Se0|SEPT9 MOUSE a 3 4 27| 25| 28] 28] 29[ 2 4 o 2 X 27 .27 0000 0000
781 ADP/ATP translocase 1 ic25a4___|ADT1 MOUSE a 7 7 18] 22 24 2 1 721 2 05 1 .05 ¥ 7700 5619 00618
782 solicing factor 6| Srsf6 SRSF6_MOUSE a el 18 1 8 1 ] 1 11 .63 L .80 1890 4307 0.5024 0.7621
783 |Zyxin Zvx ZYX_MOUSE a 1 7] 24 19 1 1 20 16 .63 . 50 . 3785 2519
784 E1 |opPB MOUSE a 25 2 2 1 21[ 2 1 1 18] 1! 1 2 2 16 7 .93 .72 .3740 6543 0.1536
785 [ Spli RNA helicase Ddx39 | Ddx3%b | DX398 MOUSE a 5[ 2] 7 24] 18] 23] 1 2 22 — 59) a1 L 2134 8278
786 nuclear rnoull | HNRL1_MOUSE 56 kDa 7 1 21 5| 7| @ 18 48] X .96 1176 2466 02466
787 [ Myosin light chain kinase. smooth mu[Mvlk MYLK MOUSE 3 kDa 1 19 67, 6 11.33) 30 4226 6812 01150 0.3960
788 rolase sd ESTD MOUSE kDa 1 1 5] 14l 1 1 1 17 1 2 94[ 17 00| 6249 2283 1.0000| 0.1576
789 | Calcium-binding carrier | Sic25a13__|CMC2 MOUSE kDa 3] 10 15[ 17 1 .79 21 .50 . 5392 6547 0.0829 05926
790 orolein 18__|Mantb | MAP1B MOUSE __|270 kDa 1 1 .67 2254 1210 0.1038 06495
1 i in-XVilla vol8a _|MY18A MOUSE __|233 kDa 1 .44 10000 6495 04759 02832
uch2 __|NUCB2 MOUSE |50 kDa 33 21| 20] 22| 28] 25| 3] 0| 42 0.47 9464 2058 0.0837
hain specific acvl-CoA dehyaro] Acadl ACADL MOUSE __[48 kDa 15[ 7] 13 1 8] 17 19 1o] 35| 27| 2 29 X | 1.22 3.58 0824 0.0824
Thuroid homone recenorassocited | Thraod__|TR150 MOUSE 108 kDa 10 7| 15| 14l 1 7 X .50 1.50 095 08042
Small nuclear m D[Snd3 __[SMD3 MOUSE 14 kDa 6] 1a] 15[ 13| 10| 11| 1a| 13| 12| 12| 13| 1 1 % 0.87 1.03 2846 0.0705 08025
AP-3 beta-1 03b1 AP3B1_MOUSE 123 kDa 6] 47| 19| 13| 10| 13 9. 4676
US small nucl U520 MOUSE 245 kDa 3l 0] 12| 1 45 1.59 3.50 0704 0000 04776
[7 :iﬂbmumn carboxvl-terminal hvdrolase { Usp5 UBP5 MOUSE 96 kDa 1 1 2 2 1 q 1 1 18 7] 1 19 1 1 1 .93 0.95! 0.94 .5841 2988 0.5422 0.6532
Protein transport protein Sec6 1 SC61B MOUSE 10 kDa 20 21 7] 8] 7] 14 9] 1 — 84 1 1523 1135
800 | Protein FAM8A Fam98a__|FA98A MOUSE 55 kDa 23| 24| 27| 23] 22[ 13 4 25 1 78| 2298 0377
801 EH domain-containing protein 2 End2 [Erb2 mMousE 61kDa 0] _12] do] 2] 1] 1a[ 15| 22[ 1] 19| 1 11 1 1 1 16 1.10 150 1.43 2113 6586 0.2359




802 [Fumarate hvdratase. Fn FUMH MOUSE 54 kDa 21 19] 12[ 8 1a[ w3 15[ 17 15 1 7| v 16| 0.87] X .0401
803 | Anterior aradient protein 2 homoloa | Adr2 [AGR2 MOUSE Da of o 2 2 4 of 21 | 0599
804 | ADP-ribosvlation factor 4 Arfd RF4_MOUSE a 20 21 ws[ s w3 wal 1 ] BT 15] 078 . 2853 _ 0.602|  0.2634|
805 it inamidine sv|Pfas PUR4_MOUSE Da 7] 13 14 15| 16| 11| 1 23] 1 14 069 X 1684
806 | Protein PML Pml ML_MOUSE a 2 1 1 q 16| 5.40 .7302
807 | Eukanyotic translation initiation factor | Eif4a2 F4G2 MOUSE Da 15[ 13| 1 12 4 2 . 2879
50 [Eukanils rarialon ol fctr i —|IFdo HOUSE n {3 T T T T - X Y Y X 1262
9 [V-tvpe proton ATPase subunit B. brair| Atovib2 _|VATB2 MOUSE Da 19| 24| 1al 1o 12| 17| 2 21 %I T 6] .6634.
0 [Cviochrome b tvoe B Cvbsb a 1 1al 1 1 I I 7. X ¥ X 1962 _
Pre-mRNA-splicin factor ATP-depend| Dhx15' Da 1 18] 1 15
ar rnph2 a 9| 23] 19| 20 1 q 2 21[ 2 1 2 T 2 X L X . 2525
Smoothelin Smin Da 1 1 % . X X 7205
orotein kinase tvoe |Prkarza a 22| 21| 8] 27| 21| 23] 7 13 15 1 2 24 1 15]
hioredoxin Tan Da 5] 22 18| 18] 23] 17| 2 18] 23 2 1 1 1 2
biicina factor 38 subunit 3 51303 136 kDa (R ] 1 16 1 1 1 1
leavage stimulation factor subunit 2 | Cstf2 Da 7 7
P-1 eta Aotbt 04 kDa 13| 2| a2[ 1] 15 2] ial 1al i1 1 12 13
9 [Phos: inositobinding lathin a] Picalm Da 7 3 2l 10| o[ 27| 8 1 7 z% 2
820 [NADH fubiauinonel 1 [Ndufa6 a 24 21 9| 23] 5| 22| 47| 47| o] 3] 1 21| 20l 15| 1
821 SAFB-Iike transcription modulator | Sitm Da 7 2
822 Envoolakin ol 232 kDa 17 [ 1
823 L ione vase o1 21kDa FE I 0] 1] 15| 12[ 16] 11] 10| 1 1 1 1 1
824 | Eziin 21 69 kDa 26| 14| 15| a7| a 1 4
825 ‘emp24 domain-conta| Tmedd 26 kDa 7] 19 18| 1a| 15[ 1 9 1 1
826 [ Sianal veptidase sulSect1a 21kDa 6] 18] 20[ 18] 20 16 1 15 2 1 1
827 [ Scaffold attachment factor B1 aft 105 kDa a1 43[ 1] 1] 4 1 .
828 [ SWI/SNF comolex subunit SMARCCZ| Smarce2 133 kDa 1 1 1] 14 15 1 1 X X . X
629 1433 rotin camma Ywhag 8 kDa 1 28] 26| 27| 22| 21] 2 1 16 2 .
830 ior 6 kDa 1 2 27
831 Uncharac(enzsd nmtem y CooiEZhar] 1 SV 128 kDa [ o5
832 [40S ribosomal protein 528 0528 kDa 3 a1 3 2 1
833 [Givoxviate or 5 kDa 2 27] 2 X
834 | ATP svnthase subunit e. kDa 1 (2] 151 2 E 37 .93 04 .
835 inositi S#]Sacmil 7 kDa 1 8] 1 7] 2 1
836 [Cvoplasmi FMR -ntorscing prolsinf ot 45 kDa (] 1
837 | Cold shock domain-containing Csdet 9 kDa 5] 1o 1a| 15 1 1 1 0475
838 [PDZ and LIM domain protein 7 Pdlim7 50 kDa 2
D triphosphate triphos | Samhd 1 73kDa 1 39 2
refoil factor 1 it a 0] 1
4-3-3 protein theta Ywhaa Da 3] 15[ 21| 18| 18| 18] 19| 2 il T 5598
uation Stansierase A Gstat a X z X X 2739
rate cor tin Da 2] 2 2 X X 1332
ivcoaen brain form | Pvab a 1 22| 2 2 34 X z . 3985
ional myosin-Vila vo7a 255 kDa 4226]  04206] | 0.6856]
orotein SEC63 a 2. 1 1 1 5] 15 1 1 6
in protein 1-binding pro| Hp1bp3 Da 0] 1 25| 4] 19| 8] 17] 1 1 9] 1
Latenttansiormin aroth acor betelL1bos Da 6] 20[ 13 12 E‘ 1
9 rotein us Da 1 24| 25] 24| 21] 1 1 2a] 1
DAZ assoc\aled orotein 1 azap1 [43 kDa 1 E‘E‘ 1 1 1 1 1 21| 18] 15[ 1. 1 1 18] 1
851 | Enhancer of mRNA-decappina protein] Edcd EDC4_MOUSE 152 kDa 9 7 7]
852 | Proteasome-associated orolein ECM‘ECMzs MOUSE 04 kDa 1 1 7] 1 11 3
853 | Adenvlate kinase 2. Ak2 KAD2 MOUSE 6 kDa 17| 22 23| 21| s t 1 2 1715
854 | Dipeptidvl peptidase 3 Dop3 DPP3 MOUSE 3 kDa 7] 7] 1 1 1 1 15[ 1 1 1 15
855 | Perilioin-3 Pin3 PLIN3 MOUSE 7kDa 2] 1] 1 1 162 2] 1 2
856 | Trefoil factor 2 Ti2 TFF2 MOUSE 4 kDa 35 1 X X X . X X
857 | NADH dehydrogenase [ubiquinone] 1 |Ndufal2__|NDUAC MOUSE| 7kDa 24| 26| 27| 24| 17| 1 1 2 1 1 % X X
858 | Eukarvolic translation initiation factor [Eif4a3 | IF4G3 MOUSE 75 kDa 2 X X
859 | Pleckstrin homoloay-like domain famit{PhidbT___|PHLB1 MOUSE | 150 kDa 1
860 60S ribosomal protein L36 0136 RL36 MOUSE a 27| 27| 7| 21| 45| 18] 3] 4 q 2 1 1
861 Nucleolar transcription factor 1 bt UBF1_MOUSE Da 2
862 | Keratin. voe | cvloskeletal 42 142 C42 MOUSE a 12| 1] 3] 1 T o 1 1 1Z| 1
863 [ Hiah mobility aroup protein B2 imab2 | HMGB2 MOUSE Da 1 21 3] 18] 16] 2 7 1 1
864 [ Mannos o0 IPPB_MOUSE a 3 31[ 24| 32| 2 2] 15 33 2] 11
86: AB_MOUSE Da 42| 46| 34| 5] 17] 1 1 a1
556 [Probablo AT denendenl RNA helicas| Ddx46 | DDX46 MOUSE Da 5|18 16| 1 1 1 4 16 10
867 | Dolichy/ 130 STT3B MOUSE Da 2] 1] 15[ 1 3 1 1 7
868 | Albha-adducin Add1 ADDA MOUSE a 8] 12| 18 17| 15| 1 6] 1
869 [ Nuclear receptor coactivator 6 Neoab ICOAG MOUSE Da 1
870 | Thioredoxin domain-containina protein| Txnde5 | TXND5 MOUSE a 16| 21| 1ol ral o 23| 23] 21] 2 1 1 2
871 Hsc70-interacting protein st13 10A1_ MOUSE Da 2] 17| 7] 18] 20] 9] 1 1 2 1 1
872 [ Solicina factor 38 subunit 4 Sf3bd F384 MOUSE a 1 EET 1 . X
873 | Nuclear pore complex protein Nup98-1{ Nupg8. IUP98_MOUSE Da 1] 1 Y . ¥y X X
874 | BAG familv molecular chaverone reaulBaa3 AG3 MOUSE a 1 9 X ¥ X .
875 | Heat shock protein beta-1 Hspb HSPB1_MOUSE Da 1 1 37| 2a] 24| 7] 2 .
876 | Creatine kinase U-tvoe. kmt1 KCRU_MOUSE a 8| 32| 55] 4 4
877 [ Sorcin Sii SORCN_MOUSE Da 21] 19 23] 40 23 3 7.
878 | Caloonin-1 Cnn1 CNN1_MOUSE |33 kDa 2 47| 1. 55 2 2 25| | 01047]  0.3030]
879 [Tensin-3 Tns3 TENS3 MOUSE 156 kDa 8] 2] 2] 1 1 5
880 IF5 MOUSE 49 kDa 20 7| o[ 23] 7| 7 1 1 1 X
d{Giavi2 __|PERQ2 MOUSE 149 kDa 6] 1] 21 16| 12 1 7 1 1 Y . X . 0643
Pdeddip | MYOME MOUSE 251 kDa X X 10399]  0.0533]
883 [Wiskott-Aldrich syndrome protein hon|Was WASP MOUSE 54 kDa 1296
heaw polvoeplide | Neth NFH_MOUSE 7 kDa 1 K X . 5705
585|At:v\4" dehvdrogenase family mem| Acad9 ACAD9 MOUSE kDa X X . 1733
886 [ Sul c2 Sullc2__|STIC2 MOUSE kDa EE ] 9 26] a0 & . i X X 5098
887 idue succinvltre| Dist 0DO2 MOUSE kDa 1 1 1 1 1 5] 1 1 1 7)1 1 1 1 1 X 6675 0.8050|
888 | Protein sel-1 homoloa 1 Seltl SEIL1 MOUSE kDa ol 16] 15| ta| 21 1| 1 1
889 | Protein transport protein Sec24A | Sec2da | SC24A MOUSE 9 kDa 19 142 1
890 | Pleckstrin homoloav domain-containin| Plekhaé | PKHAG6 MOUSE 1 kDa
891 [ Leucine zipper protein 1 Luzp1 LUZP1 MOUSE Da 1
892 [ Serine protease HTRAZ. ra2 HTRA2 MOUSE a 28] 26| o2 24| 16| 7| 1. 2 1 X [ 00403
893 | Cystathionine qamma-lyase Cth CGL_MOUSE Da 20[ 34] 31| 3 3 34
894 | Disabled homoloa 2 Dab2 DAB2 MOUSE a 2 2 1
895 [Keratin. tvpe Il cvioskeletal 1 Krt1 K2C1 MOUSE 66 kDa EEN T Y BT Y BT 1 1 1 6595 |_or87] ___07852] __1.0000]
896 | Heal shock 70 kDa protein 1A Hspala _|HS71A MOUSE |70 kDa 1 6] 4 X . Z
897 | Small nuclear ri SmD[Snrod2 __|SMD2 MOUSE Da 2] 13 0] 1 7 T 1 6] a7 % 06 1 04 0951 | ___oe3t0] __o0.08s8]
898 [C Ctre CTRC MOUSE a 2 33 26| 23] 1 1 1 2 2] 12 X 1903
899 | Antithrombin-IIl Serpinci__|ANT3 MOUSE Da 4 7 26| 21| 28] 2 2 70| . 1012
900 | Ankvrin reveat domain-containing orofl Ankrd17 | ANR17_MOUSE Da 2 .0765| 02254  0.332]  0.1835
901 [SNW domain-containina protein 1 | Snw1 SNW1_MOUSE Da 1 7 1 14 13] 1 1 1 . 1.00 7065
902 [Isocitrat INADI subu| Idh3a IDH3A MOUSE a 1 2 24| 5] 1 1 1 12 12 6] 11 21 71 1 X X . 4589 0.4069
903 [Vacuolar protein sorting-associated pif Vps35 VPS35 MOUSE Da 1 12|10 2] 12| 14| 10| 12| 15| 17| 14 1 EE 1 .7972] ___0.0881] __0.5491]
904 Csteine--{RNA liaase. cvioplasmic | Cars SYCC MOUSE a 24 7| 15| 18] 9] of 16
905 | Apolipoprotein E (Aooe APOE_MOUSE Da 2 42| 3] 2 7 3 | 0.1039]
906 | MICOS complex subunit Mic19 Chchd3  |MIC19 MOUSE a 1 1 18] 1 1 1 1 1 15 0879
907 [Pyruvate E1 ihat ODPA MOUSE Da 4] 15[ 1] 18| 20 13] 12| o] 1. 1 17 zssa
908 | Guanine nucleotide-bindina orotein G| Gnai2 GNAI2 MOUSE a 20[ 7] 25[ 34
9 | Proteasome subunit alpha type-1 | Psmat PSA1_MOUSE Da 1 28] 21| 7| 7 3919
0 [Plastin-3 Pis3 PLST MOUSE a o 27‘ 27] 31
Araini svnthase Ass1 ASSY_MOUSE Da 13 1 1 T 1 6] 1 1 7355 | oosso|  o.0800]
NADH lubiquinonel 1 |Nduf9 | NDUB9 MOUSE a 5] 1 1 [T 1 1 13] 1 [T % X . .8042 0.1561
idase B npep | AMPB_MOUSE Da T 1 T 1 T 1 10| 15|10 4] 1 il ! 12[ . . X 7421 05404 0.5016]
2 a2 LIT2 MOUSE a 1 13 2 55| 51| e 1 57, ¥ X X
it ial import receptor subunit | Tomm22 | TOM22 MOUSE Da 3] o[ 1 3] 15| 1 1 1 1 X
Brofeldin Avinhibited auanine nucleolicArfaef3 | BIG3 MOUSE Da R 8560l [ o0.1487] 00533
TPase 13A|Atp13a1__|AT131 MOUSE Da 8] a7 16| 21| 7] 1 1 1 8871
Acidic Ieuclne rlch nuclear phosohe 3: AN32A_MOUSE a 1 1 2 15 15] 9 7783
iculum resident ERP29 MOUSE Da 21] 24| 20[ 24| 6] 14| 2 5|14 2] 18
570 Cuiohrame ¢ adase sepunit 7. m{Corrs? —|Cxra2 MOUSE kDa 7|18 15[ 20| 18| 1a| 15[ 11| 15 1 a7 a7
921 [ Septin-11 11-Sep[SEP11_MOUSE Da 1 7 2 1 8 7]
922 | Puromv pepos | PSA MOUSE 103 kDa 7 7| 1] 1 6 7]
923 [ Hiah mobility aroup protein B1 Hmab1 | HMGB1 MOUSE 5 kDa 14 6] 13| 1 4] 23] 2 1 13]
924 | ATP-dependent (S-NAD(P)H-hvdrate | Naxd INRD_MOUSE 7 kDa 7|25 37| 2] 2 of 12 2 28
925 [ Poly(rC)-binding protein 2 Pcbo2 PCBP2 MOUSE Da 18] 1 20[ 18] 1 3] _17] 1 1%1 1 1 7] 16| 1
926 [Inoraanic vat PYR MOUSE a 9] 1 6] 18] 18] 15| 17| 18 17| 15| 1 2 K2 I
927 U2 snRNP-associated SURP motif-co| U2su SR140 MOUSE Da 1
928 | Eukarvolic peptide chain release laclc# ERF1 MOUSE a 24 1 9| 20l 17| 1 22| 19 L X
929 |Creatine kinase B-tvoe Ckb KCRB_MOUSE Da T 2 16| 26| 59 2 4 2 ¥ X
930 oA carboxvlase bel{Mccc2 _|MCCB MOUSE a 2 2. 1 2: 31 2 2 27 . .3253
931 | Apoptotic chromatin ind[Acint ACINU_MOUSE Da 1 1 7 Y X 8871
PDZ and LI domain oracin 5 dlim5 | PDLI5 MOUSE a 6] 20[ 21| 19| 23 2 2 |___02372]
[ 933 [40S ribosomal prot Rps29 RS29 MOUSE kDa 1 1 1 1 il 1636 0.0433|
934 | 3-hvdro» tv[Hsd17b10_|HCD2 MOUSE 7 kDa 2 1 1 2 1 1 1 1 15] 1 .0446|  0.7389|
935 [ Prolyl Da 1 6] 21 1 X1 T 1 1 6] 7601
936 [60S ribosomal protein L22 a 24| 20 23] 24| 18] 22| 1 1 zEl 0822
937 | Dynamin-1-like protein Da 3 12 1 7 0486
938 [UMP-CMP kinase a 1615 6] 15| 1al 15 2 1 5534
[ 939 [NADH [ubiquinonel i Ndufv2 NDUV2 MOUSE Da 1 17 1 12 1 1 1 1823
0 [ Cleavage and soecifi] Cosf6 CPSF6 MOUSE a 7 2 1 1154
4-3-3 protein eta Ywhah [ 1433F MOUSE Da ]2 2 1
ivcine Gnmt GNMT MOUSE a 2 3: 2 3 . 1835
alin-2 Tin2 TLN2 MOUSE Da |__orm| 1300l ___5.00] X .6249
ciated memb|Tram1 | TRAM1_MOUSE a 5| 1al a7 16| 2 5w E ¥ 0.0357
Ubi ing enzvme E2 varie| Ube2v2___|UB2V2 MOUS Da 9 1 8 1 . 0.80 1.53 [ ___o1s18]  o0.0432]
Succinate--CoA liaase JADP-forminal | Sucla2 SUCB1_MOUSE a 15 1 1 1 15 X 0.46| 1.00] 0625|  0.4527]
Coactos protein Cotl1 COTL1_MOUSE Da 312 21| 33[ 2 2 2 . 978 0055 0.4315]
Dnad homoloa subfamilv A member 2 | Dnaia2 | DNJA2 MOUSE a 1 1 12 1 1 1 X [ o8l 194 2260 03575] 06120 00451
949 [ Mi d tumor MTUST MOUSE 4 kDa 2] 1 1 % .00 .5139] 02739 00545 __0.1836
950 svnt[Aass AASS MOUSE 103 kDa 2 1 15] X 8741 | 0.2143]
951 Alcohol 1 Adh1 [ADH1_MOUSE 40kDa 27| a6 3 I a1l 3e7] ___ 4.00]
952 | CUB and zona pellucida-like domain-c| Cuzd1 CUZD1_MOUSE 68 kDa 5 1 2 1 1 X | 0.9545]
953 oA hydrolase. [ Hibch HIBCH MOUSE 43kDa 5] 23] 1 1 2 1.25
954 | Atain-2 Abn2 ATX2_ MOUSE 136 kDa 4 % 060 043
955 | Vitronectin Vin VINC MOUSE 55 kDa 1 27] 35| 24| 7] 1 2 X 3.0 00834
956 [ Laminin subunit beta-3 Lamb3 __[LAMB3 MOUSE 129 kDa 1 EE 21 T 2
957 [Intearin alpha-V. aav ITAV MOUSE Da 7
958 BLVRB MOUSE a 1 6] 26| 23] 19| 21 1 z§| 1
959 | Chromosome alignment. CHAP1_MOUSE Da 1 1
960265 orotease reoutory subuml 108 [Psmc6 __|PRS10 MOUSE a Gal 5| a7| is| 13| 1a| a7| 18| 7| 1 1E| 1 a7
961 DCCV A DP138 MOUSE Da 16| 11 18 1 13 1
962 EFHD2 MOUSE a 7] I | 18] 2. Al 6] 18
963 smmal ceH derved acior 2 Ilke nrme sdfait SDF2L_ MOUSE 4 kDa 2a] 21| 35| 20 24| 2 [ 21| 2 1 2




964 [Obalike ATPase 1 Olat OLA1 MOUSE a 6] 19 18] 2] 28[ 11 9 18| 2 8| 7f B 2 -mn
965 |mRNA export factor Raet RAE1L_MOUSE a 5 11 5| 13 71 8| B 1] . . 0.5343
966 | Givcer dil GPD1L_ MOUSE a il I TS NP 2 N RN T 6| 18 . X 0.1330
967 [Intearin beta-1 itab1 1TB1_MOUSE a 2 4] 22 1 4 7] 27 X
968 | Dvnactin subunit 2 Detnz DCTN2 MOUSE a a1 5 ] EE) I B Y T 5[ 1 6] 2 0 2482
969 | Advilin il VIL_MOUSE a 23 [ o 3 _
970 [ Mitoaen-activated orotein kinase 3| Maok3 K03 MOUSE a 14| 1al | a7 3 5 2 E . . 0.6401
971 [ Keratin, tvpe | cvtoskeletal 14 rth 1C14_ MOUSE a 1 1 1 1 1 5| ¥ . 05666 0.7291]  0.0446]
Phosohatidviinositol 3.4.5-trisohosohal Inoo5d HIP1_MOUSE 34 kDa [1 1 X | ‘m
PR40A MOUSE 108 kDa 1 1 1) 1 7 2] X .
Custeine-rich with EGF-like domain or| Creld2 CREL2 MOUSE a 2 1 2 2 25| 2 3 2 2: 7 X 5355
RNA-bindina protein 25 bm25. RBM25 MOUSE 100 kDa 1 1 1 1 18] 1] 10 1 X . 0.2079
976 vnpo2 SYNP2 MOUSE 117 kDa 1 1 33‘ 1 1 0.8290
977 | Ras-related protein Rap-1A apia _|RAP1A MOUSE _[21kDa a]_10] 16| 10| 13| 1a| 10 16| 14| 20| 24| 2 1 1 1 2 X 0.0647 0.2619
978 reaulator ATRX tx ATRX_MOUSE 279 kDa o 04226
979 [ Omnithine ami itoch t OAT MOUSE a 1 1 5] 12 15 1 1 . . 0.3185
980 [ von Willebrand factor A domain-conta|Viwa5a | VMASA MOUSE a 21[ 20[ 18] 20| 17] 2 20] 2 1.0000
981 [ La-related protein 4 Larpd LARP4_MOUSE a 25 13| 27| 25| 1 3] 1 0.1835
982 | Glucosidase 2 subunit beta Prkosh GLU2B MOUSE a 1 1 1 1 1 15[ 18] 15[ 18 13| 16| 1 14l 1 1 X X 0.1150
983 | CDKS requiatory subunit-associated ¢ Cdk5rap3 | CK5P3 MOUSE a 5] _22] 25[ 16| 20[ 15 71 Y 02254
984 emp24 domain-conta| Tmed6 | TMED6_MOUSE a 18] 10| 29[ 22| 21 15 1 0
985 [ Histone H2A.V Hal H2AV MOUSE 13kDa 9] 12 1 0] 16 16 16| 14| 18] 1 1 BT BT X | 10000 o.631]
986 | Histone H2A.Z H2afz H2AZ_MOUSE 14 kDa 1 1 12| 1 1 1 16] 14] 18] 1 1 1j 1 X : ¥ | 1o0000] 04631}
987 | Protein-arainine deiminase tvpe-2__|Pad PADI2 MOUSE 76 kDa 2 27 25[ 1 2: 0 8
988 | Glutathione peroxidase 3 Go» GPX3 MOUSE 25 kDa 1 1 16| 16| 25| 2: B 2 X X 0.0676
989 [ Homeobox protein cut-like 1 Cux CUX1_ MOUSE 166 kDa X 0.4226
990 intriron reauaton factr 2-indina [0z __i26P7 mouse 59 kDa 0l 1 0.8560 0.0386
991 | Serine/threonine-protein kinase MRCH Cdc42bpb | MRCKB_MOUSE 195 kDa 0.3785
992 |[von Wlllebrand factor A domain-conta| Vwag VWA8 _MOUSE 213 kDa X 0.2254
993 Thioredoxin reductase 1. cvioplasmic | Txrd1 | TRXR1 MOUSE 67 kDa 1 ] 15[ 13| 21| 18] 2 1 2 248 Y
994 | Nucleolar protein 58 Noos8 NOP58 MOUSE 60 kDa 1 1 2 1 E] 1 2 0.92
ADDG MOUSE 79 kDa 8
ETFD_MOUSE a 2 1 5] 1 1 1 7 11 1 1 1 0.89 _
PSD13 MOUSE a ] 2] 16 1] 10| 1] 15[ 16| 15 14| 17] 1 1 1 15 16 1.47
BPNT1_MOUSE a 1 1 1 E1 1 12] 18] 1 E‘ 1 15 0.85
AP1M2 MOUSE a 1 8 X
DAD1_MOUSE a 1 15[ 1 2 2 2 1 17 2 . X 0.51 _
NDUS5 MOUSE |13 kDa 5] 13 16| 1] 1 1] 1a] 12 15| @ 5] 1 1 1 X 0.84 1.28
NU155 MOUSE 155 kDa 1 2.50] X
NCPR_MOUSE 77 kDa 4] _10] 1 5 It 1.31] . 0.3785)
PLCG2 MOUSE Da 1 0 | 03020/
MAP2 MOUSE a 22[ 24| 6] 2] 21] 1 5 21 2 .9340]
T006]Prtei cordombies COBL MOUSE 14 kDa o [
1007]26S proteasome non-ATPase reaulatd Psmd3 | PSMD3 MOUSE a 14 2 5] 13| 1] 13| 14 1 15 1 14
1008] Stomatin-like orotein 2. Stom2___|STML2 MOUSE a 15] ta| 1] 7 19 15 q9] 7] 1 1 1 ﬂj
9| Probable ubiauitin carboxvl-terminal | Usp9x USPOX_MOUSE 2 3] [ 1.0000|
10| Cysteine and alveine-rich protein 1 _| Csrol CSRP1_MOUSE 6| 13| 3] 1a| 17| 25| 18| 16| 21| 1 1 1 20 E 0.82 g X 3686 0.0653
[1011]Purine nucleoside Pno PNPH MOUSE 1 2] 21| 24 19| 20[ 21] 2 0] 21| 2 ¥ X .
[1012]Inner nuclear membrane protein Man1| MAN1_MOUSE 1 Y 1835| 10000 |
[1013[Polvmerase defta-interacting protein 3 PDIP3_MOUSE a 13] 1 1:1 4 1 .8641
114] Enovl-CoA delta isomerase 1. mitochd] ECI1_MOUSE a 1 1 18] 22| 1 T 7| 1. 3] 12 5] 1. 17] 1 il 1 8615
SNX2 MOUSE a a8 17| 7] 1 7 1 1 7212
CAZA2 MOUSE a 19| 22| 23 23] 1 9. 21] 2 7111
MOUS! a 2] 14l 1 6] 13 16 19] 1 E| 1 1 .9232
ClicT wouse . « ] 1 ) ) aa00
WBP11 a 1 1] 1 4382 6856
RAIT 09 kDa 1 1 10| 10| o[ o[ 1 of 1 1 .2697
PSMD1 106 kDa 1 0] 14l 12 1 %I 1 5432
GLOD4 33kDa 6] 1al 1al 1 0] 20 18 1al 2 15 1 2 2667
SMD1 13 kDa 5] 12 12| 1 4|11 13[ 18[ 13] 1 1 8151
TM9S3 MOUSE |68 kDa 1 1 7 2335
DCTN1 MOUSE 142 kDa 0] 1 4 8 10 1 1 2002 8948
COR1B MOUSE |54 kDa 7| io] 1al 15| 18] 26] 15 1E| 2 3899
SYNPO MOUSE Da (AN 8 1 4] 1 4337 0465
GSHR MOUSE 54 kDa 1] 22 24| 1 o 2 1135
ate transport protein. 1__|TXTP MOUSE 34 kDa 1 1 1 1 7[ 1 0.1542 4714 0.4629
e i sobar Mic27 \wool IC27 MOUSE a 1 [T 1 1 1 2] 11| 17 12[ 2] 1 X X 0.8143 8305 0.1616
ional myosin-Va MyoSa 1YOSA MOUSE Da [ 1 . 1835]__0.6856] 4226
SPG2 MOUSE __|367 kDa 14| 14 [ 12
OUSE |69 kDa 1 21 6] 1 1 1 18 X
OUSE 39 kDa 23‘ 2 1 25 E X .
USE 10 kDa 6] 1 2] 13 47 13] 12| 23| 15| 1 1 1 1 1 X
IOUSE 55 kDa 1 2: 2 25| o 1 2 2 X .42 X -mg
OUSE |45 kDa 0] 1 15[ 15[ 14 1 18 4] 1 1 1 1 X
OUSE 12 kDa 2 2 35| 34| 31| 2 2 . . . .5796
39 Cytochrome b- QCR8_MOUSE 10 kDa ET6Y I T 7[ 0] 1 1 X % | oas6s| 00357]  0.0055|
[1040[Rootletin CROCC MOUSE 227 kDa e | 06495 00377] 02065
Thioredoxin-dependent peroxide redud| Prdx3 PRDX3 MOUSE |28 kDa 21 a7 7] 4] 12 . 3] 1] 1 1 1 1 | 0.3486]
[1042[ Golain subfamilv A member 4 Goluad __|GOGA4 MOUSE __|258 kDa X zm
[1043[ATP-dependent RNA helicase DHX29]Dhx29 DHX29 MOUSE 154 kDa X [ oo 3868 0.4226
[104 DNA damaﬂe mnmnu orotein 1 Ddb1 DDB1_MOUSE 127 kDa 1 1 1 1 X 1092
r protein 12 Akapi2 | AKAT2 MOUSE 181 kDa 3l 1 1 1 47
[1046] Glathone. s anslorase A3 Gsta3 GSTA3 MOUSE |25 kDa 1 1 3[ 22 21| 2 1 2
muc\eo\ar RNA helicase 2 Ddbx1___|DDX21 MOUSE |94 kDa 12 1 1 7 1 1
RNA offector molecule homold Srrt SRRT MOUSE 100 kDa 1 el d0[ 1 1 Z|
fidelity pro|Chife. CTF8A MOUSE |52 kDa 1
rbin ERBIN MOUSE 157 kDa 2|
act RAC1 MOUSE 21kDa 1 ! 1 23] 1 141 1 1 T 17
0026 |S10A6 MOUSE 10 kDa EET I T T 0] 17 E z
a UAD MOUSE 51kDa T T 20] 27| 25] 21| 12 1 T 27 1. X X 1212
mu o2mi___|AP2M1 MOUSE 50 kDa 1 1 1 ] BT . g 3942
delta-t 03d1___|AP3DT MOUSE __[135 kDa 1 2 6954
inase2  |Rock2 _ |ROCK2 MOUSE __|161kDa 1 .
ation factor |Eif2s2 IF28_ MOUSE a 6] 21 1o 18] 20 1 1 1 X %
boxviase cach ACACB MOUSE __|276 kDa [ B X 4226
nuclear rpab | ROAA. E] I Y I 7|16 15| 15| 15[ 1 1 1 1 1 ¥ X 1750]  0.1432] 00455
de EE) I 1 1 1 X L X X 2200
21] 15| 16| 13| 18] 1 1 1 Y . ¥ . ¥ 3885
fubiauinonel 1 [Ndufc2 1 1 1 . Y X 5384 7421 |___0.2619)
Stat3 3] 10 1 12 X L Z
be2n 1 1 1 1 1 1 11| 13 15[ 1. 1 1 1j 1 K . 4676
ait 1a] 15[ 1a 16 25| 16 1 1 . X 2502
rhaaot T T 13 16| 1] 15[ 13[ 15 1 1 1 £ £ 5788
ocs: 21[ 23] 19| 24| 24| 2 0] o ] ] 2 2 0653
c12a2 4l 7] 4 .00 12. X 2284
os1 T 18] 13 2s] 10| 10| 5 1 L . o788|__0.0433]
fap: 6] 19 21] 27| 15 1 1 z X L . .9434
Guin 4226
Nes 6] T 1 Y i
yref 0] 10 1 2 FE I T T 1 1 1 % 8237
lefm 20 46 1 [1 2
Ranaap1 5
orotein kinase 4
fubiauinonel 1 [Ndufod. 0] 10 12 12 1 1 1
001 EE] I ] 1 1
Pot1 6] 1 1 1 1 1 1 1
amma-1 Aotal __|AP1G1 MOUSE kDa 1
Vit VWF_MOUSE Da 1
Prkcdbo | PRDBP_ MOUSE a 2] 1 7 0| 1o 1a 14| 2| 1 1 1 1
Cesid __|CES1D MOUSE a 1 6] 18] 1 1 15[ 20[ 2 1 2
t[Parme1 [PGRCT MOUSE a 1] 1
itsnt ITSN1_MOUSE 194 kDa 9] 1 1 1
13 KiC13 MOUSE 48 kDa 1 5
oSl ATPSL M a 7
oecct Da
54 kDa 1
a 1 1 1 1 18] 10| 1 1 15[
a 1 15[ 47 10] 12| 19| 1 1 1
a 0] 1 ] 1 1 1 1
a 1
a 1 1 0l 1 T4 4] 1 1 1
[50 kDa 1
109 kDa 1 1 1 17 15[ i 6 1
7 kDa 7] 1 2
6 kDa 1 1 8] 15[ 13| 10| 1o 12 5 1
4 kDa 1 15[ 1] 1 7] _13[ 15[ 18 20| 1 12 5] 1
2 kDa 4|22 a2 17| 16 1 71 6] 1
57kDa 3] 15[ 1 1 1 15 1
70 kDa ] 1
135 kDa 3|
58 kDa 5] 13| 15[ 1o 13] 1 1 1
81kDa 1
121 kDa 1 1
115 kDa
i 37 kDa 1 i8] 42 5 3
Sor SPRE_MOUSE 28 kDa 1 1 1] 1al 18] 16 13 17| 21] 2 1 1 1
Cnov2 _|CNPY2 MOUSE |21 kDa 19| 16| 21| 26 21| 16 1 2] 1] 1 1 21 1 1
Plind PLING MOUSE Da o 4
Aldh3a2__|AL3A2 MOUSE 54 kDa 1 5] 1 1 1 1 15[ 16| 15 1 1 15[
iase Pevoxt OUSE a 115 F2 I I 1 0] 1 1 11
svi2 OUSE a 1 ol 1|7 5
modd 1OUSE a 21 7] 24| 18] 21] 2 2 1
'YLP motif-containing orotein 1 lomt OUSE __[155 kDa 1
ianal transducer and activator of trar| Stat 1 USE 87 kDa 1 7] 10 1 0] 1 1
orotein kinase 1 aki AAK1 MOUSE 103 kDa 7 X .
[1119| Thiosulfate st HTR MOUSE 3 kDa 4] 5] 14l 1 1 1
[1120[Cvtochrome c. somatic Cves CYC MOUSE 2 kDa T T 1 0l 1 1 1 1
[1121] Protein transport protein Secé1 SC61G_MOUSE kDa 3]t 47 19| 16| 2 1 1
[1122] Solicina laclor U2AF 35 kDa subunit u2an U2AF1_MOUSE 8 kDa 1 1 1 A1 16 11| 1 1 1E| 1
123[ Calpain small suburit 1 Capns1__|CPNS1 MOUSE 8 kDa 5 3 11| 13[ 11| 16| 21] 1 2] 1
[1124) Ammacvl RNA svnthase complex-ini| Aimo1 AIMP1_MOUSE 34 kDa 1 1 18] 1 1 9 7 1 1 1 8|
[1125]268 proteasome non-ATPase requlatc|Psmd6 | PSMD6 MOUSE 6 kDa 1 o[ 8 78 8 1 8]




[ XDH MOUSE 147 kDa 7] 18] 17] 19 2] 1
[ TIMS0 MOUSE 40kDa 1 1 9 1
[1 dvnein 1 liaht DCIL1 MOUSE |57 kDa 1 1 4 1
[ erved oligomeric Golai Coal COG1 MOUSE 109 kDa
[1 Vwat VWAT_MOUSE 45kDa 1 10| 22 20| 17| 12| 18] 1 2
[ mc2 __[LAMC2 MOUSE __|130 kDa 13 17| 18] 2
[ Cot2 CPT2 MOUSE 74 kDa 15] 1 1 6] 1] 1. 1
[ rat HTRAT MOUSE 51 kDa 4
[1 00a11__|S10AB MOUSE __[11kDa 9| 15[ 29[ 2 2 2
[ Pipn23___|PTN23 MOUSE 185 kDa
[1 fin PLINT_MOUSE a 1 1l 2 18] 2] 1 1
ta2 MTA2 MOUSE 75 kDa 0] 10 1 1
K 14 PRR14_MOUSE 68 kDa
[ idufa5___|NDUAS MOUSE a 1
o] Gutoctrome PisD 5A13 Cvo3al3 |CP3AD MOUSE a 21] 3
(111 mplex sub| Gart GAR1_MOUSE a
12 Tubulln bela-28 chain Tubb2b | TBB28 MOUSE a 21 [ 1 8l 1 1 X ¥ . X
[1143[DnaJ homoloa subfamily C member 1Dnaic11__|DJC11_MOUSE a T 1 .
7144 Bone marrow Pra2 PRG2 MOUSE a 2 1 1 10 1 15| X X . X X
[1145] Inter-alphatrypsin inhibitor heavy chal Itint ITIH1_MOUSE Da 28] 20[ 1 22 .
[ i1_MOUSE a L] 14l 15| 2 o
[ P1_MOUSE a 0] _12[ 12| 14| 20| 2 1
[ a 1 1] 2] 1 1
[ a 2] 13[ 13] 10| 12| 13| 1] 1o 1 1 1 1
K a 15| 27 2
[ a 1 14|18 16| 16 13| 1 1 1
[1 a 23] 23] 2 1o] 1 2
[ a 15[ 18] 15[ 1 1 16
[ a 10| 19| = 6] 7] 7| 12| 1 1 17
[ USE a 18] 19 18] 20 12 1 18
[1 OUSE Da [
[ USE a 11 o] 13| 6] 21| 2 1 1
[1 OUSE a 7] e[ 17| 21| 26[ o 1 17
[ OUSE a 0] 1 1 1 0] 11| 15| 15| 1 1 10
[1 1OUSE a 22[ 19| 0| 24| 23| 2 1 1 2 9
[ a 1 1 1 4
[1 IYPT1_MOUSE Da 1 1 10
[ a 3]
[1 122 kDa 2 1
[ 61kDa 3] 16| 13| 10| 14 1 14
£ 710 N ) O 21
[ 60 kDa 1 19 16 1 7] 1 17
[1 237 kDa ) 1
[ Da [
[t a 1 1 5] 12| o] 21| 1
[ 7
[1 Da 20[ 24| 2
[ a
K 2 is] o] o] 1| 1a[ 7
[ a 1 2] 1
[1 a
[ 157 kDa 1
E 47 0a T T T 1 ]l T
[ oxide dismutase [Mnl, 25kDa 1 3] 10 14l 1 1 1 0]
[1 45kDa 18] 2] 12| 37| 26 » 3 1
[1181]Cell cycle and apoptosis requlator pro] Cear2 103 kDa 4
104 kDa 4
22kDa 7] _t0[ 15[ 1al 16 1 1 1 1
139 kDa
41kDa
34 1D F) T T B R T i Tl
a 7] 21| 15| 21| 25| 2 2 18
5 7 T T T 4 Y 7 1 R 1
a 3] 1] 10 15[ 10 1 1 1
2 i Tl 1 1 1| i i i8]
a 1 1 1 10 2] 1 1 1 1
a 1 1 1 15[ 1 1
Da
1 a 12| 13 1 2] 1] 1 1 1 1 1 1
Abhd1ab a 1 0] 13 1] 1 0] 1] 2] 1 1
mds a 13 1] 1ol 1 12| 2] 2 1
iease serine 13_| Tmprss13 a 1
cart 132 kDa 1
hbst 130 kDa 18] 18] 28] 1 21
24 0a Tl o] io| 1| is| i i Tl 1 T
tive] Arf 57kDa 1415 16 1 1 1 10
109 kDa 7.
33kDa 2] 1 1 9.
129 kDa 3.
113 kDa
58 kDa 1
a 12 1] 10| 14l 1 1 1
a 1 1al 19 12 1 1
a 1 19| 1a| 1a| 18] 18] 2 1
a 1
11| Protein 1 reaulatory subl Pop1ri2e a
12| Custatin-B. Csto a 1 1 R Y BT 1
| hosph: d1 a T 1 23] 15[ 2
[108 kDa
a 2 21
a 1 8
96 kDa 1 4 7
54 kDa 1] e[ 11| | 31| as] 13
a 1 [ X s
a 1 4 6] k 4226
a 1 31] 3] 2 ¥
Da 1 X L ¥ 047 X 3486
162 kDa 3027
67 kDa 1a] 1 1157
49kDa 3] 16 13| 12| 1 1 . 3799
73 kDa 2 1 1 1 15[ 1 1 . 4382
53 kDa 1 T 15| 14 25] 2 EI 2655
50IQ6ZPU3IUBE20 M| 141 kDa 1 . 7. 3868| 03868
Lropre LPPRC MOUSE 157 kDa 2 7045
Ltbp2 LTBP2 MOUSE 196 kDa To[ [ 1s] 12
H domain-containing family protein | Ythdf3 | YTHD3 MOUSE 64 kDa o 556
ODBA MOUSE 50 kDa 16| 25 16 21 0] 1 1 q
1233] Mi ial import receptor subunit | Tomm70 | TOM70 MOUSE |68 kDa 1 1210 1 2]
Glv domain-containin linker oro[ Cliot 156 kDa 1] .2002
a 1 1 1 T 1 1% .5615
a 21 14| 3] 14 7| 19 15 .2488] 05813
a 1 L 0 .omo
23 a 1 10| 2 9. E L .00 .2
Slc25a10 a 4 5! X . 1917
Poftb POF1B_MOUSE a E1 T 2 7. X .00 4226
Ras-related protein Rab-14 Rabi4___|RAB14 MOUSE a 1 7 1 7] 1 1 .4326 o 1019
Ras-related protein Rab-2A Rabza __|RAB2A MOUSE a 1 1 1 1 10[ 1 1 1 E X 1870
cs 189 kDa 3] 18 1 1 [ 0.4226
Ruvbit 50 kDa 21 18] 21| 2 2 X L C . 0.2804
Kit17 48kDa 0] 10 1 1 X . 0. 0.1131
326 kDa ‘m——
a 1 1] 12| 1 1 ¥
s o Ty 7 o] . )
a 1 1 13 1 1 1 11 1
a 1
Nuclear pore alvcoprotein 62 a 1] 13 1 18] 15[ 16| 14| 15| 1 1 1
Collctin-12 oleci2 |COL12 MOUSE a
ligase TRIM25 | Trim25 | TRI25 MOUSE a 1
hain secific acvi-Co[Acadsb | ACDSB_MOUSE a 1 13 1 1 1
bcc3 _|MRP3 MOUSE 169 kDa
rhaefl _|ARHG1 MOUSE __|103 kDa
ohxt HYEP_MOUSE 53 kDa 18] 15| 2
Erant ERAP1 MOUSE __|107 kDa 1
Eitéh IF4H MOUSE 27 kDa 112 1 1 1
Ualla6 _[UD16 MOUSE 60 kDa 1] 5| 12| 18| 2ol 3 1
Eobal |41 MOUSE 96 kDa 6] 12 1 1 .
Mvos MYOS MOUSE 146 kDa Il .6708
poa___|GMPPA MOUSE |46 kDa 2] 1a| 13 18] 13| 1 1 1 8050
orotein zw10[Zw10 ZW10 MOUSE 88 kDa 7270 1.0000
ldufabi__|ACPM_MOUSE 17kDa 7 1160 08234
Er ERH_MOUSE 12kDa EEIT 4 03046
Pati INADL_MOUSE Da 3] Y 4
-ATPase PSMD5 MOUSE a 16 0] 11| o[ 1 ol [ 11| el 12| 1 X Y X 01021
kbpa | FKBP4 MOUSE a 15[ 1 1a] 12 1 1 ¥ X 5!
Jap 1l UAPIL MOUSE a 1 1 2 1 1 1] 1 1 1 X . I 1622
A3 ATLA3 MOUSE 1kDa 1 % ¥ 1012
Nuo210__|P0O210 MOUSE 04 kDa 1
Drotein of 170 kDa___[Cep170 __|CE170 MOUSE Da [
S-transferase theta-3 | Gstt3 GSTT3 MOUSE a 5] 15[ 1 6] 1 1
asing enzvme | Apeh APEH_MOUSE a 0] 1 77 7 1
Actrib___|ACTY MOUSE a ) 1
Dock7 | DOCK7 MOUSE Da 1
SHC1 MOUSE a [
RD23B_MOUSE a 0] 1 12 1a]_t0] 1] 13 1 1
ERGI1 MOUSE a 15[ 1 1 £ 043 X
sclam 106 kDa 7 5 X .
1282[ Pyrroline-5-carboxviate reductase 1. n| Pvert P5CR1_MOUSE 32 kDa 1 2] 1 2 2 2. 6 2 1 .
1283] Golai apparatus protein 1 Glat |GSLG1 MOUSE 134 kDa 10 19 15| 1 . 1308
|Geca mouse 194 kDa E X . 3868
60 kDa 3] 15 1] 14 4 1 1 1 1 X . X 0.1536
a EE) N 1 1 . L . 0.0912
1287] Plasma membrane calci 135 kDa [ 1 6] X




1288 Filamin Adnteractina protein 1-like _|Filipl [FILTL MOUSE 130 kDa ] o[ 3 of — | [ 0.4285 0.0890
1289] Poly [ADP-ribosel polvmerase 1__[Parpi___|PARP1 MOUSE __[113 kDa 6 7 fl 1.00 267 01346 1.0000) 02476
1290| Trans-2-enovi-CoA reductase. mitoch| Mecr |MECR MOUSE |40 kDa 1 1 7] 1 1 T 2 15 1 0.4276
1291 Alpha-soluble NSF attachment proteir| Napa SNAA MOUSE 33kDa 3] 18| 1] 1a] 12 1 7] o[ 4] 1 E—— [ 03747 01229
1292| Prothrombin F2 THRB_MOUSE 70 kDa 2 2 1 1 1 2 | 13.00] 0.0364
1293] Fatty acid-binding protein, epidermal |Fabps __|FABP5 MOUSE a 13| 16| 22 12| 10| 13| 15| 13| 1 1 7] 1 —— 0.74] 0.1006 0.2986 02273
1294] BTB/POZ domain-containina protein K|Kctd12 _|KCD12 MOUSE a 0] 1 EEI 2 1 1 ¥ 17.00 07110
1295] Alpha-1.3/1,6-mannosvlransferase ALl Ala2 ALG2 MOUSE a 1 8] 1 4 1 1.33 .44 0.3868 0.0863
1296] Evidermal arowth factor receplor kina{ Eos8l2___|ES8L2 MOUSE a 3l 1.20 1.75 0.0624 01394 02648
1297] Tubulin-tyrosine ligase-like protein 12Tt 12 TTL12 MOUSE a 5 0.58 1.25 371 04226
1298| Cvtoalobin Cvab CYGB MOUSE a 1 15| 16| 13| 2: 1 1 0.1626
1299] Dolichol-phosphate Domt DPM1_MOUSE a 2] 1 15[ 1 1 1 - — 1.20 02302
1300] ATP-binding cassette sub-family D me| Abcd3 | ABCD3 MOUSE a 0.0377 1296
1301] ATP-dependent RNA helicase DDX54[ Ddx54. a 1 .50 697 1835
1302] Gephvrin Gohn a 4 .46 02254 .0419) 0742
1303] RNA-binding protein 10 Rbm10 Da 7 .45 0.1994 304 10000
1304 Nuclear miaration protein nudC udc a 5. 0.0921 0746 4968
1305] Pr 2 Pmm2 a 3] 5| [ —— | 02360 7700 3005
1306{Ia aamma-1 chain C reaion. membran|lahat a [EI ] 32| 3] 1 1 1 25] I 0.1505 0556 0949
1307] Centromere protein V Cenpv a 0] 10 12[ 16| 18] 2 1] 1 EET I 1 01023 0455
[1308] orotein SEC62 Sec62 a 121 1al 19 20 1 5 1 02322 0351
9 Tensin-2 Tns2 Da [ 1 —— 0.0357 1835
ranslation initiation lac(or eIF 2B sut| a 1 6 1 1.33] 0.5185 0.0771
[1311] Aldo-keto reductase a 15[ 1 3] [ ) f— 1.20 0.0619 0.4577 0.0498
K 10 kDa 1 1 1 6 12[ 0.50. 0.0494 0.0354
[ 36 kDa 3] 14| 14 33 31| 2 1 3
[1 3 kDa 1.00 0.1336 1.0000 0.4647
[ 102 kDa 1.38 0.7769 0.5185 02804
[ tnd RTN4 MOUSE 127 kDa 1 1 1 00739
[ Focad __|FOCAD MOUSE 199 kDa .75
Ikbkap | ELP1 MOUSE 150 kDa .00 1.0000 0.2254 0.4465
VATE1 MOUSE |26 kDa 1 a1 2] t0| 10| 11| 1] 1 1 1 1 19] 0.5656 1.0000) 0.5042
107 kDa 2] 1 1 1 1 .04 03939 01334 0.1298
a 1 13 15 1 1a] 83 0.0481 06782
a 7] a2l 1 14 00728
USE a 23] 9] 23] 4] 7] @ 2 1 5 — 077 0576
a 4 0.83 6495 0.0377 0.0357
USE a ] 1] 15| 1] 1 1] 2 - 0.54 5768 0.0683
USE a 2 2 2 26| 2 22| 2
emp24 domain-contal Tmed USE a 1 — 0.7972 02327
family membe| Tm9st4 | TMS4 MOUSE a 1 1 0.5295 0.1322
Cav CAV1 MOUSE a 1 1 1 0.7254 04937
GOGA5 MOUSE a 15] 0.1184
THY1_MOUSE a 1 17|14 24 16| 1 1 1 2
GALT7 MOUSE a 1 1010 1 [1 1 0.6856
LRC47 MOUSE 54 kDa 1 7] 1 0.0055 0.0474
MIF_MOUSE a 0| dal a2l 1] 1 1 12 1 0.0494 05593
ARPC3 MOUSE a 3 1 —
FAAA MOUSE a q 0l 1 {1 I 1 13 4794 00704
PP2AA MOUSE a 8] 1 13[ 11] 19 1 11 4420 0.0474
NFKB2 MOUSE a of 4 0027 04226
SFTPD_MOUSE a [ 1 1 — 1835 0.1752
3HIDH MOUSE a 3] 16 1 1 2 1182
Dore complex protein Nup54_|Nups4 | NUP54_MOUSE a 1 14l 10 1 3371 02277
342[ OCIA domain-containina protein 2 _|Ociad2 | OCAD2 MOUSE a 11| 13 23] 2 o 0548
i 12kDa 1 1 1 1 1 1 10]_10] 1 5] 1 [ T —— 0.2065
102 kDa (] 5. 12 0.0649 00704
31kDa 2] 1 21] 6] 1 8 1 6] 0.0746 0.0414
17kDa 15[ 1a| 13 10 16| 1 6 1 1
23kDa 7
56 kDa 4 1 o[ 1] 4 1 1
147 kDa A1 1 0.5185 02254
52 kDa 77 7 0.0824 08151
OUSE |47 kDa 410 1 1 1 1 1 0] — 0.8880
SE 126 kDa 02002
IOUSE 51kDa 02132
PTGIS MOUSE 57kDa 2] 10| 19| 16 1 1
APMAP MOUSE a I— 02302
Sorbs3 | VINEX MOUSE a 2] 1 2 01399
Piim3___|PDLI3 MOUSE 34 kDa 2 2 1 0.3972 02661
Rol22/1 __|RL22L MOUSE a 13| 19| 22| 22l 1] 1 1 1 0.0408
hoh CHDH MOUSE a o[ 12| 1 0.3974
Gkn3 GKN3 MOUSE a 6] 1] 11| 14| 24| 25| 1 2
Fmod FMOD_MOUSE a 21[ 2a] 16 2
Chst1 CHSTI_MOUSE a 7 136 06 14 089 01131 6856 0.2302 5185
Uaca UACA MOUSE 161 kDa 0.60 67 0,60 1.67 01835 4926 0.3868 4226
oot TNPOT MOUSE __|102 kDa [ Q‘ .76 131 1.63 04710 4009 0.5560 3089
Letmt LETM1 MOUSE |83 kDa 1 1.00 27] 0.55] 1.25 1.0000) .0396 0.0621 3089
Jaki 133 kDa [1 0.0572 0572
Ugcrh 10 kDa 1 0] 10 10] 13] 1 8 1 1 1.25 119 0.0742 3033
dsl « 1 1 9! 0.89 1.40 0.6613 2302
vote 127 kDa 1 — 5.00 7.00 0.0386
marcas 122 kDa [1 0129
bma2 a 4 - 173 2.00 0.3785 5042 0.2065 00797
S 7 kDa 1 15[ 12 1 6 12 1 .94 254 0.4385 .8068 0.1025 0.0432
0 kDa 110l 1 11 5! 0.45 092 0942 05384
5 0 kDa 5 3! 0.64 056 0.2302 0000 0.0824
Ros271 kDa 2] 1 1 1 1 3] — X 0.6322 1835
a2 a 1 1 8 .56 096 1.50 256 .9186 0.2193 2149
rhaef7 | ARHG7 MOUSE 7 kDa 1 1 1 .75 053] 2.83 2.00 0.2254 0746 0.0423 1217
1378] Earlv endosome antiaen 1 eal EEA1_MOUSE Da 1.38 9.00 0.1835 3897 0671
MILIN-2 miin2__|EMIL2 MOUSE Da 1 1128 0.0955 1835
1380 Double-stranded RNA-b STAUT MOUSE 54 kDa .56 X 133 1.20 0572 0705 0.2254 6495
1381] Mitogen-activated protein kinase 1__|Mapk1 __|MKO1 MOUSE a 0] EE Y 1 o1 2] 218 3.40 6856 0921 0.0547
3 protein beta/aloha whab 14338 MOUSE a 1 1 5| 19 15[ 15| 15| 2 6] 1 .09 | 223 2.13 7700 7972
o ubunit beta tvpe-1 Psmbi___|PSB1_MOUSE a 1 1 15[ 13 11 14l 1 13 1 .59 .87 1.22 1.79 0486 4800 0.1885 0.0879
1384/ DDRGK domain-containina brotein 1 |Ddraki | DDRGK MOUSE a E I 0l 1 31 5. 77, 7 1045 1336
CNN2 MOUSE a 26| 20] 6] 20] 1 1 2 1 1 20,67 44.00 1835 2366 0.0445
L a R T T ] N B 1 0.84 3658
a 15[ 1 6] 18] 1 5! 1 1 1.40 233 9.80 0.1006 0.0519
a 2 0.2999
a 2] 10 12| 12| 20 1 1 1 - 124 0834 0.0472
106 kDa 0.50 1012 01734 0.3868
Da 1 4.00] 1012 01012 0.4226
a [ 0.78 4226
a 5! . 2.67 6520 0.1487 0.0964
Da 1 9! L 26.00 ¥ 4883 0.0904
oL a 20] 12| 12| 4] 16] 1 5] 15| — 1.38 5.50 400 X 10000
1ol a 1 3 1535 0.2863 0.0897
M 54 kDa E T I 5] 1 . 44.00 4226 1026
a [E ] 15 1 1 1 39 14 0.70] 1.22 1135 01076 02122
4 kDa 1 0] 7 0.69 . 0.92 094 172 1885 06717 08151
107 kDa 1 1567 1835 0.2335
33KkDa 1 13 1 1.00 0385 5.40 460 10000 6686 01014
[1 ABCF2 MOUSE |72 kDa 1 7 1 0.59 1576 1394 0603
[ FARP1 MOUSE___|119 kDa 1 1 1.00 250 2.00 5.00 0000 2739 0.5185 1734
[1 s\[Minigil__[C1TM MOUSE 106 kDa 0l 1 1 6. 0.62 0.60 .0366 0.0523 2846
[ absc__|RABSC MOUSE |23 kDa 1 1 9! 1.00 093 1.12 1.04 1.0000 .6401 01012 8113
[1 15 NatA aNaal5 _|NAAT5 MOUSE | 101 kDa 4 0.80 110 0.5384 1047 0.5185 2804
[ e intermediate laver protein 1 | Cilp CILP1 MOUSE 132 kDa
[1 tobp4 _|NOG1 MOUSE 74 kDa 14| 14 2 1 6]
[ iquinonel i 25 kDa 0] 12 1 1
a 1 1
[1411] Dynein cvtoplasmic 10 kDa 1 1 —
[1a12]Retiout 104 kDa
3] Tumor protein D54 24kDa a1 1 1 1
[1414] Lona-chain-fatty-acid--CoA liaase 1 78 kDa 1 8
15[ Inositol and 128 kDa [
16] NSFL1 cofactor 047 41kDa 1 1 1 a2l 1 il 11 1
17] Protein $100-A9 a 1 13 19] 1] 2 09
[1418[ Heat shock orotein 75 kDa. mitochond a 1] 0] 1 1 5: E
[1419|NAD(P)H-hydrate epimerase a 53 Y
[1420| Reaulator of microtubule dvnamics or a 1 1 1 35 X
[1a21 Semnu nexin-9 a 7 9
[1422] Sen 3 a 1 5] 1 1 15] 1 .53
[1423 Celhiar nusiie aod-binding oroign™| oo a 1a]_1al 16| 10 1 Ts] .86
[1424] Eukarvotic translation iniaion facor [E125 54 kDa o[ 1 1al 1 4 1 .7
[1425] Proteasome activator complex subunif] Psme2 | PSME2_MOUSE 7 kDa 1 7] 4] 16| 1 1 1 1
[1426( Brain-soecific anaioaenesis inhibitor 1| Baiap2l1 _|BI2L1 MOUSE 57 kDa 0
[1427] Suithyrl oxidase 2 Qs |QSOX2 MOUSE |78 kDa 1 1
[[1428[ Nuclease-sensitive element-bindina oif Ybx1 YBOX1_MOUSE a 2] 1 1 1 7
[1429] Peroxidasin homoloa Pxdn PXDN_MOUSE 165 kDa
[1430] Neurabin-2 Pop1rdb__|NEB2 MOUSE 90 kDa
[1431] Dipeptidy peptidase 2 Dpp7 DPP2 MOUSE 56 kDa 2] 1 1
[1432[ Apobtosis-stimulatina of 053 protein 2| To53b02__|ASPP2 MOUSE | 125 kDa
433 orotein 97 Tmem97 | TMM97 MOUSE 1 kDa 1 a2 7] 1 1 1
[1434]Proteasome subunit beta tvoe-4 __|Psmb4 | PSB4 MOUSE 9 kDa 1 1 13 q0[ 1] 43[ 1 1 1 1
435/ Ui snec\ﬁc oraeas 2 Utsp2 UFSP2_MOUSE 2 kDa 2] 13 11| 15[ 15[ 1 1 1
molex subunit 9 |Uacr10_ |QCR® MOUSE kDa
Abit ABI1_MOUSE 2 kDa 1 1 1 1 =
1438] Oxvsterol-bindina rotein 1 Osbo OSBP1_MOUSE 89 kDa
0s9 0S9 MOUSE 76 kDa 1 1 1
tic subunit Capn2___|CAN2 MOUSE a 1| a2[ do| 2 4] 1 3 1 1
2 Aldh1a2__|AL1A2 MOUSE a 27| 26| 2 [ 2
Ubain2 __|UBQL2 MOUSE a 6 X X X
143[ Methyl-CoG-binding protein 2 Mecp2 _|MECP2 MOUSE a 2] — X X | 01003]  0.0942]  0.0686|
Scaf® SCAF8 MOUSE 140 kDa
[1445[ GMP svnthase [al GUAA MOUSE 7 kDa bl X | 01385]  0.4455]
46[ Reaeneratina islel-derived protein 3-b|Rea3b _|REG3B MOUSE |19 kDa ] 4l 19| 2 1 23‘ X 2
body protein 4|Chmpdb | CHM4B MOUSE |25 kDa 0| 12 4] 1 1 4 L -miﬂ
E'jmeann Mnked orotein kinase I [ILk MOUSE 51kDa 7 1 6] 1 7 9| 9
raet of PRMT1 protein _|Chtop | CHTOP MOUSE |27 kDa 4 6 5 3 s s —




[1450) Proleasome subunit alpha tvoe-5__|Psma5 _|PSA5 MOUSE 26 kDa 1 7 of 1 1 1] _12] 12w 9| 11
[ 141 kDa o 1 o 1
1 117 kDa of 3 of 2
[1 a 1 1 H 7 1 %I 5]
[1 22 kDa 15[ 1 1 8 12 1 5.
[ Da 2
[1 a 1
[ a 7| 6] 1
v a 1
Tortaip a
Ssol SSRP1_MOUSE 1kDa 1 1 1
Cita CLCA MOUSE 6 kDa 1
Mao7dl | MA7D1 MOUSE 3 kDa
Cc2dia__|C2D1A MOUSE 104 kDa 1
Ace E_MOUSE 151 kDa 1 1 3 8
Aki7a2 __|ARK72 MOUSE __[41kDa 7 1 1 7
sPacsinz_[PAGN: MOUSE |50 0a 71 2] 1 1 7
Ldnd LDHD MOUSE 52kDa 1 4 7 .9026
topomuosin soha-tohin [ Tomt —[TPUT MouSE —[34a w2 [ T ]
[1469[UDPN-: i ide N Oat OGT1 MOUSE Da 1 0.3868
K lutathione S-transferase kappa 1 | Gstk1 GSTK1_MOUSE a 15] 2 0.6189
[1471] Eukarvotic initati Eiftad __|IF4A3 MOUSE a 110 1a] 1 12 0.1249
[1 Cstf3 a 2
[ Aoc: a 2| 27| 2 15[ 23 00580
[1 a 16|10 10[ 1 1 1j 0.0541
[ 129 kDa 7 0.0399
K 141 kDa 3 [ 0.0351]
[ Da 1 3486 0.1131
[1 a 1 9. 07791
[ a 1 1 6] 21] 1 1 0671
K a 1 8 5615
a [T I 6] 14 6] 1 EI 5656
a 1 9. ‘m
a 1 1010 10] 1 0] e
K a 1 1 1 1 6] 2426
[ a 6!
K 99 kDa 1 25| 2 22
[ Da 1 [ 2846 _
K Nap1l a 1 1 7 1 12 1 1 .4970
[ a 7] 11 1 1835 __
[1450 Trmenndvl oeptiese 2 Too2 Da 4 1336
[ t Z[Acst2 bl 1 0] 14l 12| 1 il 1103
[1 a 21[ 28] 2
[ 100 kDa
[1 128 kDa X L X X 64 X
[ a 1 1 1 0] X .
K a 1 12| 1] 1. 12 X X X . X
a 1 1 9| X . X
H11 MOUSE a 1 13 13 1 12
cn[Mantal _|MA1A1 MOUSE a
Muc MUC6 MOUSE 300 kDa 32| 1
Ank3 ANK3 MOUSE 214kDa
Noo2 NOP2 MOUSE 87 kDa
150 Itsn2 ITSN2 MOUSE Da 1
a
a I 1
a 4l 13 e n] 1 1
a 18] 31 2
a 2 1 15 19| 24| 1 1
11kDa
45 kDa 1 .63 X . 1976
120 kDa X X . 5813
94 kDa ase8| |
59 kDa 4141
eta Ad or 74 kDa .0055
[1515] Joiin-associated poion 2 Ubap2 BAP2 MOUSE 18 kDa 1 1 7392
16| Villin-like protein Vil LL MOUSE 96 kDa 16 13| 15| 0 1296
iskott-Aldrich syndrome protein fam|Wasf2 ASF2 MOUSE a 1 12 12] 1 7 1
iakophilin-3 03 PKP3_MOUSE a 2
519] Culin-1 Cult CUL1_MOUSE a 3
1520] Testin Tes TES MOUSE a 5.
'ATP-dependent zinc Ymetil | YMEL1 MOUSE a
Protein LSM14 homoloa A Lsmi4a__[LS14A MOUSE a X % X 0000 0.4226]  1.0000]
Liprin-beta-1 Pofibpl___|LIPB1_MOUSE Da .56
Microtubule-associated protein RPE[MaDrﬂ ARE1_MOUSE a 1)1
C-tvpe mannose receptor 2 c2 RC2 MOUSE Da 1
Rho GDP-dissociation inhibitor 2 Arhudlb GDIR2 MOUSE a 1 1 4465
Nuclear receptor coactivator 5 NCOAS MOUSE a 1 X . X .4961
NAD-dependent malic enzvme. mitoct] Mez MAOM_MOUSE a 17] 25| . . . .8151]  0.41318] 08151  0.1318]
Ester hydrolase C11orf54 homoloa |1 SV CK054_ MOUSE a 6] 12| 1 4 1789 | os3t85] 0.061]
Phosoholipid alutathion| Gox4 GPX41_MOUSE a T 1 6 E X . 1885 0.4647. 02254
Rho quanine nucleotide exchanae fac|Arhaef2 | ARHG2 MOUSE Da X 0.1021 0.0797
ation-independent mannose-6-ohost laf2r MPRI_MOUSE Da X X . 04382
Peptidyl-prolvl cis-trans isomerase FK|Fkbod FKBP3 MOUSE a 1 % 07700] ___04961] __0.1306]
1534 Tropomyosin aloha-3 chain Tom3 TPM3 MOUSE a G4l 1a| 11| 20 19 1 1 X . . X
oteasome subunit alpha type-7 ma7___|PSA7 MOUSE a 1 10] 1. bl .5324
1536] Ubiauitin-fold modifier-coniuaating enz] Ue1 UFCT MOUSE a 13| a7 do| 1al 1o 1 1 1 X X 3747
1537] Hepatoma-derived arowth fa Hoaf HDGF_MOUS a 1 4] 1. 1 . 2149
1538]Ia aamma-3 chain C reaion 1sv IGHG3 MOUSE a 8] 12 1 2 1
Laals2 LEG2 MOUSE 15 kDa 0] 37| 4 1243
Laals9 LEGY MOUSE 40 kDa 1 1 1 6] X X X X .04
Dpent DPEP1 MOUSE __[46 kDa 4] _25] 1 2 Y . X
mas NEUA MOUSE 48kDa o X 1535
543 Tam domamlamllv member 15 | Tbeld15 |TBC15 MOUSE 77 kDa 1 1 2 X
1 MC1A MOUSE 143 kDa 3] . 1835 7595
[1545[Lvsvi ox\dase humo\uu T Loxit LOXL1_MOUSE 66 kDa 2 1 3080
ATG7 MOUSE 78 kDa R X X 2679
LR_MOUSE 74kDa Y 0.
IHAT MOUSE | 123 kDa
MOUSE a ]
| MOUSE Da .00 0.4226
DE_MOUSE a . % oo
TF65 MOUSE a 1 1 1 X X 0.1696 5788
QSOX1_MOUSE a 15[ 13| 1 X 01835
554] UDP-dlucose Uadh UGDH MOUSE a 7 14 16] 2 |
1 Top1 TOP1_MOUSE a X 01835 . 02302
arowth factor beta-1-ind|Ta1i1 | TGFI1 MOUSE a 2| 2 1 1 X L . Z 01734 0.5560 . 0.1184
1557] Adipocyte enhancer-bindin protein 1]Aebot __ |AEBPT MOUSE | 128 kDa 0.4062 . 01107
1558] SUMO-activating enzvme subunit 2| Uba2 SAE2 MOUSE 71kDa 02254
1559| U3 small nucleolar RNA-associated piUtp14a___|UT14A MOUSE 87 kDa 0.0694 05813
RCN3 MOUSE a 20[ 24| 9 1 2 .
Xaa-Pro aminopeptidase 1 npepi | XPP1_MOUSE 70 kDa 1 . X 4250] _ 05654] 01021
Actin-related protein 2/3 complex sub| Arot ARPC5 MOUSE 16 kDa 15[ 1 10 13 12| 15| 12 X X . 5424 4411
la aamma-2B chain C reaion lah-3 1GG2B_MOUSE 44 kDa 4 1 19 1] s 13 X X X 3483
C-terminal-bindina protein 2 Ctbo2 CTBP2 MOUSE 49 kDa 1 15[ 1a] 1 12 . . X 9125
Growth factor receptor-bound protein GRB10 MOUSE___[71kDa 1 X .
NCLN_MOUSE a 1
TMM43 MOUSE a 1 15[ 1
NFX1_MOUSE Da 226
PSPC1_MOUSE a 2] t0] 15[ 11| 14] 1 1 1 .
PSB6_MOUSE a 1 X X X 1012
CCD47 MOUSE a 1 1 10
TBL2 MOUSE a 2] da| 1] 15[ 13 1 1j 1 ¥
WASL MOUSE a 1 .80 . . 2302
FAM21_MOUSE Da 7 X 9 0.1994 1364
IOUSE a 1 . . . 0000
1OUSE a 0| 1o 1 1 1 B X X 1015
USE a 1427
FKBIA MOUSE a 1 1 [EIT 1 E v ¥ 5 1268
Pam3 AGM1_MOUSE a 1 1 .52 .88 ¥ 1479 X .0384
ATP bmuma casselle sub—lamllv F me| Abcf3. ABCF3 MOUSE a 1 1 1 15] 12[ . Y 1124
esis-like domain-c|Pbid2 PBLD2 MOUSE a 0] _1al 10| 1al 17] 1 1 1 0.0377
SK2L2 MOUSE Da X . 0.269
GTPBI_MOUSE a X 8.
CLU MOUSE Da X
CPNE3 MOUSE a ] .00 . 00523
CSCL1 MOUSE a X 1835 [ |
BTF3 MOUSE a 1 1 % 3172
YJ005 MOUSE a 1 X X 1489
GYS1 MOUSE a 1 % X .4226] 05185] __0.2302] __0.1835]
LMF1 MOUSE a 1 0765 | 0.0495]
PSB2 MOUSE a 6 _
RRS1 MOUSE a 3. 0.59)
BRD4 MOUSE 156 kDa 1 1 200 | oisss| otora] 02302 ou226]
Cab39 _ |CAB39 MOUSE 40 kDa 1 1 1.43 03747] ___0.2034] 07769 __0.5042
HRG_MOUSE 59 kDa 19 16 1 1 [ 17 833
Osbolla__|OSBL1 MOUSE 108 kDa 0 0 [ o2esa] | | o.2254]
3havi|ZCCHV MOUSE 7 kDa 1 —-mn—
nap SMAP2 MOUSE a 8 155 02637 02886  0.4580]  0.1394
Ptafrn FPRP_MOUSE a 1 _
MUTA MOUSE a 1 21 6] 1 4 1 2
Snxt SNX1 MOUSE a 7 7 .4226] 07769
Mich LYRIC MOUSE a 2 4465
1SV CP013 MOUSE a 1 ! 1 il 1 1 .5615]
Arlbio5___|PRAF3 MOUSE a 7 8305 0.1734| __0.2832] 05813
Vasp VASP_MOUSE a 1 ] 18] 1 1 4226 0.4909
Cod CBPD MOUSE 152 kDa 4 2999 -mm
Got ALAT1_MOUSE a 7 1346
1608 Insuhn iike arowth factor- mnam orote| lafbo7 1BP7_MOUSE a 1 1 ol 16l 1 1 X X 1835 _
intracellular channel protein 4| Clicd CLIC4 MOUSE a 5 6] 4 1 5 . .6924
1610] GlutarvI-CoA h GCDH_MOUSE a 13 a2l 1] e 1 4 o Z| 1 . .3213
1611]Isoaml acetate-hvdrolyzing esterase [lan1 1AH1 MOUSE a 3 2 9 2 4 4 7550




1612[ Toll-interactina rotein Tollip [ToLIP mousE 30 kDa 1 1 1 1 7 4 1 9 X . 061] 0.52 0.3747] 0.1131
1613]Rho GTPase-activating protein 17__|Arhaap17 |RHG17 MOUSE |92 kDa 2 1 0.3089]
Dnmt DYN1 MOUSE 98 kDa o
dca7 DC37 MOUSE 45 kDa 1 1 1 7 1
inool 1 SHIP2 MOUSE 139 kDa
1 NMT1_MOUSE 57 kDa 1
uc7l3__[LC7L3 MOUSE 51kDa 1
Rubl2__|RUVB2 MOUSE |51 kDa 1o 16 7] 1 1
Eafr EGFR_MOUSE 135 kDa 1 1 12[
Psmb3___|PSB3 MOUSE 23kDa 1
Hmaol __|HMGCL MOUSE |34 kDa
Hsphi _[HS105 MOUSE a 1 1
Gent3  |GCNT3 MOUSE a 12| 18] 2 1
Ndrat NDRG1 MOUSE a 1 2] 10 1 1
Coa3d COA3 MOUSE a
Tmed3 | TMED3 MOUSE a 1 1 1
in| Scfd2 SCFD2 MOUSE a 1 1 X . X
Fam114a1_|NXP20 MOUSE a 1 1 b 1 bl . 841900862 0.3395]
Fbin1 FBLN1 MOUSE a 1] 1 X
Aao2 AGO2 MOUSE a .
Rab6a __|RAB6A MOUSE 4 kDa . ¥ 3379
. [H2D1 HA11_MOUSE 1kDa T 1 1 K .
s GSHB_MOUSE 2 kDa 13 19 1 1
ox7c COX7C_MOUSE KDa 3785
Rab27b__|RB278 MOUSE 5 kDa 6] 20[ 2 2 Y X .
Pbxint PBIP1_MOUSE 1kDa 1 | 01835
urb PURB_MOUSE 34 kDa 6495
bl MBNL1 MOUSE 7kDa 4926
l1rap IL1AP_ MOUSE a 0.0742
Gpsm1___|GPSM1_MOUSE a 0.3785
ort APT_MOUSE a 0| 13 13[ 10| 1 1
icami___|NCAM1 MOUSE [ 119 kDa
Rabi8 _ [RAB18 MOUSE _|23kDa 1 2l 1] 1 1 1
ac6 [BAGS MOUSE Da
xn PAX| MOUSE 54 kDa 1 To] 1 1 Y X . X 30
Pdcda PDCD4 MOUSE a 1 1 . ¥ 3747
Gi2i GTF2I MOUSE Da X X X X X 4009
Bsa BASI_MOUSE a 1 1 X X 3465 03105
Shabo1 _[38P1 MOUSE a 1394 0.1181
Coro7 CORO7 MOUSE 101 kDa 1 X Y ? .8838
Mbd2 MBD2 MOUSE 43kDa X X .0 X 2846
Ei3k EIF3K_MOUSE 25kDa 0] tal 1al 1 1 X Y 2846
Uspl5 _[UBP15 MOUSE 112 kDa X X 5185| _ 06856] 05185
Slah1 STAB1 MOUSE 276 kDa
MAP7 MOUSE 2 kDa X X 3868
el SPAT5 MOUSE 7 kDa 1 __
D PPID_MOUSE a 1 4 X X 7 . 4359
Rpsekaa KS6A3 MOUSE 84 kDa X .0474
Man2b1 | MA2B1 MOUSE Da 1 X . . . .
Gstt2 GSTT2 MOUSE a Y X
Acadm | ACADM_MOUSE a 1 1 1 1
as =3 DCXR_MOUSE a
1564 vervono: cham 3-0%0acvI-CoA reduci| Hsd17b12_| DHB12 MOUSE a 1 1 1 1
1665] Keratin, cvioskeletal 71 Knt7 K2C71 MOUSE a
oot ncnt ublounnus orotein 1 Aup AUP1_MOUSE a
kinase PRP4|Profdb___|PRP4B_MOUSE Da 1
solicina factor 5 a 1
a 1 4
a o
a 7] 1
a 1 23 a6] 1 2
a
54 kDa 2] 1 1
a 1 1
Da
a
Zo3hi1a a
p3ca 59 kDa
Rab11fio5 70 kDa 13 1 1
1 48kDa 1 Y I 1
7 kDa 13 10 1 1 85
9 kDa
a 1 1 X X X 0.0719
a Y 02113
a 16 23] 15| 1 g X X
a 1 12| 1 1 11 X 01014
a 1 4 X 0.0533
UB2L3 MOUSE a 7] 12| 4 1 1.0000
Peod PEPD_MOUSE a 1 X . 08449
Iri2bol 12BPL_MOUSE a
e Tadei7_|PXO17_MOUSE a 2619 0.1835
Pura PUI USE a 1 1 1 . 10000 0.1674
[ Acadio OUSE Da
hydrolase. mifl Hagh USE a 1 A1 1 . 1327
receptor _|Piar a 0| 25] 15 .2222
Cal a 1 1 7] 13[4 1 16 2076
Tubb3 a 1 1 1 6 ¥ 5 . 1021
Lrmp a 1 . 1012
Six12 a 7 X [ 28] X . 0897
Prosc [30 kDa 5 6856
Fnde3b _|FND3B MOUSE |13 kDa 3 0357]  0.4226
Gns GNS MOUSE 61kDa 4 02254
Misp MISP_MOUSE 72 kDa 1a] 1 2[ 1 i
510010 | S10AA MOUSE a 1 18] 21] 1 ETT I X . 0513
Ndufb3 __|NDUB3 MOUSE a 5 1 0000 _
Faf2 FAF2_ MOUSE a 4 8845
DJC10 MOUSE a 15] I .0393|
IF6 MOUSE a 1 a1 4 1 0811
a 01336 .2739|
a 0.6856 .0447 0447 0.6856
103 kDa ) 4 3841 0.1994
12kDa 1 11 7 1 1
HTK1 MOUSE _[103 kba 28 el 1
HMCS2 MOUSE |57 kDa [ 1 9249
AIP2 MOUSE 50 kDa 7 1 X X 076
2C79 MOUSE 58 kDa sm -m
63 kDa e 2 _
a 1 1 3] % oa7e
PPGB_MOUSE 54 kDa 6 . X _
ACATN MOUSE a 044
ACTBL_MOUSE a ,1535
a
Da
Da
a 18] 18] 1 1
a 1 ]
a i 6 T 5]
a 1
a 0l 1 1 1 9
a 4
a 7
140 kDa .0474]
64 kDa 7791
162 kDa 1 .1994 1835
96 kDa 5 gcz1
59 kDa 1 5,67
206 kDa [1 0742 0572
77 kDa 21 7] 4 1 1 z 13,00 0.3868 0704
52 kDa 7 5 1.00 02739 0000
109 kDa [ 26 2697
Zcan14 82 kDa 0 0.75 01734 .8347
ox OXK1 MOUSE 75 kDa 1 0000 065 0742
ephs2 PS2_MOUSE 48 kDa 1 1 9 5185 .0544
anft BAF_MOUSE a 4 2.00 2637 000
2122 ol a 7 X 095 7769 .3133
doak a 0] 10 12 8 1 Y .0535
a 1 1 9.00 1.0000 .8305
a [ 2524 0533
a 1 1 9! X 0577
a 1 12 1 1 X X 33.00 0.5185 0820
a 1 12| 4] 1 1 Y Y 336 0.2383 6942
a 1 X . X 0.0621 2047
Da .4226
15kDa 1 1359
23kDa 3785
99 kDa 0000
32kDa 1 . .0416]
Da
a 1 1
a 1 7149
a 19] 2 25| .0465
a 5 6460
[1 EPN3 MOUSE a 4 7507
[ ial import inner membrane TIM44_MOUSE a 4 0000
[ 1766} Glu(amate--cvsleme liaase catalvtic s|{ Gele |GSH1 MOUSE 73 kDa 1 7 .5813|  0.2265]  0.2697]
[1767 and MOCS3 MOUSE a 1 304
[1768] Tudor domain- conlamma orotein 3| Tdrd3 TDRD3 MOUSE a .0824|  02065]  0.2879]
[ mvelin phosphodiesterase 4_|Smpdd | NSMA3 MOUSE a
[1770[Peptiayi cis-lrans isomerase FK|Fkbo10 | FKB10 MOUSE a
[1771] Hematopoietic lineage cell-specific prd Hols1 |HCLS1 MOUSE 54 kDa 1 04226] 05813
[ 1772[ Coatomer subunit zeta-1 |Conz1 |copz1 mouse a 1 1 1 . 0. . X 0.8980
[1773[RNA-binding protein 3 [Rom3 —[RBM3 MOUSE 17 kDa 1 1 1 13 2] 1 1 T . ¥ 00786 0.2637




Heal shock 70 kDa protein 13 Hspald _|HSP13 MOUSE a i 1 1 Y 6782
| Atolb1 __|AT1B1 MOUSE a 18] 12| 1 ! | 0842
D6 |DDX6 MOUSE a 1 X .9127
Mfge8 _|MFGM MOUSE a 1 2] 10| 2 1 3231 0.0818 0.0514
Fub FYB MOUSE a 4226 04226
Membrane primary amine oxidase | Aoc3 AOC3_MOUSE a I 141 1 X X % 5238
052 PRPS2 MOUSE a 1 . L X 4054
Glutathione S-transferase Mu 5 Gstms GSTM5_MOUSE a 1 3091
Acvl-coenzvme A thioesterase 13__|Acol13 __|ACO13 MOUSE a E X X 7507
cule crk Crk. CRK_MOUSE 34 kDa 1 11 1 X X 3747
Comolement C a-like orotein 2 Clai2 C1QL2 MOUSE a 1 2667  04226]  0.1994]
Pre-rRNA-Drocessing protein TSR1 he| Tsr1 TSR1 MOUSE a [ 2254
it HPRT MOUSE a 7 13 12| 1 1
myosin-la vola___|MYOTA MOUSE | 119 kDa 1296 _
4 TRFL_MOUSE a 13 35| 1 . 2632 -ﬂm
b1 NXF1_MOUSE a 1 1 4 1014
1-phosphate Ivase 1 aol 1 SGPL1_MOUSE 64 kDa 7 . 2002 ‘EE_
Pyrroline-5-carboxvlate reductase 3| Pyerl P5CR3 MOUSE a 1 4 . 3133 .5704.
o2r4___|PTPA MOUSE a 1 7 X X 8377 1208 447
A hydratase domain-containi| Echdc2 | ECHD2 MOUSE a 1 .4326 512
in E svnthase 3 Plaes3 TEBP MOUSE a 5. X X .0686
uA Imulase A a 1 13 12| 8[ X X 1734] ___0.1021] ___0.0539)
a 1 2 1 6] 4226
a 1 1 6437
a .0694 2677
142 kDa .8513 0.1385)
47 kDa 1131 01376
29kDa 4] _1al 10| 1 1 1 .86 .83 X 7769
129 kDa
141 kDa [ oames| |
1804 Sortina nexin- 1& nx18 _|SNX18 MOUSE |68 kDa
1805| ADP-ribosylation factor 6 6 ARF6 MOUSE 20kDa .0419
1806] Guanine nucleotide-bindina protein G{l Gnaa GNAQ MOUSE 42kDa 0l 1 8377
1807] Carbamoykhosphate synihase famr| Cos CPSM_MOUSE Da T 2079l 02201 |
1808[ N(G).N(G dah DDAH2 MOUSE a 0l 1 18] 19| 1 1 1
1809 Epithelial cell adhesion mulecule Eocam a
1810] Membrs o[ Parmez a 08618 06401
1811] NADH dehvdrogenase [ubiauinonel 1| Ndufos a 0.0824 02302
1812 m- 34 kDa .7700
1813[ Caloium uniporter rotein, mioch icu a 3] 1 1 .5185)
1814/ SH3 domain-containin a 0.1012
1815[Bifunctional 3" 5-p[Papss1 a % 00 % X 1.0000
1816|Isocitra INADI subu|Idh3a 43 kDa 1 X L X
1817] Importin-4 ipod 119 kDa
Hbs I 75 kDa 1
in-1 wit 40kDa 1] 1 T _
1820 SWI/SNF comolex subunit SMARCC1| Smarcc1 [123 kDa
1821 F-actin-cappina protein subunit alpha-| Capzat a 1 ] 1
1822| WD repeat-containina protein 46 | Wdrd6 a . | oares| ____|
1823| ATP-dependent 1] a 1 1 1 X X
1824| DNA-(apurinic or apvrimidinic site) Iva| Avext a 12 1 X X . 7595
1825 Protein FAMA498 Famdgh a 1 12 1 1 1 X
1826] Adenvate kinase isoenzvme 1 K1 a 1 12| 16| 13[ 1 1j 1
1827] Acyl-protein thioesterase 1 vpla a 1336 05813
1828 Sister chromatid cohesion rotein PD{[Pds5a 150 kDa .5813 1.0000
1829] Ubiauitin carboxyl-terminal hydrolase i Uchi3 a 7484 08025
1830| Dual specificity i Man2ia a 10377] ___0.5185]
1831 Valacyclovir hydrolase ohl a Y 6495
1832] Kvnurenine--oxoalutaral a 1 1 . 6401 1536
1833 Amine oxidase [fiavin-containinal A__| Maoa u a 1 2988 6011
1834] Ubiauilin carboxyl-terminal hvdrolase_|Uso10 UBP10_MOUSE a .7769 .0572
1835/ COPY 1|Gos1 CSN1_MOUSE a 3868 2879 0.1336
1836] Importin-7 ioo7 IPO7 MOUSE Da 1 X L 2193 0797
1837| Sushi repeat-containing protein SRPX| Sox2 SRPX2 MOUSE a ! .5¢
1838/ Zinc finaer protein 148 Znf148___|ZN148 MOUSE a X X X . 0.6856 02381
1839] Arf-GAP domain and FG repeat-conta| Aafal AGFG1 MOUSE |58 kDa i1 1 . . 01561 . 0.1216
1840] Fermitin family homoloa 2 Fermz __|FERM2 MOUSE |78 kDa 1 X . 1.0000 68
1841| Methvialutaconvl-CoA hydratase._ mitc| Auh [AUHM MOUSE a
1842| UDP-dlucuronosvltransferase 1-7C__|Uatia7c __[UD17C_MOUSE a 1 1 12| 16] 12 1 1 1
1843 Chitinase-like protein 3 Chil3 CHIL3 MOUSE a 25 1. 1 12.00 04226] o073 | o.080s|
1844| ER lumen orotein-retainina recentor 1|Kdelrt ERD21 MOUSE a
1845(Pyruvate brotein X co| Pdhx. ODPX_MOUSE a 1
1846] Endohilin-A2 Shaall__|SH3G1 MOUSE a 8 11.00 00535
1847| Tapasin Tapbp TPSN_MOUSE a 2 5127
1848] Probable ATP-dependent RNA helicas| Dd DDX27 MOUSE a 1
1849] Ephrin tvpe-B receptor 4 ohbd | EPHI 109 kDa 1 mm
1850 Succin dh5a1 56 kDa 2 _
1851, i ic reticulum  Ato2a3 114 kDa .
1852] Sianal transducing adapter molecle 1 Stam 60 kDa 1 X 1.85
1853] RNA-binding protein 27 bm27 119 kDa 1.00
1854/ (RNA 85 kDa 0.86. . 22
1855 Mi i I-sianaling protei] Mavs 53kDa ¥ .
1856| Oxvaen. 0ox 50 kDa 3 B ¥ 0742
1857| Nuclear factor of activated T-cells. cvt| Nfatc2 Da 1.67 X 0000 1835
1858] Developmentally-reaulated GTP-bindi Drat a 1 1 E X 0.56
1859] ADP-ibosvlation factor-like protein 1 | Arlt a 1
1860| Melanoohilin Mioh a 5] 2 1
1861 Nal+)/H(+) exchange requlatory cofac|Sic9a3r1__|NHRF1 MOUSE a
1862] Breast carcinoma-amplified BCAS3 MOUSE Da
1863] Ubiquitin thioesterase OTUB1 tubt OTUB1 MOUSE a 1 1 0] 12| 1
1864 B-cell recentor-associaled protein 31 |Bcapd1 __|BAP31 MOUSE a 5
1865] NADH lubiauinone] 1[Ndufa2 __|NDUA2 MOUSE |11 kDa 1 7
sce|NADH fubiauinonel irNdufs6 ___|NDUS6 MOUSE |13 kDa
186 inositol ransfer protein a|Pitona____|PIPNA MOUSE: 32kDa 1
1565 N terminal kinase-fike orotein vl SCYL1 MOUSE 89 kDa 1 5
1869] Myeloid-derived arowth factor vdaf __|MYDGF MOUSE a 6!
1870] P orotein 2 abon1__|PABP2 MOUSE a 5.
1871]Cell division cycle 5-like protein desl CDC5L_MOUSE a
1872] Protein Red K RED MOUSE a
1873] Pinin Pnn PININ MOUSE a
1874 Preseauence orotease. itrmi | PREP_MOUSE Da
1875] Acl-protein thioesterase 2 vpla2 ___|LYPA2 MOUSE a
1876| Casein kinase Il subunit aloha” Csnkza2 | CSK22 MOUSE a 1
1877] Eukaryotic translation elongation factcEefiel __|MCA3 MOUSE a 1
1878[N fission reaulator 1-ike | M1l MFRIL MOUSE a
1879] Carbony reductase [NADPHI 2 Cbr2 CBR2 MOUSE a a7 1
1880 Maanesium lransporter protein 1 | Maat1 MAGT1_MOUSE a 1
1881 Transthvretin i TTHY MOUSE a 0] 1 1 1 1
1882/ 26S proleasome non-ATPase reaulate|Psmd7___|PSMD7 MOUSE a 1 1 7 X
1883[ UDP-N- Uapt UAP1 ISE a 7 .4382
1884] Protein HID1 Hig1 HID1 MOUSE a .0894
1885] Procollagen 1_|Colaaltl__|GT251 MOUSE 1kDa 0942
1886] Aooplosis inhibitor 5 Aoi5 API5 MOUSE 7 kDa
1887] Plasma membrane caci to2b4 | AT2B4 MOUSE 133 kDa
1888] Seolin-4 4-Sep|SEPTA MOUSE |55 kDa
1889] Very-lona-chain (3R)-3-hvdroxvacyl-C|Hacd3 | HACD3 MOUSE a
1890 Redox-reaulatorv protein FAM213A_|Fam213a | F213A MOUSE a 1
1891 Uiquitin fusion dearadation protein 1] Ufd11 UFD1 MOUSE 34 kDa
1892 Aminoacyl IRNA svnthase comolex-in|Aimo2 | AIMP2_ MOUSE a 1l 1
1893] Osteoclast-stimulating factor 1 Ostf1 OSTF1_ MOUSE a 1
1894[Rab11 familv-interacting protein 1__|Rab11fio1 |RFIP1 MOUSE a
1895| Serine-threonine kinase receptor-assd| Strap. STRAP MOUSE |38 kDa 1
1896] Ubiauilin carboxvI-terminal hvdrolase |Uso7 UBP7 MOUSE 128 kDa 3 1
1897]2-oxoisovalerate dehvdrogenase subu|Bekdhb | ODBB MOUSE 43KkDa 2] 1 1 10
toselEvanvolc mmanon factor A1 Eifta2 __|IF4A2 MOUSE 46 kDa 1ol 1 7
1899] E3 uf in ligase RNF31__|Rnfa1 RNF31 MOUSE 119 kDa
1900 BolA- er nro(eln 2 Bola2 BOLA2 MOUSE |10 kDa
190 p2r2a__|2ABA MOUSE 52kDa
famiy membe| Tm9sf2 | TMS2 MOUSE |75 kDa
oca At fubiauinonel 1 [Ndufo7 __|NDUB7 MOUSE |16 kDa
1904 Heat shock 70 kDa protein 1-ike _|Hspall _|HS71L MOUSE |71 kDa
1905]Ia alpha chain C reaion 1SV IGHA MOUSE 7 kDa 1] 1
Is0elUPruTE0 ootein MYG, MYGT MOUSE 3 kDa )
1907 ATP-binding cassette sub-family B me] Abctﬂ ABCB7 MOUSE 3 kDa [
1906] RNAbindina rolen 26 RBM26 MOUSE 14 kDa 4
9] Platelet-activating factor Paitc |Lint WOUSE 7kDa
a
[1911]s d protein 20 a
[1912[ Nucleolvsin TIAR i a
13] Pleckstrin homoloay domain-containin| a
14|Translanon initiation factor eIF-2B sut| a
X a
a
1Q domain-containing protein H lach 1QCH MOUSE 123 kDa
PSMD4 MOUSE |41 kDa
-containing pilsoc2a___|ISC2A MOUSE a 2] 1 1
Cis-B Cisb CS1B MOUSE 77 kDa
ajor urinary protein 2 Mup2 P2 MOUSE a 7] 18 1 1 1
Golai SNAP receptor complex membe | Gosrt GOSR1_MOUSE a 4
9S ribosomal protein L12. 1 RM12 MOUSE a 2
ILV-related oroviral Env polvorotein |1 5! ENVi_MOUSE a 1 1 [ 1
i J1s CN159 MOUSE 66 kDa
ith ITIH2 MOUSE 106 kDa
idhdal _|AL4AT MOUSE a
Gect GCC1 MOUSE a
Csnkzal | CSK21 MOUSE a
Psmd8___|PSMD8 MOUSE a
D10JhuBte [EST MOUSE a 1 9!
Mind4 _ |NUAM_MOUSE a 4 4
STOM_MOUSE a 1 1
Gomi___|GOLM1_MOUSE a [ 0 1
1935] Dystrobrevin beta Dtnb DTNB MOUSE a [ 1




Nuclear fraaile X mental retardation-in| Nufip2 NUFP2_MOUSE a 2
a
a
a
a
a
a
a
a
a
139 kDa
15kDa
68 kDa
29kDa
78 kDa
18kDa
49 kDa
145 kDa
46 kDa 1
187 kDa
71kDa
a
a
a
a
a
1962] Vacuolar protein sortina-associated i Vos37c | VP37C_MOUSE a
1963] Cell death requiator Aven ven AVEN MOUS! a
1564]Growth acor recetorbound profein [Grte GRB2 MOUSE a
1965 Gamma-alutamyl hydrolas: an GGH MOUSE a 1
1966| Glutaredosin-1 i GLRX1_MOUSE a
1967] Keratin. tvpe | cuticular Hat 31 KiH1 MOUSE a 1
1968/ import receotor subunit | Tomm40 | TOM40 MOUSE a
1969] Vesicle-associated membrane protein| Vapb VAPB MOUSE a
tore/NADH iubiauinone 1 [Nia7 _[NDUAT MOUSE a
i nt PKN1_MOUSE Da
Cosanad oot Gat3 s Cons COGS5 MOUSE a
Rho-related GTP-binding protein Rho(Rhoa RHOG MOUSE a
Scarb2 | SCRB2 MOUSE 54 kDa
11 |GRPE1 MOUSE a
Psmb7___|PSB7 MOUSE a
Ubeda __|UBE4A MOUSE Da
Ni5e2 5NTC_MOUSE a
Cric3 CRTC3 MOUSE a
lah-ta___|GCAM MOUSE 4 kDa 1
Erichs | ERIC5 MOUSE 9 kDa
1.4-aloha-alucan-branching enzvme _| Gbet GLGB MOUSE a
1983[ Intearin beta- itab2 1782 MOUSE 5 kDa
1984] Fermin el hormoloa 3 Fermi3 __|URP2 MOUSE 76 kDa 1
1985 7-alpha-hdh 9a1 _|CP39A MOUSE 54 kDa 1
1986 Thiorea o[ Tm 34kDa
Serum 2_[Pon: 40kDa
1988| Desmocollin-2 Dsc: 100 kDa
1989] Conserved oligomeric Golai complex <| C 82 kDa
1990] Sodium-couled neutral amino acid tr{ Sic38a3 56 kDa
1991 Proteasome subunit beta tyoe-5 | Psmb5 29kDa
al Cept35 [CP135 MOUSE 133 kDa
b iated p|Simap | SLMAP_MOUSE a
1994/ Soecifcally androaen- reuula(eﬂ qene [Sara SARG MOUSE a
NTSC MOUSE a
1996| Vacuolar protein sorina-associated b Vps29 |VPS29 MOUSE a
Aloxs LOX5 MOUSE a
1558{Molvbdenum coactr biosvnhess or{ecs1__|MOGS1 MOUSE a
Afm AFAM_MOUSE a 1
OUSE a
SE 9 kDa
OUSE |71 kDa
USE a
OUSE a
OUSE a
84 kDa
a
USE a
SE a
USE a
SE 14 kDa
87 kDa
SE 39kDa
OUSE__[103kDa
USE 37 kDa
OUSE 106 kDa
USE 18 kDa
USE 80 kDa
58/p45 USE 59 kDa
bodv protein 3| Chmo3 OUSE |25 kDa
ment factor B2 Saf2 OUSE |12 kDa
ion factor 5 Arf5 IOUSE 21kDa
Lvz2 USE 17 kDa
2024 Eukarvonc(ranslanon it fclr [Eiftax OUSE 16 kDa
Pual USE 97 kDa 0
2026 umaumn o oS | arE OUSE |51 kDa 1
A Pla2atb 1OUSE 16 kDa 7
IOUSE a
Sidlec 183 kDa
111kDa
[sis | SE 168 kDa
USE__ [63kDa
1 MOUSE __[35kDa 1
Serpinadn | SPA3N MOUSE 47 kDa 1j
Famo8b _|FA98B MOUSE a
Actléa___|ACL6A MOUSE a
Suat1 SGT1 MOUSE a
Ovat OPA1 MOUSE Da
Pver2 PSCR2 MOUSE a
amp2___|LAMP2 MOUSE a
Esm1 a
85 kDa
43kDa
34kDa
Da
a
a 1
Da [1
a 1
a 4
a
nui3 H2L1 MOUSE a
m PMGE MOUSE a 1
49 kDa
17kDa
99 kDa
73kDa
18 kDa
a
a
a
a
Peptidyl-prolyl cis-trans isomerase . a
Dell3 5otz 4-dienov-Coh s a
a
a
a
a
a 00385
Kinase 24 a
Endoplasmic reticulum i Da
2072] Uridine svnthase a
Citrate Ivase subunit beta-like protein | Civbl CLYBL MOUSE a
Coiled-coil domain-containina protein |Ccde8Sc | CC85C_MOUSE a
OCIA domain-containing protein 1 iad1 __|OCAD1 MOUSE a
Gooper ranssortorolen ATOXT__|Atoxt ATOX1 MOUSE kDa
Nit2 NIT2 MOUSE a
Stkp3 | STXB3 MOUSE a
C CLPP_ MOUSE a
Poic PPIC_MOUSE a 1
Mcm3 __[MCM3 MOUSE a
[ Sik SLK MOUSE Da
Cdit CDIPT MOUSE a 1
my: Ao3mi___|AP3M1_MOUSE a
2085 Cysteine-rich protein 2 Crip2 CRIP2 MOUSE a
2056 Sideroiein2 Stz SFXN2 MOUSE a
in Cwhd3___|PG2IP MOUSE a
208 Bitnctonal coenvne A surihase [ Goasy —[COASY MOUSE a 1
2089[ Alpha-parvin anva PARVA MOUSE a
2090] Acetvl-coenzvme A svnthetase. oyl CSA_MOUSE a
2091 Heat shock protein beta-8 Hspb8 _|HSPBS MOUSE a
2092] Inosine triphosphate toa TPA_MOUSE a
2093 Peroxisomal enzyme ty[Hsd17b4__|DHB4 MOUSE a
2094] Somatostatin MS MOUSE 13 kDa
2005|N-acetvlated-alpha-inked acidic ALD2 MOUSE __[83kDa
2056l Prton in homok C in7c IN7C_MOUSE 22kDa
fubiauinonel irq Ndufsd DUS4 MOUSE |20 kDa 4




2098[ Microtubule-associated protein RP/EE[Mabre2 [MARE2 MOUSE __[37 kDa 3 1.47] 0.7769
[ 2099 UBX domain-containing protein 1| Ubxnt UBXN1 MOUSE |34 kDa 12 0474
[2100] Cleavage and ool lation soecifi| Cosf7 CPSF7 MOUSE |52 kDa 0.2804
[2101]Vacuolar prot a-associated pi| Vps37b___|VP37B MOUSE __[31kDa
[2102[Protein unc-45 homoloa A Uncd5a__|UN45A MOUSE 103 kDa
103[ Phostensin Popirl8__|PPR18 MOUSE a
[2104]Catheosin Z Ctsz CATZ MOUSE 34 kDa 1
[2105[Serpin B5 Serpinb5 | SPB5 MOUSE a 1 1
[2106[He HNRLL MOUSE 54 kDa
a
a
a
a
a 1
a 1 1
a 1
a 6
Sh3alb1 [ SHLB1 MOUSE a 3]
Hsd17b11_|DHB11 MOUSE a 2 1
sap2__|KPRB MOUSE a 1 1
mbo AMBP_MOUSE a 6
EMC2 MOUSE a
SRC MOUSE a
GLYC MOUSE a
PPIG MOUSE a
12BP1 MOUSE a 1
SNX6_MOUSE a 6
SGTA MOUSE a 4
ACTZ MOUSE a 5
LIFR_MOUSE 123 kDa 1
TRABD MOUSE 42 kDa 1
CDV3 MOUSE a 3]
ODR4_MOUSE a 2
SCG1_MOUSE a 1
PPBT MOUSE a
COPG2 MOUSE a
DC112 MOUSE a
UCHL5 MOUSE a
C163A MOUSE Da
SPON1_MOUSE a
VAV MOUSE a
MTPN MOUSE a
KAT1 MOUSE a
FEN1_MOUSE a
SUOX MOUSE a 1 1
Erleci __|ERLEC MOUSE a
Gimapd | GIMA4 MOUSE a
dx1% _|DD19A MOUSE a
iva LICH MOUSE a
imd1 LIMD1_MOUSE a
vk KSYK_MOUSE 71kDa
[2 stidine triad nucleotide-binding prote| Hint2 HINT2_ MOUSE a
,150 Cellsuﬂacealvconmlem uC1s icam | MUC18 MOUSE 2 kDa
[2 dehydroge|Impdh1 | IMDH1 MOUSE 5 kDa
[2152 Thimosin botat Tmsbdx | TYB4 MOUSE kDa 1
2153 Acidic leucine-rich nuclear phospht b |AN32B MOUSE a
[2 T THIC MOUSE a 1
[2155] Bifunctional 3- 50| Papss2 APS2 MOUSE a
[2 € protein 5| Pams GMS MOUSE a
[2 Subunit beta EXB MO a
[2 a
[2 a
[2 a
[2 a 1
[2 a [1
[2 a
[2 a
[2 a
[2 a 4 2
[2 kDa 7 7
[2 a 1 1
[2 a 4
[2 a 7
[2 34 kDa 1 9
[2 a 1
[2 a 1
[2 a
[2 a
2 a [«
[2 a
[2 a 05813
[2 a 0.1546
[2 PI16_MOUSE 3 kDa 1 0.7445
2 [PLOD2 MOUSE 34 kDa
E Ndubi __|NDUB1 MOUSE kDa 5185]  0.2302]
[2 Smarcel _|SMCET MOUSE __|47 kDa 4226 [ oto12] _ o0.2254]
[2 BCKD_MOUSE 47kDa
[2185] Transmembrane protein 263 Tmem263 | TM263 MOUSE |12 kDa
[2 Calcium-reaulated heat stable rotein |Carhsp1 | CHSP1 MOUSE 16 kDa
[2187] Stimulator of interferon aenes protein [ Tmem173 |STING MOUSE |43 kDa
[2188[Givcer Pap PGP_MOUSE a
Vos26a IOUSE a
133 kDa
59 kDa
46 kDa
54kDa
a
a
a
a 0000
1kDa
5 kDa 1.0000
133 kDa 0.0474 0377]  0.4226|
7 kDa 02619 .0351
a 04226 4226
a .0728]
a .4223 03785
a 1 1835
a 1 6495
a
ntaining 1 or| Endod1 IOUSE a
i vz QOR MOUSE a
[2 7g|£v(osohc - 3A Nt5c3a 5NT3A MOUSE a
1[Ph D3 Pld3 PLD3 MOUSE 54 kDa
[2212[Vacuolar brotein sortina-associated oif Viat VTA1 MOUSE 34 kDa 1
[ 2213 NEDDB-coniugating enzvme Ubc12_|Ube2m __|UBC12 MOUSE a 5
410-acelvADP rbose deacetiase WA acrodT__[MAGDT MOUSE a 7
[2 Cia subi[Clac C1QC MOUSE a
it CRYLT MOUSE a 1
Ndufall _|NDUAB MOUSE a
51306 SF3B6 MOUSE a
Niib NFIB_MOUSE a
Krt16 KiC16 MOUSE a
Tom1 |Tom1 mouse a
Sumo2 __ [SUMO2 MOUSE a
Hk2 HXK2 MOUSE 103 kDa
Reort RCOR1 MOUSE |52 kDa
Roia RPIA MOUSE a
Cvolbi __|CP1B1 MOUSE a
Matia __|METK1 MOUSE a
Rol37 RL37 MOUSE a 3868 X
Metst MCTS1 MOUSE a
Ranbo1 __|RANG MOUSE a 0.4676
tse CATE MOUSE a 1 1 0.0349
itaat ITA1_MOUSE Da 05384
Gripap1 __|GRAP1 MOUSE __[93 kDa 1 —-m&n
Prkch KPCB MOUSE 77 kDa [1
Serpinfl | PEDF_MOUSE 6 kDa [ 1
Usma5 _ |USMG5 MOUSE kDa 7. 3.
Stxt STX18 MOUSE a
Ahcvil | SAHH2 MOUSE a
my AMY1_MOUSE a
somal protein L19. 9 |RM19 MOUSE 34 kDa
[ ATP-dependent RNA helicas] Dd DDX58 MOUSE 106 kDa
[ 2242] Sianal recoanition oarticle 14 kDa oro|Sro14 SRP14 MOUSE |12 kDa 1
[Paindelohin Paimd___|PALMD MOUSE |63 kDa
ivbl ILVBL MOUSE 68 kDa
[2 lutamine-fructose-6-phosphate amir| Got2 GFPT2 MOUSE 77 kDa 1
45 V!armn K evoide reductase comoie|Vioreili_[VKORL moUSE 0 kDa 1
Galk2 GALK2 MOUSE a 2
48| Zine ransorter chaem S39A7 MOUSE 1 kDa 1
7kDa
a
WDR61_MOUSE a
a
a
XooT Da
kinaseR1__| Oxsr1 OXSR1 MOUSE a
2256] Ubiauitin-coniudating enzvme E2 K__|Ube2k | UBE2K MOUSE a
2257| V-tvpe proton ATPase subunit C 1 Alpﬁv1c1 VATC1 MOUSE a 1
2258| Custatin-C CYTC MOUSE a 5.
2250| Dynein liaht chain roadblock-type 1 wam DLRBI MOUSE __|11kDa 5! 4




2260] GPY inositol-deacviase aap1___|PGAP1 MOUSE Da 0
2261]Putative hydrolase RBBPY Rbbpd __|RBBPY MOUSE a
Eont EPNT_MOUSE a
X prenyl protease 1 homolog | Zmpste24 | FACE1 MOUSE a
2264 Mitolic spindle assemblv checkpoint o Mad1l1 D1L1_MOUSE 34 kDa
2265] Leucine zipper putative tumor suppres] Lzt LZTS2 MOUSE a
2266] MethvI-CoG-binding domain protein 1 [Mba1 BD1 MOUSE a
2267 Putative hexokinase HKDC1 Hkdct HKDC1 MOUSE 102 kDa
2268 MAGUK 055 subfamilv member 6 006 PP6_MOUSE 63 kDa
2250l Anicen enice sprtr 2 ap2 TAP2 MOUSE 77 kDa
Polvoeptid it [GALT1 MOUSE 64 kDa
Prtein VAG14 homolos Vacid /AC14_MOUSE a 1
Maane: ot IGDP1_MOUSE a 5
Sna NRPA MOUSE a 4
Myzap YZAP_MOUSE a 2
t4e [IF4E_MOUSE a 1
Acvi ACY1 MOUSE a 2
erpina6__|CBG MOUSE a 1 8
o4 DPP4_MOUSE a [1 [
001121 |PPR21 MOUSE a 0
otub FETUB MOUSE a 1 1 [
impadi___|IMPA3 MOUSE a
009 1PO9 MOUSE Da
Sm9 SRP09 MOUSE 10 kDa
Naet ULAT MOUSE 60 kDa
Fblimi___|FBLI1 MOUSE 41kDa 1 1
TAF5 MOUSE 87 kDa
USE 76 kDa 1 1
OUSE |55 kDa 45
USE a .43
IOUSE a .77
USE a 1 00]
OUSE a 43]
IOUSE a 00
PLBL1 MOUSE a 75
1_MOUSE a 50
USE a 1 09
MOUSE a 1 12 1 1 21
MOUSE a 21
M3 MOUSE a
MOUSE a
R2 MOUSE a 1
3 MOUSE a 1
OUSE___[16 kDa
VPS4B MOUSE 49 kDa
MYEF2 MOUSE |63 kDa
IOUSE 46 kDa
PTBP3 MOUSE 57 kDa
IOUSE 73 kDa
IOUSE 1kDa
[2310] Sianal transducina adapter molecule Z{Stam2 | STAM2 MOUSE a
[2311] MKI67 FHA domain-interacting nucec| Nifk MK67I_ MOUSE a
membrane orotein|Vamo2 | VAMP2 MOUSE a
[2313]Heat shock-related 70 kDa protein 2 |Hspa2 __|HSP72 MOUSE a
14 U2 small nuclear A'[Snoal _|RUZA MOUSE 28 kDa
[2315]Luevtcustr aminospicase npep __|LCAP MOUSE Da 1
DHRS7_MOUSE a 1 1
a
a
a
Da
a
91kDa X ¥
39kDa 1 1 1 X .
a 1 |__o02065] | 0.2265]
h Ic a 15| 14] 2 1 _
‘mem109_|TM109 MOUSE a
Hook? __|HOOK2 MOUSE a __
c3h15__|ZC3HF MOUSE a
75 2C75 MOUSE a X X
m GRN_MOUSE a 1 X - .
itochondrial import inner membrane | Timm13 | TIM13_MOUSE 10 kDa ¥
TADT MOUSE |41 kDa
OUSE |76 kDa
60 kDa
a
a
a
a
a
a
a
a
a
a
a
[2 ting orotein a
[2 or 2 a
a
Sphi a 1
a
MOUSE a
Pims MS_MOUSE a 1 4
[icat [IcA69 MOUSE a 3
[Pena IOUSE a 1
Enn: IOUSE a
10USE a 0l 1
USE a 1
[Ba MOUSE a 4
V-tvpe proton ATPase 116 kDa subun}ﬁlpﬁvﬂm 96 kDa
Turosin non-rec| Pton1 a
Patelet alycoprotein 4 Cd36 CD36 MOUSE a
TCP4_MOUSE a
Gnpdal __|GNPIT MOUSE a
gim2 __|[PDLI2 MOUSE a
naib6 NJB6_MOUSE a
min EMA MOUSE a
rfip1 RRF1_MOUSE a
soct SOCT MOUSE |32 kDa
i[ Abat ABT MOUSE 56 kDa
Acsld CSL4 MOUSE __|79kDa
on Pam MD_MOUSE Da
{[Rabep2 |RABE2 MOUSE a
fan1b3_|PA1B3 MOUSE a 1
Ziol ZFPL1_MOUSE 34 kDa
2 SIR2 MOUSE a
Ranbp3 _|RANB3 MOUSE a
6c PP6_MOUSE a
fah1b2 | PA1B2 MOUSE a
bn1 REB_MOUSE a
Roh13  |RDH13 MOUSE a
apn5___|CANS MOUSE a
Heboi __|HEBP1 MOUSE a
Hek HCK_MOUSE a
udcd__|NUDC1 MOUSE a
ba GLCM_MOUSE a
iooressor protein 1 ssT MTSS1 MOUSE a
2387 F-BAR domain onlv protein 2 cho2 FCHO2 MOUSE a
2350 istoviated anine-fh Crinase s|Marcks __|NARCS MOUSE a
al MAL2 MOUSE 19 kDa
A Coa CBPA3 MOUSE |49 kDa 2 1
2391 Cleavage and i C CPSF2 MOUSE a
2392 Lona-chain fatty acid transort S27A4 MOUSE 72 kDa
2393 Sianal recoanition particle 19 kDa pro|Sro1: SRP19_MOUSE a 1
2564l At soonzume A Ioestorase 2 il Acol ACOT2 MOUSE a
eptidase si[Pmpch | MPPB MOUSE a 1
echotvrosin]Acot PPAC MOUSE a 4
CdcaZeps |BORG4 MOUSE a 1
Rent RCN1 MOUSE a 1 9
CTR1 MOUSE a
Tsoa N8 MOUSE a 2| 1
5-Sep|SEP15 MOUSE a
Lims LIMS1_MOUSE a
Rsi1d1__|RL1D1 MOUSE a
Anxa ANXA8 MOUSE a
Hook3 __|HOOK3 MOUSE a
Rab3ili__|RIGEF MOUSE a
Dvnc DC1L2 MOUSE a 05185
Atobvid__|VATD MOUSE a 0.3868
[2 Poill PPIL1_MOUSE 18 kDa
[24 edla(or of RNA polvmerase Il transc|Med15___|MED15 MOUSE 87 kDa X
1 bule-associated p|Emi1 EMALT MOUSE a
[ D sdmde1 | GSDMD_MOUSE a
3] Src kinase-associated phost SKAP2 MOUSE a |
[ 2414] ADP-ribosviation factor GTPase-activi| Arfaao1 __|ARFG1 MOUSE a
2415 Mitochondrial Rho GTPase 2 hot2 MIRO2 MOUSE a 1 1
[2416 P deaminase Hmbs HEM3 MOUSE a 1 2
17] Arfaptin-2 Arfip2 ARFP2_ MOUSE a 5 1
18] S-ohase kinase-: assocla(ea orotein 1 |Skot SKP1_MOUSE a 3. 4 54
[2419[ Aldehyde mily 16 m|Aldh16a1 _|A16A1 MOUSE a 1 3]
[ 220l Nomal mucosa of esco NMES1 MOUSE a 12| 14 1 [ E1
elongation factor B polvi[Tceb2 _|ELOB MOUSE 13kDa 4 1




[2422] Guanine nucleotide-bindina protein G|Gna12 | GBGT2 MOUSE kDa 2
423| Zinc finaer CCHC domain-containina i Zechc8 __|ZCHCB MOUSE a [
[ 2424] Sodium-coupled neutral amino acid tr{Sic38a5 | S38A5 MOUSE a 6
[2425[Lysosome-associated membrane alvc|Lamp1 | LAMP1_MOUSE a 1
[2426] Alpha-1-antitrvosin 1-4 eroinald |A1AT4 MOUSE a 1
[2 luitin-protein ligase TRIMS6 | Trims6 | TRI56 MOUSE a
[2 terminal-| Dnttio2 | TDIF2_ MOUSE 84 kDa
[2 RM02 MOUSE a
[2 Sont OSTP_ MOUSE a
[2 Inmt INMT MOUSE a
[2 dhibi__|AL1BT MOUSE a
[2 Hs1bpd _|H1BP3 MOUSE a
[2 MSI2H MOUSE a
[2 Rexo2 __|ORN MOUSE a
[2 E ECI2 MOUSE a
[2 roapl___|AMRP MOUSE a
Hnl HN1L_MOUSE a
»nde12 | TXD12 MOUSE 19 kDa
I anchor orotein 8-like AkaoBl | AKPBL MOUSE 71kDa
[ ble protein 205-A | 1fi205a __|IFISA MOUSE a
2|Cvchn dependent kinase 118 Cdk11b __|CD11B MOUSE a 1
a 1
a 3.
|2 84 kDa [
[2 a [1
[2 a 1
[2 7 kDa 2
[2 a 1
[2 106 kDa 3
[2 a [
[2 a 2
[2453] Extracellular matrix protein 1 a
[ 2454 Histone deacetviase complex subunit a
[2455[Reaulation Mnuc\earnve mi a 1
[2 a 1
[2 a 3]
[2 a 5.
[2 a
[2 a
[2 a
[2 a
[2 a
[2 a
[2 a
[2 a
[2 a
[2 a
[2 a
[2 a
[2 a
[2 Gfa a
biauitin carboxyl-terminal hydrolase i UchiT a
[2 rotein complex subun| Eme7 EMC7_MOUSE a
[2 in receptor ADRM|Adm1 DRM1_MOUSE a 1
[2 Muxt MTX1_MOUSE a 1 | 267 0.50 1332 2254 2302
[2 Ubiquitin-like-coniugating en: (| Ata3 ATG3 MOUSE a 3| | 1.10 1.00 5185 0000
[2 Iv molecular chaperone reau| a 1 1.00 233 00 0000 3868 1336 00742
acetyi-bet a 1 00 3868 10000 3868 1.0000
[2 a 1 1.00 6. 67 .0419 0.1994
[2 a 1 - | 4. .00 0.1012 3990 2065
[2 a 2 0.50 T 67 0.2254 3785 5286
[2 M a 5| 1 .00 1235 7291 0.1394
[2 I0USE a 1 2.50 1. 0.4226 2739 0000 0.1296
2 IOUSE a 1 E— 0.75) 0.6495 0572 02254
[2 Bizf G045 MOUSE a 5 0.36 0.5666 04226
[2 2A5G MOUSE a 250 1.00 04226 0.1012 0000 .0377
[2 in-soecific ol Gold1 PHLD MOUSE a 1.00 | 1.0000 4226 0.2697
[2 ‘component C1a receptor Cd: C1QR1 MOUSE 69 kDa 0.0377 .0377)
[2 ool element|Coebd __|CPEB3 MOUSE |78 kDa 04226 4226
[2 N catalytic chain | Con1 CBPN_MOUSE 52kDa .0494. 0533 0.4226
[2 subunit aloha | Hexa [EXA MOUSE 61kDa 087 5351 .0377
[2 ianal peptidase complex subunit 1| Spcs1 SPCS1 MOUSE a I .82 .0474 1844
[2 d GTP-bindii| Dra2 DRG2 MOUSE a .76 7250 0590 0.1823
2. a2 [1PYR2_ MOUSE a — 3 1.67 .0357 1835
Ctos2 __|PYRG2 MOUSE a .50 0.50, 5185 5185 0.6495
porting ATPa{Ato1b3___|AT1B3 MOUSE a .56 0.89) 6856 8178 05384
oicc |PP1G MOUSE a .00 1.40 1012 2302
A, n[Trmt1 TRNT1_MOUSE a — 7791 2697 0.1734
Coroza___|COR2A MOUSE a 0572 00572
Nitt NIT1_MOUSE a — 071 460 04382 04226
Num NUP43 MOUSE a 0.53 2.00 01181 7250 1.0000] 0.0782
mia GMFG MOUSE 17 kDa — 0.75) 5.33 06495 8505 0.0766 0.0660
Arhaam& RHG18 MOUSE |75 kDa 2302 0.0572 0.1835
PNKP_MOUSE 57 kDa 1.00] 7.00[ 10.00 1.0000] 3785 0621
cuma |cAD13 MOUSE 78 kDa
59 kDa
97 kDa
65 kDa
130 kDa
69 kDa
79 kDa
1 kDa
34 kDa
[2 a 6 kDa 0.7468
[2 ¥ sV |GCAB MOUSE 37 kDa
17 Keratin, tvpe Il cuticular 82 [KRT82 MOUSE 7kDa 04226
[ d protein 23 [Snap23 | SNP23 MOUSE a 0377
2519 Calcium load-activated calcium chann| Tmco1 | TMCO1 MOUSE a
Microsomal alutathione S-transferase | Mast1 |MGST1 MOUSE a
Ras-related protein Rab- b5a __|RABSA MOUSE a
Fucose mutarotase om FUCM_MOUSE a
L LXN_MOUSE a
Dual sbecificity protein %[ Duso3 US3 MOUSE a
mplex subunit Mi chd6 IC25 MOUSE a
SWI/SNF-related mamx associaled aSmarcb1 | SNF5 MOUSE a
pero X2 GPX2 MOUSE a
2528 Protein ABHD11 bhd11 _|ABHDB MOUSE |34 kDa
H2 domain-containina protein 7 h2d7 __|SH2D7 MOUSE __|51kDa
Peroxisomal carnitine O ot OCTC MOUSE 70 kDa
285 ribosomal protein S30. RT30 MOUSE a
Protein auakin Qxi QKI MOUSE a
collagen-lysine 2-oxoalutarate 5-dil Plodt PLOD1_MOUSE a
fanba___|MANBA MOUSE Da
1 family member D1 [Sultid1___|ST1D1_MOUSE a
laultin-coniuaating enzvme E2 varie| Ube2v1 | UB2V1 MOUSE a
3-cyolic-nucleotide 3- CN37_ MOUSE a 1
1 domam containina familv protein vmun YTHD1 MOUSE 1kDa 1
2539 Prot D-aspartate) O| Pemtt PIMT MOUSE 5 kDa 1
oAb nbosvlanon lac(or iike orotein 84 n a ARLBA MOUSE 1 kDa 1
[2541(Zinc finger proteir 22 ZNF22 MOUSE 7kDa 3]
2] ADP- nbosvlanon eclorihe proten 3 [ Ar ARL3 MOUSE a 2
[2543] Svntaxi brotein 2 top2 _|STXB2 MOUSE a 1
i Proton bloa homgoa elo PELO MOUSE a 3
5] Alph 2c1 tan2c1 | MA2CT MOUSE Da
fioh |AFTIN MOUSE Da
bfox2 __|RFOX2 MOUSE a
EMC3 MOUSE a
lox15___|LOX15 MOUSE a
Lmi2 LMF2_MOUSE 80 kDa
SH3L3 MOUSE 10 kDa
Numb NUMB MOUSE a
icam1 ICAM1_MOUSE a
Swap70 | SWP70 MOUSE a
Tomm34__| TOM34 MOUSE a
bca |PcaT2 MOUSE a
Thnsi2___ | THNS2 MOUSE a
it Mndal MNDAL MOUSE a
Trm14___|TRI14 MOUSE a
'WD40 repeat-containina protein SMU[Smu1 SMU1_MOUSE a
Chaa CMGA MOUSE a
Comolement component C8 beta chail C8b CO8B M '}USE a 1
GIT2 M a 1
PRP3T DUSE a 1
i ZN326 MOUSE a
LACTBZ LACB2 MOUSE a
Selenide. water dikinase 1 SPS1_MOUSE a
Colled-coil domain-containina brotein CC115 MOUSE a
Al APOA2 MOUSE a 3]
iehvdroe| IMDH2 MOUSE a 3.
PDC SE a 1
PPM1G MOUSE a 2
elonaation fa SELB MOUSE 54 kDa [
ATX10_MOU: 54 kDa 2
ATIN MOUSE a 1
PL_MOUSE a 8
LSK_MOUSE a 1
fauinonel 1 [Noot Q01 MOUSE a 3
Ist S| MOUSE a 1
ic7a8 AT2 MOUSE a 0
Pfdns PFD5 MOUSE 17kDa 1
ase €560 MOUSE 18kDa 1
2583(V-tvpe proton ATPase subunitd 1 |Atobv0d1__|VAOD1 MOUSE |40 kDa 3]




2584] lodotvrosine deiodinase 1 [ivd [IvD1 MOUSE 3 kDa 7l [ oosr2] 00572
-Drotein ligase synoviolin_| Syvnt SYVN1_MOUSE 7 kDa
o Tmxt TMX1 MOUSE 1 kDa
Mtatp8 | ATP8_MOUSE kDa
Thumpd1 _[THUM1 MOUSE 9 kDa
Gmfb. 17kDa
39 kDa
ARHL2 MOUSE |39 kDa
| Acss1 ACS2L MOUSE |75 kDa
Pam2i___|PGM2L_MOUSE |70 kDa
3 PDK3 MOUSE a
Ger ALR_MOUSE a
Rab27a _|RB27A MOUSE a
iges2 | PGES2 MOUSE a
eals __|PEAT5 MOUSE a
am114a2 |F1142 MOUSE a
ox AOX MOUSE a
GLRX5 MOUSE a
noo PNPO_MOUSE a
inpp1 INPP_MOUSE a
Nocar? NEGP2 MOUSE a
Paim ALM_MOUSE a
Chordc1 | CHRD1_MOUSE a
M23 MOUSE a
Ub6_[UBXNG MOUSE a
Abracl | ABRAL MOUSE kDa
0 Translin-associated protein X Tsnax MOUS a
[ 11 d11b1__|DHI1 MOUSE a
[2612[Cvtosolic. ENASE MOUSE a
[2613[ER dearadation-enh: Ioh: 1 |EDEM1 MOUSE a
Cvlochrome b-245 heaw chain Cvbb CY24B MOUSE a
5395 ribosomal protein L15, 1 RM15 MOUSE 34 kDa 1
16] Multiole coaaulation factor deficiency [Mcfd2 MCFD2 MOUSE a 6.
[ 2617 Stromal membrane-associated proteir| Smap1 | SMAP1_MOUSE a 2
18] Mitotic checkpoint protein BUB3 | Bub3 BUB3 MOUSE a 1
ine-rich protein 1 ip1 CRIP1 MOUSE kDa 1
[cvep mouse 6 kDa 3
7kDa 5!
a 3.
CCDC6 MOUSE |53 kDa
76 kDa
78 kDa 1
38 kDa 4
20kDa 1
m2___|MMRN2 MOUSE | 105 kDa 1
2629 Coiled-coil domain-containing protein | Cedc90b | CC90B MOUSE a 2
romoting prot|Topp3 | TPPP3_ MOUSE 19 kDa 3.
chaperone BCS Bestl BCS1 MOUSE 47kDa 1 1
5 Cobzz _|COPZ2 MOUSE 23 kDa 3. 2
2633| HCLS -associated protein X-1 Haxt HAX1_MOUSE 32kDa 3] 1
RISC_MOUSE 51kDa 3. 4
B2m B2MG_MOUSE a 8
2636 Acm-c Teucine-rich nuclear phosoh 3 AN3ZE_MOUSE a 6
pair oro|Xrec6 XRCC6 MOUSE a
2638] LIM and custeine-rich domains proteir|Lmcd | LMCD1 MOUSE a
family 1 me[Aldha3 __|AL1A3 MOUSE a
ohosol| Ptora PTPRA MOUSE a
il cationic protein Ea ECP2 MOUSE a
| 1-Sep | SEPT1_MOUSE a
[2 N subunit 2 Con: N2 MOUSE a 1
Rab8b __|RABEB MOUSE a 2
ted factor 7 | Deaf DCAF7_MOUSE a
no CNOT3 MOUSE a
Nut NTF2_ MOUSE 14 kDa
1130 GILT MOUSE 28 kDa
ACOX1 MOUSE |75 kDa
Casp6__|CASP6 MOUSE a
Stbpt | STXB1 MOUSE a 1
an DAP1 MOUSE a [1
Ddx50 | DDX50 MOUSE a
kinase 38 | SIk STK38 MOUSE 54 kDa
coactivator YAP1 USE a
SE a 00742
SE 66 kDa
IOUSE 74 kDa 03206
SE a 1
OUSE a 2 01012
IOUSE a 3] 0765 0.0824
1OUSE a 6 .0691
1OUSE a 1 1 4226
IOUSE! a 2 2 5813 00572
OUSE___[11kDa 3] 1 1394 1.0000
IOUSE 56 kDa 1 1 6495
OUSE |34 kDa 0000 0.4226
transfer protein bl OUSE 31kDa 0.7700
e Camk KCC1A MOUSE |42 kDa 0.1012
I t C1a tumor necrosis fact|Clatnf5___|C1QT5 MOUSE 25 kDa 0.2254
e-dependent calcium channel s| Cacna2d1_|CA2D1 MOUSE Da 0.0572
r-associated protein 1 o1 MFAP1 MOUSE a 04226
Roh11 __|RDH11 MOUSE a 0.4226 0.1835
rom2 | PROM2 MOUSE a
n3k FN3K_MOUSE a 04228 |
i ATAGT MOUSE a
1 Fam160b1_|F1681 MOUSE a 4226
ADP-ribosvlation factor-related proteir| Arfro1 ARFRP_MOUSE a 4226] _ 0.1835]
N i Galns GALNS MOUSE a
CD44 antigen 444 CD44 MOUSE a
CAMP-dependent protein kinase tvpe |Prkar2b | KAP3 MOUSE a
Kemft KCMF1_MOUSE a
Noufo11__|NDUBB MOUSE a 1
Aoip MTNB_MOUSE a 1
Cvo2e _|CP2E1 MOUSE a
Dennd2d | DENZD MOUSE a
Probable aminopeptidase NPEPL1 | Npeplt | PEPL1 MOUSE a
Kinase VRK1|Vik1 VRK1 MOUSE a
B an bspon | SBSPO_MOUSE a 4276
Cdc42-interactina protein 4 i010 | CIP4 MOUSE a 1042
Exocyst xoc1 EXOC1 MOUSE Da 7700
oo TNPO3 MOUSE 04 kDa 3785
bp: |eBP2 MOUSE a 4993
d | ADPRH MOUSE a 5185
abdb__|RAB4B MOUSE a 5176
0s6kal _|KS6A1 MOUSE a
Pecr PECR MOUSE a 4226
Cctsh CATH MOUSE a 6495
Lamn LGMN MOUSE a 0677 0.0877]
Aarsdl___|AASD1_MOUSE a 5384
Rac2 RAC2 MOUSE a
Pexi4 PEX14 MOUSE a
P9 sianalosome complex subunit 7| Cops7a | CSN7A MOUSE a
Gatad GATA4 MOUSE a
Ndra2 NDRG2 MOUSE a
Siv SCLY MOUSE a
Gnal3 __|GNA13 MOUSE 4 kDa 1
Moot EMS5 MOUSE 2 kDa 4
Plrat PLRG1_MOUSE 7kDa 1
Homt HNMT MOUSE 34 kDa [1
Silt SIL1_MOUSE a 1
STK39 MOUSE a 2
loa ipsnapt | NIPS1 MOUSE a 1
4|Vacuo\ar nrolem sortina-associated oi| Vos2! VPS25 MOUSE a 1
5/CDO an Cdg CD9 MOUSE a 1
S AcsloscaniCoR svoeiss hace AACS MOUSE a [1
PON1_MOUSE a
S39A5 MOUSE a
MOUSE a
P3 MOUSE 34 kDa
L1 MOUSE a
MOUSE a
L2 MOUSE a
D1_MOUSE a
USE a
OUSE a
1OUSE a 1
S MOUSE a 3
A MOUSE __[42kDa
[2 OUSE 122 kDa
[2 Il 3-hydroxyiase 1 P3H1 MOUSE a
thmin Stnnt STMN1 MOUSE a
P-CMP kinase 2. mitochondrial | Cm CMPK2 MOUSE a
ble N-acetvliransferase CML1_| Cmi CMLO1_MOUSE a
binding protein Ikaros Izt IKZF1_MOUSE a 1
in-2 Cul CUL2 MOUSE a 1
fate transporter Ic26a2 | S26A2 MOUSE a [
Hitachondrl moor et memiane [Dnaicto | T4 wouse a 3.
Ras.-related prot Rras2 RRAS2 MOUSE a 1
Prorarmed soh dssh pragn S ded5___|PDCDS MOUSE a 1
Ras-related protein R: Rapib___|RAP1B MOUSE a
BMP-bindina endothelial reaulator pro| Bmoer | BMPER MOUSE a
Coiled-coil domain-containina protein |Ccdc127 | CC127 MOUSE a
2744| Ras-related orotein Rap-2c Rap2c __|RAP2C MOUSE __|21kDa
[ Scm2 __|SCRN2 MOUSE 47 kDa 1




2746 CCR4-NOT transcriotion not2 CNOT2 MOUSE 60 kDa 0.1012[
CUGEP Elav-like family member 2__|Celf2 CELF2 MOUSE |54 kDa 0.4226]
Nuclear cap-bindina protein subunit 1| Nebo NCBP1 MOUSE |92 kDa

induced ordIftm3 IFM3 MOUSE a
subi[Claa C1QA MOUSE a
Stm3 STRN3 MOUSE a 1
ST STX7_MOUSE a 6.
\e-rich protein 2__| Csrp2 CSRP2_MOUSE a 1 8
ibase ABHD12__|Abhd12___|ABD12 MOUSE a 3. 005
Inhibitor of nuclear factor kappa-B kind| kbip. IKIP_MOUSE a 1
Ras-related orotein Rab-35 Rab35 _|RAB35 MOUSE a 3
Neuropilin-1 ot NRP1 MOUSE Da 2
2758 Procollagen C- ice_|PCOCT MOUSE a 1
inate synthetase dssi___|PURAT MOUSE a 1
Creatine kinase M-tvoe Ckm KCRM_MOUSE a [1
[2761] Fermitin family homoloa 1 Fermt1 __|FERM1_MOUSE a [
[2762[Protein Z-devendent orotease 10_[ZPI MOUSE a 5.
and specifi] Cosfd CPSF4_MOUSE a 1

[2 11120 IFT20 MOUSE a 1

[2 Gnall __|GNA11 MOUSE a 1

[2 sut[Mat2b | MAT28 MOUSE a 3

[2 S-associated death domain protein| Fadd FADD_MOUSE a 1

[ 2768|Na(+)H(+) exchanae reaulatorv NHRF2_MOUSE a 1

[2 elongation factor B polvi| Tceb1 ELOC MOUSE a

[2 factor A. Tiam TFAM_MOUSE a

[2 MKNK1_MOUSE a 1

[2772| Methionine 1 MetapT [ MAP11 MOUSE a 2

[2773] Fatty-acid amide hvdrolase 1 Faah FAAH1_MOUSE a [

[ 2774] Chioride intracellular channel orotein | Ciicé CLIC6 MOUSE a [1

[2775]CD209 antigen-like protein B Cd209b__ | C209B MOUSE a

(2776 Hiah mobilitv arouo protein B3 Hmab3 _|HMGB3 MOUSE a

[2777] Svnaptosomal-associated protein 47 | Snapd7 | SNP47 MOUSE a
Schiaten family member 5 SIS SLFN5 MOUSE Da
N ine-hydrolyzing acid { Naaa NAAA MOUSE a
Reaeneratina islet-derived protein 3-a| a 1 1 1 12|

nactin subunit 3 c a 2
MethvI-CoG-bindin domain protein 3 a 2
in-binding protein 1 a
Band 4.1-like rotein 5 a
a
as a
395 ribosomal protein L21. a 1
n a 3.
2789|V-tvpe proton ATPase subunit G 1 14 kDa 3]
bepiide methionine sulf] Msra SRA MOUSE 26 kDa 3
2791| Nuclear pore complex protein Nup50_| Nup50 IUP50_MOUSE a
2792| Neutrophil cvtosol factor 4 1 ICF4_MOUSE a
2793 Pleckstrin homoloay domain-containin] Plekhfi | PKHF1_MOUSE a
Ddx3% a
Rad21 a
Clecita a
Kikbt a

2798]1aG recentor FcRn larae subunit 051 |Feart a

2799] Protein-lysine 6-oxdase Lox [Lyox mousEe a
[ and adenovirus receolCxadr | CXAR MOUSE a

fic NFIC MOUSE a 1
Eohb2 __|EPHB2 MOUSE Da [1
T Rol7i1 RL7L_MOUSE a 1
cotd MCPT4_ MOUSE a [1
Adk AGK_MOUSE 7kDa 1
510024 |S10A4 MOUSE 2 kDa 1
hydrolase Urah HIUH MOUSE 14 kDa 2
m PEKAM MOUSE |85 kDa 1
ide-binding protein G(| Gnas GBG5_MOUSE kDa
L component 1 Q subcom|Clabo ___|C1QBP MOUSE a
mily domain-containing pr[Nmral1 | NMRLT_MOUSE 34 kDa
ranslation initiation factor |Eif4e2 IF4E2_ MOUSE a
Nras RASN MOUSE a
ltion factor-like brotein 88| AriBb ARL8B MOUSE a
essential modulator | kbka NEMO MOUSE a
Nedds |NEDD8 MOUSE kDa
subunit pICin Cinsia___[ICLN MOUSE a
Capn13 _|CAN13 MOUSE a
Tubiauinonel 1| Ndufb8 | NDUB8 MOUSE a
RPF2 MOUSE a
dit IDI1_MOUSE a
rapt |PRAP1_MOUSE a 1
| Coa7 COQ7 MOUSE 4 kDa 1
K35 KRT35 MOUSE 1 kDa 1
Mast3 __ |MGST3 MOUSE |17 kDa [
Cbrd [cBRa MOUSE 25 kDa 2
tide excision repair pro|Mms19 [ MMS19 MOUSE | 113 kDa 1
i h A Toca TBCA MOUSE 13kDa 2
ibosomal protein L41. RMa41_MOUSE a
ibosomal protein L24. RM24_ MOUSE a
in_ tybe Il cytoskeletal 80 1180 2C80 MOUSE a
in Drt 1 (C28 MOUSE a
‘SOR famih]| Dhrsd HRS4 MOUSE a
alb RALB MOUSE a
lecap1 ECP1_MOUSE a
csit ECSIT MOUSE a
oraspl | GORS1 MOUSE a
2838 Heparin cofactor 2 eroind1 _|HEP2 MOUSE a
against hon|Smad2 | SMAD2 MOUSE a
840| Aloha-1-antitrvosin 1-5 erinale |ATATS MOUSE a I
| i hk KHK_MOUSE a
[ 2842[ Conver orotein cutC hon| Cute CUTC MOUSE a
343] Pr inositol 3-kinase reaulato| Pikar Pa5A MOUSE a 1

[2844]Cvtochrome P450 481 Cvodbi | CP4B1 MOUSE a 2

[ 2845 Prolyl 3-hydronyiase 3 Pan3 P3H3 MOUSE a

[ 2846[ Alohavinternexin ina AINX_MOUSE a

847] H-2 class Il hi ibilty antigenH2-Aa___|HA2D MOUSE a 1 1 1

548(COP9 6[Cops6 CSN6_MOUSE a
i 91 |CCD91_MOUSE a
Pick PICK1 _MOUSE a

Znf622 | ZN622 MOUSE a 1

[Nnao2 mousE a 1

a 1

a 2

a 1 3]

a 2 [

a 1

ARRB1 MOUSE a 3.

a [

2860| Adivonectin a [1

2861395 ribosomal protein L49. mitochond RM49 MOUSE a

2862 EI2BA MOUSE 34 kDa

2863] Atlastin-2 A2 LA2_ MOUSE a

2864 EF-hand calcium-bindina domain-cont| Cracr2b C4A MOUSE a

2865 Sorting nexin-17 Sni7 7 MOUSE a

2866| Comolement component C8 aloha che| C8a MOUSE a 1

2867 Putative hvdroxypyruvate isomerase | Hvi a 4

a [1

a 1

|CLP1L MOUSE a 1

MEMO1 MOUSE a 1

Tom1l2 | TM1L2 MOUSE a 1

Deltal®).Delfali| Eby EBP MOUSE a 2

lated Sm-like protein| Lsmé LSM4_MOUSE a 2

farmily C member 7| Dnaic7 | DNJC7 MOUSE a 1

Sentl SEH1 MOUSE a 1 2
1o protease ATP-bin|Clox CLPX MOUSE a

Proteasome subunit beta tvoe-10___|Psmb10__|PSB10 MOUSE a 1

H-2 class | hi ibilty antien, [H2-D1 HA12 MOUSE a
Arsenite 3mi__|AS3MT MOUSE a
‘Quinone oxi ke protein 1] Cryzit QORLT MOUSE |39 kDa
Serine protease inhibitor A3G Serpina3a_|SPA3G MOUSE 49 kDa

2883]C-Myc-binding protein Mycbp YCBP_MOUSE a
ATP svnthase subunit eosilon. mitoch | Al ATPSE_MOUSE kDa

2885 F-box-ike/WD repeat-containing prote| Tbi1x TBL1X MOUSE a
Pre-mRNA-splicina factor SPF27___|Boas2 IOUSE a

T i reductase | Kdsr a 1
a 3
indle-stranded DNA-binding protein, | Ssbpt 17kDa 1
oho 57kDa 1
Basic leucine zipper and W2 d 48kDa
Basic leucine ziover and W2 48kDa
a 1
34 kDa [1
kDa 1
a 2
a 1
a 1
U a [
2900| N-acetvl-D-alucosarmine kinase USE a [1
like protein 1 Sviit 62kDa 1
Pex5 71kDa 1 4226
8 kDa 4 ]
Snroc 7 kDa 4
Znf207 3 kDa 1
1sv 2 kDa 1 X
2907| Vacuolar protein-sorting-associated il Vbs36 VPS36 MOUSE 4 kDa 3] 1




2908268 broteasome non-ATPase reaulaidPsmd9 _|PSMD9 MOUSE |25 kDa 2 2
5/COPS Cops5 | CSNS MOUSE a 3] 1
[2 soeck-like ASC_MOUSE 21kpa 1 3
[2911 ot nhuase RING1 a RING1 MOUSE __[43 kDa 1
[2912 Nuc\ear autcantoen S SP100_MOUSE 55 kDa [1
chain 1GJ MOUSE a [
[2914]m 1 ohosohate MTNA MOUSE a [1
[2915] Prolin 1. i PROD_MOUSE a
1] rnomnase/FMN cvclase Tie TKFC_MOUSE a
P50 251 Cvo2s1 | CP2S1 MOUSE a
ina: Stkd STK4 MOUSE a
16]Phenazine biosunihesis-ike domairo]PbidT PBLD1_MOUSE a
aamma F{ Foar FCGR2 MOUSE a
2921| Reqenerating islet-derived protein 3-a]Reada___|REG3G MOUSE |19 kDa 1
NHP2_MOUSE 17 kDa
-associated Sm-lke protein| L LSM8_MOUSE 10 kDa
2924 'YTH domain-containina familv protein [Ythd2___|YTHD2 MOUSE |62 kDa
2925 Endophilin-B2 3alb2 _|SHLB2 MOUSE |44 kDa
2926[14 kDa Phot1 PHP14 MOUSE 14 kDa
2927|Cofilin-2 ch2 }u 2 MOUSE 19 kDa
2928 Proteasome inhibitor PI31 subunit__|Psmft PSMF1_MOUSE a
2929| UPF0587 protein C1orf123 homoloa |18V [ca123 MousE 18kDa
2930 Soiicing reaulatorv ekl |SREK1 MOUSE |57 kDa
2931[BAG family molecular chaperone requ|Baad BAG4 MOUSE a
2932] Fbroloukin a2 FGL2 MOUSE a
2933 Fructos aldolase B__| Aldob ALDOB_MOUSE a 1
1 |PSMG1 _MOUSE a 1
lol10 |NOL10 MOUSE a 1
40|Snmp40__[SNR40 MOUSE a 1
RO_MOUSE a
Ctost PYRGT MOUSE a
oo, NGP_MOUSE a
DnsibT__|DNJB1 MOUSE a
CATL1_MOUSE a
antigen CD1 cm CD14 MOUSE a
mb8 | PSB8 MOUSE a
anticen [H2-Aa___|HA2B MOUSE a
Gnaol __|GNAO MOUSE 40kDa 1
Lsr LSR MOUSE 66 kDa 1
TSPO_MOUSE a 1 2
loa YKT6 Yit6 YKT6 MOUSE a 1 2
me: PSME3_MOUS! a 1
oatt SOAT1_MOUSE 54 kDa [1
vapi | SYAP1 MOUSE a
reaul frdt IFRD1_MOUSE a
PP-Dol a[ Alq11 ALG11_MOUSE a
L anhuro- lruc(ose reductase a
e A thioester f a
a
a
a
a 1
a 5
MB12A a 1
Prolvl RA svn(he(ase associated do| Prorsd1 | PRXD1_MOUSE a 2
like phos ASM3A_MOUSE a 1
ADP-ribos(Bst1 BSTI M a 1
Dd 13kDa 1
37kDa 1
33kDa 2
60 kDa [
a 1
54 kDa 4
a 1
X a 2
P-activated protein kinase catah| 64 kDa 1
2 effector nro(eln 2 a 1
ic ADP-ribos( 34 kDa 4
a [1
a
a
[MPRD MOUSE a
[IRF3 MOUSE a
52545 MOUSE a
a
b T a 0.2739
arc |sPRC MOUSE 34 kDa 0.0722
[RM22 MOUSE a 0.7250
Crtap |CRTAP MOUSE a 0.0742
Bin2 BIN2_ MOUSE a
Cesle |ESTIE MOUSE a
ler3ipT___|IR3IP_MOUSE a
Coa3 SE a
Elov! USE a 1 1
Gnai SE a 1 2
SE a 2
Cedc25 USE a [
udt16 SE a 1
Hmaat USE a 1
dah1 USE a 3]
lim IOUSE a 1
vsteine ligase| Pocs USE 34 kDa
z-nc,a\nna 2-alvcoprolein zant OUSE a
nz class Il antigen]3 SV SE a
NiSe USE 64 kDa
2003| Sae brotease inhibitor ASM Serpinadm USE a
3004 Tubulin beta-4A chain Tubbda MOUSE a
3005] Heat shock factor-binding protein 1 _|Hsbp1 __|HSBP1 MOUSE a
3006] Leukocvle surface antiaen CD47 | Cd47. CD47 MOUSE a
3007] Protein LSM12 homolo Lsmi2___|LSM12 MOUSE a 1
bodv protein 1/Chmp1b1_|CH1B1 MOUSE a 1 302
9| Arf-GAP domain and FG repeat afa \GFG2 MOUSE a 3
10 5-AMP-activated orotein kinase subuf[ Prkaal | AAKG1 MOUSE a 2 0377
K d scramblase 1 a 2254
[3012) Pronem CREG1 a .4226
13| WAS protein family homolog 1 a 2302| 05813
[ 3014/ Protein maao nashi nommou a .0766
15{Dvnein ot chein Tetexvpe 1 a 76
ndent oroteir| a 04226
17 ch antigen-like a 02254
a
a
a
13kDa
18 kDa
45KkDa 1 R
29 kDa 3
10 kDa 1 1
12kDa 1 2
17kDa 2 1 X
11 kDa 1 3
48KkDa 1
a 2
a 2 4382
a [
a 1 3568
a 1
a 1 2 1181
a [1 3. 2065
a [ 0000 4226
a [1 22
a 2254
a
a
a
14 kDa
21kpa
T a
MK14_ MOUSE a
CFDP1_MOUSE a
1TB5 MOUSE a
a
a
a 1
a 1
a
a
15kDa
a
22kDa
17kDa
a 1
a 1
a 1 3]
a 1 2
a [ 1
a 1 5
a 1 1
a 1 1
a 1 [
a 0 1
3069] Protein canopy homolor a [ 1




Protein canopy homoloa 3 Cnov3 __ [CNPY3 MOUSE 1 kDa 1 1.00 0.6856
Serine protease inhibitor Kazal-tvoe 1]Spink1 __|ISK1 MOUSE kDa 1
3072] Comolement component recentor 1-ik|Cril CRIL MOUSE 54 kDa [1
Parkingon cssase 7 o 1 PDDC1_MOUSE 3 kDa [
ina protein | Lbo BP MOUSE 53kDa [1
like protein 13 etti13 ET13 MOUSE |79 kDa 1
Calcium untake protein 1. ICUT MOUSE 54 kDa [1
holine transporter-ike protein 1 icddal __|CTL1 MOUSE a [
raffickina protein particle complex su[ Trappe3 | TPPC3 MOUSE a 2
pd1___|GDPD1 MOUSE a 1
amma-smingbutu acid GBRAP_MOUSE a 2
RICH BRK1 MOUSE a 1
BHA15 MOUSE a 2
Cers2 CERS2 MOUSE __[45 kDa
Ao2s1 AP2S1 MOUSE 17kDa
5085] Ribosome bioasness ootein NSAZ | Ne? MOUS! a
3086| Secretory carrier-associ SCAM3 MOUSE a
SnRNA-associated Sm-like protein] Lsm LSM7_MOUSE a
it Avoc3 __|APOC3 MOUSE a
3089] Pyrin and HIN domain-containing prot{ Pvhin___|IFIX MOUSE a
GOt domin-ontaiing orotein 3_[Comds | GoMD3 MOUSE |27 0a
Giycolipid transfer protein ito GLTP_MOUSE a 1
Gharaed mutiesiulr booorolein 1 Chmn!a CHM1A MOUSE a 2
or BTF3 homoloa 4 | Btf3l4 BT3L4_MOUSE a 3] 1
3094 Svntaxin-16 Six16 STX16 MOUSE a 1 1
3095| Deriin-2. Deri2 DERL2 MOUSE a 1
3096] Charaed bodv protein 5{Chmp5 | CHMP5_MOUSE a [1
3097] Maor urinary protein 11 upt UP11 MOUSE a 1
3098] Maior urinarv orotein 18 uo18 UP18_MOUSE a 1
['3099] Maior urinary protein 6 uob UP6_MOUSE a 1
[3100]Ras-related orotein Rab-21 Rab21 RAB21 MOUSE a [1
[3101] NADH-ubiauinone chz[Mtnds USM_MOUSE a
[3102]1 1 clat1 CLT1 MOUSE a
[3103 s imp SELS MOUSE a
[3104]Putative TATDN1 [Taloni __[TATD1 MOUSE a
[3105] Gam 5 ats GGT5 MOUSE a
[31063. wo[Bdh2 BDH2 MOUSE a
[3107| TOM1-like protein 1 om11__|TM1L1 MOUSE a
[ 3108] MAPK reaulated corepressor interacti|Mcrip2 | MCRI2 MOUSE a
- SNX4_MOUSE a
Znf706 | ZN706 MOUSE kDa
Pazd11__|PDZ11 MOUSE 16 kDa 1
Aotst AP1S1 MOUSE 19 kDa 2
Timmgal | TIMBA MOUSE 11 kDa 2
hi DYR MOUSE 22kDa 1
Rad23a _|RD23A MOUSE |40 kDa 1
naic8 | DNJC8 MOUSE a 1
tak16 | MAK16 MOUSE 35 kDa 2
o1 [MPC1 MOUSE 12kDa 1
nca SYUA MOUSE 14 kDa
ra DEOC MOUSE 35 kDa
Amdhd2 a
Mzb1 a
[H2-Ab1 a
Junb a
Gnit a 1
Nfut a [1
Sne7 SNX27 | a [
Tmem167a [KISHA MOUSE kDa 3.
Cds2 CD82 MOUSE a 1
bib20 __|ZBT20 MOUSE a 1
ins1 INS1_MOUSE a [
[3132|NEDDB-activating enzvme E1 cataivti| Uba3 UBA3 MOUSE a [1
like hydrolase[Hohd3 __|HDHD3 MOUSE a 1
[3134[Caspase-3 Casp3 __|CASP3 MOUSE a [1
[3135] Mveloid leukemia factor 2 If2 MLF2 MOUSE a 1
[3136]Ras-related GTP-bindina protein C__|Rraac RRAGC MOUSE a [1
[3137] U6 snRNA-associated Sm-lke protein] Lsmé LSM6_MOUSE kDa [
[3138[Protein XRP2 02 XRP2 MOUSE a [1
E ‘mitoch] Tdh TDH MOUSE 41kDa
[3140[ RAC-alpha serinefthreonine-orotein kil Akt T AKT1_MOUSE 56 kDa
[3141] Eukarvotic translation initation factor | Eif 13kDa 1
E 56 kDa 2
143(CDO7 antigen 90 kDa [
[3144] Lvsosomal Pro 55 kDa [1
[3145] Mitogen-activated protein kinase 9 | Mapk9 a 1 1
146 Oxvsterol-bindina orotein-related prote Osbol2 a 1 [1
I i o a [
E nuclear rnodl 34 kDa [1
['3149] Ubiauinone biosvnthesis protein COQ|Coa9 a
E Fam3b a
[3151] Extracellular superoxide dismutase [C|Sod3 a
[3 orogenilor cell antien | Cd34 1kDa
K Crkl 34 kDa 1
2 kDa [1
7 kDa 1
8 kDa 5
a 1
a 1
a 1
a 1
a 2
a 2
a 1
a 1
a [
a 1
17kDa 1
52 kDa 1
19 kDa 2
19 kDa 1
a
a
Rala oL a
174 Tumor necroisfactor aioh-induced  Tniaod__|TFIPS MOUSE a
175 Sterol-4-alpha-carboxylats DHL MOUSE a 1
176| Chromobox protein nommou Cbxs CBX5 MOUSE a [1
imerase. mitocl| Mcee ICEE_MOUSE a
Coa CBPQ_MOUSE a
175 Ganalioside G2 actetor Gm2a SAP3 MOUSE a
E eott CEPT1_MOUSE a
E component C8 aamma c| C8a COBG MOUSE a
[31ezlcatneicin oeotide | Camp MP_MOUSE a
K 5.5ep|SEPTS MOUSE a
[3184[ 1 > sl antigen.|1 SV HA22 MOUSE a
E i superfamw containiniIsir ISLR_MOUSE a
E Ao3sT S1_MOUSK a 0.2739
Crebt CREBT MOUSE a 1 0.4226
[3 Pros1 PRPS1 MOUSE a 1 01012
E Rhoc |RHOC MOUSE a 0
E Csti |CSTF1_MOUSE a 1 LME‘
E Sdsl SDSL MOUSE a 1 0.2254
recoanition protein 1_|Palvio1 __|PGRP1 MOUSE a [1
ipase ABHI Abhds | ABHD6 MOUSE a [
[3194[ Arviamine Nat2 ARY2_MOUSE 34 kDa [1 00 254
[3195] Sodium- and chioride-dependent alvcilSic6a9 | SC6A9 MOUSE a 0.2254
2 ftatio2 | HTAI2 MOUSE a
ke 0xi{ Scepdh | SCPDL_MOUSE a 0.2697
198 Matrilvsin Mmo7 __[MMP7 MOUSE a
la epsilon chain C redio 4sv IGHE MOUSE a
Ribulose-phoshate 3-epimerase 0e RPE_MOUSE a 377,
EKC/ Torkb TPRKB MOUSE a 1
Filamin-interactina protein FAM101B | Fam101b__|F1018_MOUSE a [1
and neuroloaical exore{ Hnt HN1_MOUSE a [
kinase Nek7 [Nek7 NEK7 MOUSE a [1
Konat IMAS_ MOUSE a 1
OLFL3 MOUSE a [1 ¥
P) USE a [
USE a 1 X
i IOUSE a 1
10| Sioearen au«o\s;scaw |ssA27_mouse a 1
E eu Len2 a [
[3 a [1 ¥
E a 1 X
E a 1 [ o
E SY.J2B MOUSE 16 kDa 1 [ o
[3216 Leucine iocer ranscrnion factor el Lt LZTL1 MOUSE 35 kDa 1 [ o
Glucosamine-6-phosphate isomerase | Gnpda2 | GNPI2 MOUSE 31kDa [
Custeine orotease ATGA a
a
a
a
a
a
a
CK068 MOUSE a
PGLT1_MOUSE a
MSTNT MOUSE kDa
RAB31 MOUSE 1 kDa 1
oin ARPIN_MOUSE 5 kDa 1
o2t Towanacin Clec3b | TETN MOUSE 2 kDa 2




Aat [ANGT MOUSE 52kDa 0 2
host Pomib __|PPM1B MOUSE |43 kDa [ [
[q tsa |cATG MousE 29kDa 0 0 4: 4:
3235 V-type proton ATPase subunit tov T 13kDa 1 1
3236{1a kapoa chain V-1l reaion PC 2880/P[1 SV 12kDa [ 1
3237] Protein $100-A13 100a13 11 kDa [ 2
3238] Bl-2-like orotein 13 012113 47kDa [1 [
E it } nd[Mrol14 SE 6 kDa
[3240[Ph 5-hosohate 4-kiPipdk2b__|PI428 MOUSE 7 kDa
1[H-2 class | hi ibilty antigen, [H2-K1 HA1B_MOUS a
2] Serum amvioid A-2 protein Saa2 SAA2 MOUSE a
sianal cointearator 1 compl{Asccl \SCC1_MOUSE a
solicina factor 9_|Srsf9 SRSF9 MOUSE a
[ 8245 Carbonic anhvdrase 9 Cag CAH9 MOUSE a
E E'Esrs‘ enooe| Enood a
47| Raqulator LAMTOR2 [ Lamtor2 _|LTOR2 MOUSE |13 kDa
48| Tubulin-foldina cofactor B Tbch TBCB_MOUSE 27 kDa
249] Zinc transporter ZIP11 1c39a11 5 35 kDa
3250 Dol-P-Man:Man(7)GIcNAG(2)-PP-Dol 2 55 kDa
Beta beta-carotene 9'.10-oxvaenase 2 60 kDa
3252 lement C1s-A 77 kDa
CAMP-dependent protein kinase catal| a
Ribonuclease T2 a
a
a
a
34 kDa
a
Pre-mRNA-solicina factor 38A a
i kDa 1
Givcogenin-1 7 kDa 1
54 kDa [ 1
4 kDa [1 2
5 kDa
7 kDa
Proteolipid protein 2 7kDa
Secretory carrier-associ a
a
a
a
a
a
a
a
a
a
a
12kDa 1
a 2
12kDa 1 1
3282] Quinone oxidoreductase-like protein 2[1 S IOUSE a 1 [1
3283] Mediator of RNA polymerase Il transc|Med19 __|MED19 MOUSE |26 kDa [ 1
ho Dom3 DPM3 MOUSE 10 kDa 2 1
Vamp3 __|VAMP3 MOUSE |11 kDa 1 1
a [1 1
13kDa 1 1
43kDa [1 1
17kDa 1 1.0000)
28 kDa [1
19 kDa [ 04226
71kDa [1 04226
16 kDa 1
18 kDa [1
14 kDa
46 kDa
a
a
a
a
a
a
13kDa
58 kDa
a
a
a 1
afals a 1
Phyhd1___|PHYD1 MOUSE a [
amtors. MOUSE a 1
Dhrstt MOUSE a 1 1
Fhi3 FHL3 MOUSE a [1 2
M43 MOUSE a [
Gnaz GBG2 MOUSE kDa [1
EEP6 MOUSE a 03785
Clec10a__|CLC10 MOUSE a 0.0572
paqt! __|GPT MOUSE a
ex19 PEX19 MOUSE a
oxol FOXP1_MOUSE a
it MT1_MOUSE kDa
Cdks CDK5 MOUSE a
Krig6 KRT86 MOUSE a
Nafr TNR16_MOUSE a
Vsial VSIG1_MOUSE a
uoxa2 | DOXA2 MOUSE a
Meriol __[MCRI1 MOUSE a
Pbdc1 PBDC1 MOUSE a 1
Aooct APOCT MOUSE a 2
Saad SAA4_MOUSE 15kDa
la kappa chain V19-17 1ak-V19-17 | KV5AT MOUSE 16 kDa
High affinty i epsilon ¢ Feerla___|FCERG MOUSE |10 kDa
Guanine nucleotide-bindina orotein G(| Gnai1 GNAIT_MOUSE 40kDa
Protein BUD31 homoloa ud31 BUD31 MOUSE |12 kDa
Gan act GGACT MOUSE |17 kDa
Replication protein A 32 kDa subunit |Rpa2 RFA2 MOUSE a 1
Fatty acid-bindina protein. liver abo FABPL_MOUSE 14 kDa 1
Eosinophil cationic protein 1 1 ECP1 MOUSE 7kDa 1
3338] SIAR-related lipid transfer protein 5| Stard5 | STARS MOUSE a [1
transporter ic16al _[MOT1 MOUSE a [
3340 Sclerostin domain-containina protein ‘| Sostde1 | SOSD1_MOUSE a [1
341[ ER lumen protein-retaining receptor 2|Kdelr2 | ERD22 MOUSE a 1
al GALA MOUSE a [1
3]H-2 class | hi ibilty antien, |H2-L HATL MOUSE a 1
[3344] 1a heavv chain V reaion HPCG8 sv HVM23 MOUSE a 2
[[8345| Dynactin subunit 6 Detn DCTN6 MOUSE a 1
346| Trvolase. Tosabl | TRYB1 MOUSE a [1
| i Gea GRAN MOUSE a 0




