Heterochromatin/ 75.7%
unmarked

Primed prostate lineage specific enhancer 1.7%
Active prostate lineage specific enhancer 1.0%

Active non-lineage specific enhancer 2.5%
Active prostate lineage specific promoter 0.7%
Active non-lineage specific promoter 1.1%
Bilvalent/poised promoter 0.7%

Bilvalent/poised enhancer 1.5%

Repressed chromatin 10.5%

Supplementary Figure 5. Proportion of the primary prostate tumor genome
comprised of each chromHMM chromatin state
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