
Fig. S2. Analysis of the differentially abundant fraction expressed as numbers of reads of 16S rRNA 

gene for individual dogs and the taxonomic breakdown of the dominant ASVs across all samples.  
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Bacteria > Proteobacteria > Gammaproteobacteria > Enterobacterales

Bacteria > Proteobacteria > Gammaproteobacteria > Burkholderiales

Bacteria > Fusobacteriota > Fusobacteriia > Fusobacteriales

Bacteria > Firmicutes > Negativicutes > Veillonellales-Selenomonadales

Bacteria > Firmicutes > Negativicutes > Acidaminococcales

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales

Bacteria > Firmicutes > Clostridia > Oscillospirales

Bacteria > Firmicutes > Clostridia > Lachnospirales

Bacteria > Firmicutes > Clostridia > Clostridiales

Bacteria > Firmicutes > Clostridia > Clostridia UCG-014

Bacteria > Firmicutes > Bacilli > Lactobacillales

Bacteria > Firmicutes > Bacilli > Erysipelotrichales

Bacteria > Campylobacterota > Campylobacteria > Campylobacterales

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales

Bacteria > Actinobacteriota > Coriobacteriia > Coriobacteriales

Bacteria > Actinobacteriota > Actinobacteria > Bifidobacteriales
RA (%)
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Prevalence collapse settings: “Others” except ≥1% RA in at least 3 samples.

JMF-2101-12 | gene: 16S rRNA V4 | state: refined | filter min count: 5000 | agglomerated by rank: Order
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Other

Bacteria > Proteobacteria > Gammaproteobacteria > Enterobacterales > Morganellaceae

Bacteria > Proteobacteria > Gammaproteobacteria > Enterobacterales > Enterobacteriaceae

Bacteria > Proteobacteria > Gammaproteobacteria > Burkholderiales > Sutterellaceae

Bacteria > Fusobacteriota > Fusobacteriia > Fusobacteriales > Fusobacteriaceae

Bacteria > Firmicutes > Negativicutes > Veillonellales-Selenomonadales > Selenomonadaceae

Bacteria > Firmicutes > Negativicutes > Acidaminococcales > Acidaminococcaceae

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae

Bacteria > Firmicutes > Clostridia > Oscillospirales > Ruminococcaceae

Bacteria > Firmicutes > Clostridia > Oscillospirales > Butyricicoccaceae

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae

Bacteria > Firmicutes > Clostridia > Clostridia UCG-014 > (unclassified)

Bacteria > Firmicutes > Bacilli > Lactobacillales > Streptococcaceae

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelotrichaceae

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelatoclostridiaceae

Bacteria > Campylobacterota > Campylobacteria > Campylobacterales > Helicobacteraceae

Bacteria > Campylobacterota > Campylobacteria > Campylobacterales > Campylobacteraceae

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Prevotellaceae

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae

Bacteria > Actinobacteriota > Coriobacteriia > Coriobacteriales > Coriobacteriaceae

Bacteria > Actinobacteriota > Actinobacteria > Bifidobacteriales > Bifidobacteriaceae

RA (%)
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Prevalence collapse settings: “Others” except ≥1% RA in at least 3 samples.

JMF-2101-12 | gene: 16S rRNA V4 | state: refined | filter min count: 5000 | agglomerated by rank: Family
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Control Diseased Remission
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Other

Bacteria > Proteobacteria > Gammaproteobacteria > Enterobacterales > Morganellaceae > Morganella

Bacteria > Proteobacteria > Gammaproteobacteria > Enterobacterales > Enterobacteriaceae > Klebsiella

Bacteria > Proteobacteria > Gammaproteobacteria > Enterobacterales > Enterobacteriaceae > Escherichia-Shigella

Bacteria > Proteobacteria > Gammaproteobacteria > Enterobacterales > Enterobacteriaceae > Citrobacter

Bacteria > Proteobacteria > Gammaproteobacteria > Burkholderiales > Sutterellaceae > Sutterella

Bacteria > Fusobacteriota > Fusobacteriia > Fusobacteriales > Fusobacteriaceae > Fusobacterium

Bacteria > Fusobacteriota > Fusobacteriia > Fusobacteriales > Fusobacteriaceae > Cetobacterium

Bacteria > Firmicutes > Negativicutes > Veillonellales-Selenomonadales > Selenomonadaceae > Megamonas

Bacteria > Firmicutes > Negativicutes > Acidaminococcales > Acidaminococcaceae > Phascolarctobacterium

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Terrisporobacter

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Romboutsia

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Peptoclostridium

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Paeniclostridium

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Clostridioides

Bacteria > Firmicutes > Clostridia > Oscillospirales > Ruminococcaceae > Negativibacillus

Bacteria > Firmicutes > Clostridia > Oscillospirales > Ruminococcaceae > Faecalibacterium

Bacteria > Firmicutes > Clostridia > Oscillospirales > Butyricicoccaceae > Butyricicoccus

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Tyzzerella

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Lachnoclostridium

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Dorea

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Blautia

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > [Ruminococcus] torques group

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > [Ruminococcus] gnavus group

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > (unclassified)

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Clostridium sensu stricto 1

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Candidatus Arthromitus

Bacteria > Firmicutes > Clostridia > Clostridia UCG-014 > (unclassified) > (unclassified)

Bacteria > Firmicutes > Bacilli > Lactobacillales > Streptococcaceae > Streptococcus

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelotrichaceae > Turicibacter

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelotrichaceae > Holdemanella

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelotrichaceae > Faecalitalea

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelotrichaceae > Allobaculum

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelatoclostridiaceae > Erysipelatoclostridium

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelatoclostridiaceae > Catenibacterium

Bacteria > Campylobacterota > Campylobacteria > Campylobacterales > Helicobacteraceae > Helicobacter

Bacteria > Campylobacterota > Campylobacteria > Campylobacterales > Campylobacteraceae > Campylobacter

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Prevotellaceae > Prevotella_9

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Prevotellaceae > Alloprevotella

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides

Bacteria > Actinobacteriota > Coriobacteriia > Coriobacteriales > Coriobacteriaceae > Collinsella

Bacteria > Actinobacteriota > Actinobacteria > Bifidobacteriales > Bifidobacteriaceae > Bifidobacterium

RA (%)
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Prevalence collapse settings: “Others” except ≥1% RA in at least 3 samples.

JMF-2101-12 | gene: 16S rRNA V4 | state: refined | filter min count: 5000 | agglomerated by rank: Genus
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Other

Bacteria > Proteobacteria > Gammaproteobacteria > Enterobacterales > Morganellaceae > Morganella > Morganella morganii

Bacteria > Proteobacteria > Gammaproteobacteria > Enterobacterales > Enterobacteriaceae > Klebsiella > (unclassified)

Bacteria > Proteobacteria > Gammaproteobacteria > Enterobacterales > Enterobacteriaceae > Escherichia-Shigella > (unclassified)

Bacteria > Proteobacteria > Gammaproteobacteria > Enterobacterales > Enterobacteriaceae > Citrobacter > (unclassified)

Bacteria > Proteobacteria > Gammaproteobacteria > Burkholderiales > Sutterellaceae > Sutterella > Sutterella wadsworthensis

Bacteria > Proteobacteria > Gammaproteobacteria > Burkholderiales > Sutterellaceae > Sutterella > Sutterella massiliensis/stercoricanis/wadsworthensis

Bacteria > Fusobacteriota > Fusobacteriia > Fusobacteriales > Fusobacteriaceae > Fusobacterium > Fusobacterium perfoetens

Bacteria > Fusobacteriota > Fusobacteriia > Fusobacteriales > Fusobacteriaceae > Fusobacterium > (unclassified)

Bacteria > Fusobacteriota > Fusobacteriia > Fusobacteriales > Fusobacteriaceae > Cetobacterium > (unclassified)

Bacteria > Firmicutes > Negativicutes > Veillonellales-Selenomonadales > Selenomonadaceae > Megamonas > Megamonas funiformis

Bacteria > Firmicutes > Negativicutes > Veillonellales-Selenomonadales > Selenomonadaceae > Megamonas > (unclassified)

Bacteria > Firmicutes > Negativicutes > Acidaminococcales > Acidaminococcaceae > Phascolarctobacterium > Phascolarctobacterium succinatutens

Bacteria > Firmicutes > Negativicutes > Acidaminococcales > Acidaminococcaceae > Phascolarctobacterium > (unclassified)

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Terrisporobacter > Terrisporobacter mayombei

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Romboutsia > Romboutsia sedimentorum

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Romboutsia > Romboutsia hominis

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Romboutsia > (unclassified)

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Peptoclostridium > (unclassified)

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Paeniclostridium > Paeniclostridium ghonii/sordellii

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Clostridioides > Clostridioides difficile

Bacteria > Firmicutes > Clostridia > Oscillospirales > Ruminococcaceae > Negativibacillus > (unclassified)

Bacteria > Firmicutes > Clostridia > Oscillospirales > Ruminococcaceae > Faecalibacterium > Faecalibacterium cf./prausnitzii

Bacteria > Firmicutes > Clostridia > Oscillospirales > Butyricicoccaceae > Butyricicoccus > (unclassified)

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Tyzzerella > (unclassified)

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Lachnoclostridium > (unclassified)

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Dorea > (unclassified)

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Blautia > Blautia coccoides/hansenii/marasmi/producta

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Blautia > Blautia caecimuris

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Blautia > (unclassified)

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > [Ruminococcus] torques group > (unclassified)

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > [Ruminococcus] gnavus group > (unclassified)

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > (unclassified) > (unclassified)

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Clostridium sensu stricto 1 > Clostridium sensu stricto 1 perfringens/thermophilus

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Clostridium sensu stricto 1 > Clostridium sensu stricto 1 perfringens

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Clostridium sensu stricto 1 > Clostridium sensu stricto 1 paraputrificum

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Clostridium sensu stricto 1 > Clostridium sensu stricto 1 disporicum

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Clostridium sensu stricto 1 > Clostridium sensu stricto 1 celatum/disporicum/saudiense

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Clostridium sensu stricto 1 > (unclassified)

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Candidatus Arthromitus > (unclassified)

Bacteria > Firmicutes > Clostridia > Clostridia UCG-014 > (unclassified) > (unclassified) > (unclassified)

Bacteria > Firmicutes > Bacilli > Lactobacillales > Streptococcaceae > Streptococcus > Streptococcus equinus/gallolyticus/infantarius/lutetiensis

Bacteria > Firmicutes > Bacilli > Lactobacillales > Streptococcaceae > Streptococcus > Streptococcus alactolyticus/equinus/gallolyticus/macedonicus/pasteuri/pasteurianus/thermophilus

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelotrichaceae > Turicibacter > Turicibacter sanguinis

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelotrichaceae > Holdemanella > (unclassified)

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelotrichaceae > Faecalitalea > (unclassified)

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelotrichaceae > Allobaculum > Allobaculum stercoricanis

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelatoclostridiaceae > Erysipelatoclostridium > Erysipelatoclostridium ramosum

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelatoclostridiaceae > Catenibacterium > Catenibacterium mitsuokai

Bacteria > Campylobacterota > Campylobacteria > Campylobacterales > Helicobacteraceae > Helicobacter > Helicobacter canis

Bacteria > Campylobacterota > Campylobacteria > Campylobacterales > Helicobacteraceae > Helicobacter > Helicobacter bilis/canis

Bacteria > Campylobacterota > Campylobacteria > Campylobacterales > Campylobacteraceae > Campylobacter > Campylobacter coli/helveticus/jejuni/upsaliensis

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Prevotellaceae > Prevotella_9 > Prevotella_9 copri

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Prevotellaceae > Alloprevotella > (unclassified)

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > Bacteroides vulgatus

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > Bacteroides plebeius

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > Bacteroides massiliensis

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > Bacteroides dorei/stercoris

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > Bacteroides dorei/fragilis

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > Bacteroides coprocola

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > (unclassified)

Bacteria > Actinobacteriota > Coriobacteriia > Coriobacteriales > Coriobacteriaceae > Collinsella > Collinsella intestinalis/stercoris

RA (%)

0.01

0.1
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Proteobacteria

NA

Prevalence collapse settings: “Others” except ≥1% RA in at least 3 samples.

JMF-2101-12 | gene: 16S rRNA V4 | state: refined | filter min count: 5000 | agglomerated by rank: Species
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Other

Bacteria > Proteobacteria > Gammaproteobacteria > Enterobacterales > Morganellaceae > Morganella > Morganella morganii > ASV_36k_3fc

Bacteria > Proteobacteria > Gammaproteobacteria > Enterobacterales > Enterobacteriaceae > Klebsiella > (unclassified) > ASV_c07_vnh

Bacteria > Proteobacteria > Gammaproteobacteria > Enterobacterales > Enterobacteriaceae > Escherichia-Shigella > (unclassified) > ASV_9ec_9n4

Bacteria > Proteobacteria > Gammaproteobacteria > Enterobacterales > Enterobacteriaceae > Citrobacter > (unclassified) > ASV_4hz_i5f

Bacteria > Proteobacteria > Gammaproteobacteria > Burkholderiales > Sutterellaceae > Sutterella > Sutterella wadsworthensis > ASV_lcx_oby

Bacteria > Proteobacteria > Gammaproteobacteria > Burkholderiales > Sutterellaceae > Sutterella > Sutterella massiliensis/stercoricanis/wadsworthensis > ASV_32r_wn2

Bacteria > Fusobacteriota > Fusobacteriia > Fusobacteriales > Fusobacteriaceae > Fusobacterium > Fusobacterium perfoetens > ASV_jrz_s0i

Bacteria > Fusobacteriota > Fusobacteriia > Fusobacteriales > Fusobacteriaceae > Fusobacterium > (unclassified) > ASV_org_5wa

Bacteria > Fusobacteriota > Fusobacteriia > Fusobacteriales > Fusobacteriaceae > Fusobacterium > (unclassified) > ASV_djk_jh7

Bacteria > Fusobacteriota > Fusobacteriia > Fusobacteriales > Fusobacteriaceae > Fusobacterium > (unclassified) > ASV_abg_xbi

Bacteria > Fusobacteriota > Fusobacteriia > Fusobacteriales > Fusobacteriaceae > Fusobacterium > (unclassified) > ASV_7pn_t9c

Bacteria > Fusobacteriota > Fusobacteriia > Fusobacteriales > Fusobacteriaceae > Fusobacterium > (unclassified) > ASV_2d8_kb8

Bacteria > Fusobacteriota > Fusobacteriia > Fusobacteriales > Fusobacteriaceae > Cetobacterium > (unclassified) > ASV_pdo_lva

Bacteria > Firmicutes > Negativicutes > Veillonellales-Selenomonadales > Selenomonadaceae > Megamonas > Megamonas funiformis > ASV_pxr_bwq

Bacteria > Firmicutes > Negativicutes > Acidaminococcales > Acidaminococcaceae > Phascolarctobacterium > Phascolarctobacterium succinatutens > ASV_cy4_do7

Bacteria > Firmicutes > Negativicutes > Acidaminococcales > Acidaminococcaceae > Phascolarctobacterium > (unclassified) > ASV_tml_ls9

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Terrisporobacter > Terrisporobacter mayombei > ASV_5ee_8v9

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Romboutsia > Romboutsia sedimentorum > ASV_4yp_vm5

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Romboutsia > Romboutsia hominis > ASV_nb9_8tx

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Romboutsia > (unclassified) > ASV_qsu_2pn

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Peptoclostridium > (unclassified) > ASV_5l3_m8d

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Paeniclostridium > Paeniclostridium ghonii/sordellii > ASV_d3v_xrh

Bacteria > Firmicutes > Clostridia > Peptostreptococcales-Tissierellales > Peptostreptococcaceae > Clostridioides > Clostridioides difficile > ASV_rjm_5zn

Bacteria > Firmicutes > Clostridia > Oscillospirales > Ruminococcaceae > Negativibacillus > (unclassified) > ASV_nbq_a9d

Bacteria > Firmicutes > Clostridia > Oscillospirales > Ruminococcaceae > Negativibacillus > (unclassified) > ASV_592_i0k

Bacteria > Firmicutes > Clostridia > Oscillospirales > Ruminococcaceae > Faecalibacterium > Faecalibacterium cf./prausnitzii > ASV_sdd_9s7

Bacteria > Firmicutes > Clostridia > Oscillospirales > Butyricicoccaceae > Butyricicoccus > (unclassified) > ASV_qy9_vlz

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Lachnoclostridium > (unclassified) > ASV_kkw_9y7

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Lachnoclostridium > (unclassified) > ASV_gnk_i3z

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Lachnoclostridium > (unclassified) > ASV_6p2_tcv

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Lachnoclostridium > (unclassified) > ASV_3qn_yca

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Dorea > (unclassified) > ASV_9l8_92s

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Blautia > Blautia coccoides/hansenii/marasmi/producta > ASV_g5k_xab

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Blautia > Blautia caecimuris > ASV_m7w_ejn

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Blautia > (unclassified) > ASV_p60_jzc

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > Blautia > (unclassified) > ASV_5id_78o

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > [Ruminococcus] torques group > (unclassified) > ASV_cjg_6rl

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > [Ruminococcus] gnavus group > (unclassified) > ASV_s40_0m6

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > [Ruminococcus] gnavus group > (unclassified) > ASV_8o4_lvz

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > (unclassified) > (unclassified) > ASV_itx_27p

Bacteria > Firmicutes > Clostridia > Lachnospirales > Lachnospiraceae > (unclassified) > (unclassified) > ASV_4gb_9vo

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Clostridium sensu stricto 1 > Clostridium sensu stricto 1 perfringens/thermophilus > ASV_85g_fdl

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Clostridium sensu stricto 1 > Clostridium sensu stricto 1 perfringens > ASV_ej3_m4i

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Clostridium sensu stricto 1 > Clostridium sensu stricto 1 paraputrificum > ASV_21q_ad5

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Clostridium sensu stricto 1 > Clostridium sensu stricto 1 disporicum > ASV_i9m_93p

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Clostridium sensu stricto 1 > Clostridium sensu stricto 1 celatum/disporicum/saudiense > ASV_dp4_v12

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Clostridium sensu stricto 1 > (unclassified) > ASV_ntc_ur1

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Candidatus Arthromitus > (unclassified) > ASV_g21_bre

Bacteria > Firmicutes > Clostridia > Clostridiales > Clostridiaceae > Candidatus Arthromitus > (unclassified) > ASV_2nj_cf8

Bacteria > Firmicutes > Clostridia > Clostridia UCG-014 > (unclassified) > (unclassified) > (unclassified) > ASV_jmh_v06

Bacteria > Firmicutes > Bacilli > Lactobacillales > Streptococcaceae > Streptococcus > Streptococcus equinus/gallolyticus/infantarius/lutetiensis > ASV_qim_52j

Bacteria > Firmicutes > Bacilli > Lactobacillales > Streptococcaceae > Streptococcus > Streptococcus alactolyticus/equinus/gallolyticus/macedonicus/pasteuri/pasteurianus/thermophilus > ASV_30m_gme

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelotrichaceae > Holdemanella > (unclassified) > ASV_5uk_vwn

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelotrichaceae > Faecalitalea > (unclassified) > ASV_lxd_v7s

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelotrichaceae > Faecalitalea > (unclassified) > ASV_42a_jom

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelotrichaceae > Allobaculum > Allobaculum stercoricanis > ASV_9rz_k70

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelatoclostridiaceae > Erysipelatoclostridium > Erysipelatoclostridium ramosum > ASV_p9r_xbg

Bacteria > Firmicutes > Bacilli > Erysipelotrichales > Erysipelatoclostridiaceae > Catenibacterium > Catenibacterium mitsuokai > ASV_e9e_cr1

Bacteria > Campylobacterota > Campylobacteria > Campylobacterales > Helicobacteraceae > Helicobacter > Helicobacter canis > ASV_itn_y1d

Bacteria > Campylobacterota > Campylobacteria > Campylobacterales > Helicobacteraceae > Helicobacter > Helicobacter bilis/canis > ASV_b7f_23x

Bacteria > Campylobacterota > Campylobacteria > Campylobacterales > Campylobacteraceae > Campylobacter > Campylobacter coli/helveticus/jejuni/upsaliensis > ASV_i9c_t72

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Prevotellaceae > Prevotella_9 > Prevotella_9 copri > ASV_ea9_fnn

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Prevotellaceae > Alloprevotella > (unclassified) > ASV_q54_dc3

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Prevotellaceae > Alloprevotella > (unclassified) > ASV_e73_l18

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > Bacteroides vulgatus > ASV_hll_1bv

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > Bacteroides plebeius > ASV_d7y_tj0

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > Bacteroides massiliensis > ASV_dh8_gvx

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > Bacteroides dorei/stercoris > ASV_atk_3cp

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > Bacteroides dorei/fragilis > ASV_lfw_zn3

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > Bacteroides coprocola > ASV_grv_h2t

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > (unclassified) > ASV_ti6_sko

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > (unclassified) > ASV_si7_n1c

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > (unclassified) > ASV_i6s_5t4

Bacteria > Bacteroidota > Bacteroidia > Bacteroidales > Bacteroidaceae > Bacteroides > (unclassified) > ASV_4kh_iap

Bacteria > Actinobacteriota > Coriobacteriia > Coriobacteriales > Coriobacteriaceae > Collinsella > Collinsella intestinalis/stercoris > ASV_k7p_f2s
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Prevalence collapse settings: “Others” except ≥1% RA in at least 3 samples.
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