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Table S1 Clinicopathological information for the TCGA data sets

Characteristic N

Median age in years [range] 61 [19–90]

Male/Female 386/142

Median survival (months) [range] 24 [1–213]

Race

White 452

Black 48

Asian 11

Never-drinker/Ever drinker 176/352

Tumor stage

Stage I–II 102

Stage III 82

Stage IVA–IVB 269

Tumor site

Oral cavity Tongue (n=156) + Gum (n=11) + Mouth (n=79) + Mandible (n=1) + Cheek Mucosa (n=19) =266

Oropharynx Larynx (n=116) + Supraglottis (n=1) 117

Tonsil 49
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Figure S1 Identification of modules associated with HNSCC samples. (A) The cluster dendrogram and module colors of HNSCC samples. 
(B) Eigengene adjacency heatmap of HNSCC samples. (C) Heatmap plot of genes differentially expressed in tumor and normal tissues.


