20 genes
AGPAT2 NFIL3
AMPD1 NR4A1
APOBEC3B |PABPC4
ATF3 PCYT1B
ATF4 PDIA4
AVPI1 PDKA1
C11orf24 PIM2
CCPG1 PRDM1
CD38 SLC12A4
DDIT3 SORT1
DNAJB5 SPATS2
DNAJB9 SSR1
DUSP5 SUB1
F12 TM9OSF4
FKBP11 TNFAIP3
FzD2 TNFRSF17
GFPT1 TRAM1
HSP90B1 TUFT1
HSPB1 TXNDC5
ITPKA UBE2J1
MAN2A1 ZFP36
NAMPT
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43 genes

(34.7%)

Overlapped 10 genes
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IRF4

factor target genes in the two gene sets.

LYMPHOCYTE
19 genes
ADGRE5 __|KIN1
AHCY LDHA
ALDOC LONP1
ATP5F1D | MARS1
57 genes AURKA ME2
(46%) BCL2 MSMO1
CCNC MVK
CTH MYC
CYCS OSBPLS
CYP51A1__ | PAICS
EIF252 PGK1
FADS1 PNP
FDFT1 PRPF40A
GARS1 RINZ
KRAS GART RPP30
LDLR GFOD1 SCD
NDRG1 GID4 SEPTIN1A
PAM GNG10 SERF1A
SLAMF7 GNPDA1___ | SLC31AT
SLC3A2 GOLGA7 _ | SNX9
TERT GRSF1 SQLE
TIMP2 GTF2IRD1__ | SRPK1
TNFRSF12A HILPDA ST3GALT
UAP1 HIVEP2 TAGLN2
UCK2 HK2 TBC1D8
VEGFA HVBS VDACT
HMGCR XPOT
IDH1 YARS1
INSIGT

Red: Core enrichment genes

S5 Figure. Core enrichment genes of gene set enrichment analysis for interferon regulatory



	S1 Figure. Immunoblots of lysates to evaluate BTK autophosphorylation inhibitory effects of tirabrutinib in the TMD8 and U-2932 cell lines.�(A) TMD8 and (B) U-2932 cells were treated with vehicle or different concentrations of tirabrutinib and incubated for 4 h at 37°C (5% CO2/95% air). Autophosphorylated BTK (p-BTK) (upper) and total BTK (BTK) (lower) proteins were detected by western blot analysis. TMD8 cells were unstimulated (‒) or stimulated using H2O2 and used as a marker for the detection of p-BTK and BTK.
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