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AB520967 S-2-2-1 T. anatolicum Turkey
AB520968 S-2-3 T. anatolicum Turkey
AB520978 TM5 T. anatolicum Morocco
AB298304 MC1 T. anatolicum Morocco

AB520969 S-3-2-1 T. anatolicum Turkey
AB520966 MX1 T. mesoamericanum Mexico

AB298305 TM-4 T. mesoamericanum Mexico
LC684508 AY-2080307-001 T. magnivelare Canada 

AB298300 TM-31 T. matsutake South Korea
AB520980 TN2 T. matsutake Norway
AB520979 TN1 T. matsutake Norway

AB520981 TN3 T. matsutake Norway
AB520982 TnFIN1 T. matsutake Finland

AB298299 F1 T. matsutake Japan
LC684515 AY-2200915-001 T. matsutake Ukraine 
LC684514 Ishida F-0315 T. matsutake Sweden 
AB298298 TmY1 T. matsutake Japan

AB293550 TmY4 T. matsutake Japan
AB563496 TmNBRC6932-A01 T. matsutake Japan
AB563497 TmNBRC6933-B01 T. matsutake Japan
AB298297 Tm-029 T. matsutake Japan

AB520961 CH-JI1 T. matsutake China
AB298302 NK05 T. matsutake North Korea
AB520960 CH-HE3 T. matsutake China
AB520972 TF-R3 T. matsutake Russia
LC684509 AY-2131013-001 T. matsutake Japan 
LC684512 AY-2150919-001T. matsutake Japan

LC684510 TUA-115 T. matsutake Japan
AB520973 TF-R4 T. matsutake Russia
AB538258 12850 T. matsutake Japan

AB298301 NK02 T. matsutake North Korea
AB699617 TO-1 T. matsutake Japan

AB520974 TF-R5 T. matsutake Russia
AB520959 BH1 T. matsutake Bhutan
AB520963 CH-YU1 T. matsutake China

LC684512 AY-1981000-002 T. matsutake Bhutan 
AB520962 CH-SI1 T. matsutake China
AB298303 TM-9 T. matsutake China

AB298306 TM-10 T. murrillianum Canada
AB293549 Tp-C3 T. murrillianum Canada
AB535196 CA1 T. murrillianum Canada

LC684511 AY-2181005-001 T. matsutake Japan 
AB538240 751 T. matsutake China

AB538242 SCMB81 T. bakamatsutake Spain
AB538257 11543 T. bakamatsutake Japan

AB520965 WK-N1 T. fulvocastaneum Japan
AB563499 NBRC 6947 T. fulvocastaneum Japan
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Supplementary Fig. S3 – ML phylogenetic tree of the megB1 of Tricholoma matsutake 
and closely related species in the section Caligata. Bootstrap (BS) values > 60% from 
ML trees (left) and Bayesian posterior probabilities (PP) > 0.60 (right) are shown near 
the nodes. Thick nodes indicate significant support by both the BS (> 85%) and PP (> 
1.0) values. Taxon names in bold indicate the specimens examined in this study.


