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Fig. S1. Alignment of predicted amino acid sequences of B. burgdorferi strain B31 ErpX and the two 
known borrelial Erp proteins most similar to ErpX: the ErpX protein of strain N40 and the ErpQ 
protein of strain B31. Immature (non-processed, non-lipidated) forms are shown to illustrate overall 
similarities between the two proteins. Identical amino acids are boxed and shaded. The 84 amino acid 
central region of ErpX that by itself is sufficient for laminin binding, as identified by recombinant 
protein rErpX15, is indicated by a line over the ErpX sequence. 
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