Peptide Spectral Matches (PSM)
Supplemental Table S3 - Average Peptide Spectral Matches.
ECM-specific LC-MSIMS Results Normal 5wk Normal 20wk TC 5 wk KTC 20wk )
Change Fold Fold b value
Normal | Normal | KTC | KTC | (Normal Fold Change | Change | (Normal pvalue | pvalue
Panc PDAC | 20wkl | Change | (KTC 5wki | (KTC 20wki| 20wk pvalue | (KTC 5w/ | (KTC 20wkl
Accession | Molecular (5wk) (KTC 20wk/| Normal | Normal | Normal |(KTC20wk/| Normal | Normal
|identified Proteins ene Number Weight 1| 2 1| 2| 3| (= KTC 5wk) | 5wk) 20wk) 5wk) KTC 5wk) 5wk) 20wk)
ipocyf protein 1 Acbpl __|AEBP1 MOUSE 6 7 I .69 KTC 406 0.047 0111
diponecti Adipoa___|ADIPO_MOUSE o 1 of o 2 00 c 423 686 1.000 0423
Aarin Aam AGRIN MOUSE 37| 1| s3] 28] ar| 18 .82 .61 452 301 0.066
porin on 24 28] 26 29 54 5 77 67 321 141 0.039
Basement mer he sulfate 259] 308| 250] 196 219 143] o7 .68 .80 397 .043 0.072 0171
Eﬂlvcan an 228] 218] 222] 211] 244] 219] | o1 .36 539 862
BMP-bindina endothelial reaulator protein moer 2] o 0 X | KTC 5wk
one marrow >ra2 12 0] 31| 10] 11 % Y 16 8.67 0.057 787 0.070 0.154
artilage intermediate laver orotein 1 i CILP1 M 3 I 0 433 1.67 c KTC 246 0423
ollagen alpha-1(1) chain olta O1A1 | 1689| 1675| 1819] 1700| 1894 3] 167133 1804.33 1.24 08 2 2.89 241 138
ollagen aloha-111l) chain oi2a 02A1 | 3.67 3% .64 c 7.00 0,423 047,
olagen alpha-1(ll1) chain oida 03 1069 | 1074 1074, s%' 7 87 071 387
ollacen olda 04A’ 89 66| 34 .89 .880 0.183
olagen alpha-1(V) chain olsa 05A1 | 152.33 7 90 240 412
ollagen ol6a 0BA1 | 258.33] 7 62 176 .863
olagen Vil ch: ol7a O7A 6. . .07 035 072 0.253 0.077
ollagen aloha-1(VIll) chain o 08A c 627, 0.080
olagen alpha-1(X) chain ol10al__|COAAT 056 0.076
ollagen aloha-1(X)) chain olf1al__|COBAT 264 0.686 0.188
ollagen alpha-1(XIi) chain ol12a1 | COCAT 414 0.103
ollagen alpha-1(XIV) chain ol4al__|COEAT 170
olagen alpha-1(XV) chain ol15al__|COFAT 0134 0.463
ollagen aloha-1(XVI) chain ol6al | COGAT
ollagen alpha-1(XVIIl) chain ol18al__|COIAT 0.084
ollagen aloha-1(XXVIll) chain 0128 0SAT 0423 0.423
ollagen alpha-2(1) chain olta: 01A2 0.105
ollagen aloha-2(IV) chain olda: 04A2 0.902
ollagen alpha-2(V) chain olsa: 05A2
ollagen aloha-2(VI) chain ola: 06A2 0.926
ollagen alpha-2(VIll) chain olga: 08A2 0.128 0.085
ollagen olBat 06A5 0477 0.119
olagen Vi) ch: 0l6a6 | COBAB 36| 24 0.604 0.196
with EGF-like domain orotein 2 reld2 | CREL2 ZE‘ 21 I
Decorin Den PGS2 M 33 20 114] 126 108] 99 201 0.052
Deleted in malianant brain tumors 1 protein Dmbt1 Da 1 71| 1 134] 105] 211 178 254 2o« 171 0.082
matopontin t 24 kDa 1 5] _17] at] 1] ss| sof 732
EGF-containina floulin-ike exlracellular mairix orotein 1 |Efemp1 | FBLN3 MOUSE a [ 2 17 172 0.119
Efemp2 | FBLN4 MOUSE a [ 2 3 742 0.057 0.073
[En | 72 kDa 4 10 5. 144 0.072 0499
Da 78 ﬂ 84| 87 327
7 kDa [ a1 1 113 0.095 84
cellular matrix protein 1 kDa of 1 2 3 000 0.225 23]
brilin-1 2 kDa 87| 55 81| 55 153] 153 820 84|
lin-2 bn2 BN2 MOUSE 314 kDa 1o 4] o o o 0184 377 0,112
inogen aloha chain aa BA MOUSE |87 kDa 51| aa ar| 6| 27| a5 0.149 .040
inogen beta chain ab 1B8_MOUSE a 65| 80| 66| 38| 39 064
inogen amma chain aa 1BG_ MOUSE a 78] 77| 72|
roleukin a2 a [ 0.423 0.227 0.686 0204
mod a [
nectin i Da 86| 67] 84| 57] & 0.049
ulin-1 bint a 0938 0.130
ulin2 bin2 Da 0311
ulin-5. bin a 1 2 0.250 788 0.069
Hmen2 Da 321 0.188
insulin-ike arowth factor-bindina protein 7 lafbo? a 0184 089 0.045
insulin-ike arowth factor-binding protein e[ lafals a 057 0.057
actadheri fae8 323 0.082 0.051
aminin subunit alpha- ama a 1 0184 0.184
aminin subunit aloha ama: a_| 67| 154] 203] 70| 189| 168 0,955
aminin subunit alpha- ama: a o[ 0 [ 4 1.92 TC KTC 0240 0157 0.060
aminin subunit alpha-4 amad a 69| 76] 79| 3] 54| 4 0.81] 0.43] 85 0.46] 0.047
aminin subunit alpha- ama a 10 5[ 16| 12] 17 1 1.45 1.43 .26 4.20 0.281 0.108
aminin subunit beta-1 amb a_|_116] 1to7] 131] 118] 129] 1o 098 .72 0.862
aminin subunit beta-2 amb: a 67 44| 6 9] 6 089 93 3 1
aminin subunit beta-3 amb: a [ 65 C 3
aminin subunit aamma-1 amc: a_ | 107] 100] 136] 123] 117] 12 1.03 72| .84
aminin subunit aamma-2 a a .04 C
atent-transforming arowth factor beta-binding protein 1] Ltbp1 a KTC 20wk]
atent-transformina arowth factor beta-bindina protein 2] Ltbp2 a TC
atent-transforming arowth factor beta-binding protein 4] Ltbpd a X TC c
mican a 24| 9] 22[ 26] 31| 35 142 .35 6.76,
-associated alvcoprotein 4 a 5 1.00 0 4.08]
sssociated protein 1 a [ KTC TC
ted protein 2 a 1 250
sssociated protein 5 a 5 1.5
ime: a 12 1] 4] 11| 12] 2 1.2
ultimerin-2 Da 1 20 wi
quuenr1 Da 105 ss[ 103] o7 ot| 101 0.9
Nidoaen-2 Da 57| a9 5 0.8¢ 0.
e a [
Papiin Da [ 20 wic
Periostin a 21 2 046
Peroxidasin homoloa Da [ KTC
Procollagen C: enhancer 1 a [
Prolarain MC a 2] 16 1 16 1 2i 1.59
lit homoloa 3 protein it3 SLIT3 MOUSE | 168 kDa
and tvoe-1 SBSPO_MOUSE |29 kDa 100l ____1.50]
PARC SPRC MOUSE |34 kDa
pondin-1 'SPON1_MOUSE_|91 kDa
ushi repeat-containing protein SRPX2 1.22
enascin 5wk
X KTC
arowth factor-beta-induced protein ia-h3 1 1 67] 101 70,67 1.25 ¥
sukushin ku .00[ o X KTC 2
nephitis antigen-like inagl 1 13 11 15 67| _13.00[ 2667 3 1.34 41
fersican core protein fcan 1 14 00] 00| 1 Q‘ 0.47
[Vitronectin n 1 27 33‘ 2: 13 3 67] 2867 061
von Willebrand factor wl 2] 3 1 7] .33 267 1. 0.50 0.50,
'von Willebrand factor A domain-containing protein 1 a1 1 4 10 22[ 20] 1 12 18] 16] 67| 00| 1967] 1 1.20 0.78]
von Willebrand factor A domain-containina protein 5A | Vwasa 3] 21 20 8] 20[ 7] 2] .00[ .00 1967 19.67] 1.75 1.00]




