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Supplementary figure 1: NTSR1 SDS/PAGE WB optimal conditions
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Supplementary figure 2 : NTSR1 protein depletion by siRNA, shRNA and CRISPR-cas9 
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Supplementary figure 3 : NTSR1 protein construct 
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Supplementary figure 4 : Neurotensin dose response  effect on NTSR1 forms expression 
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Supplementary figure 5 : NTSR1-high is not destabilized by denaturing agents
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Supplementary figure 7 : Uncropped WB from main figure 4
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Supplementary figure 8 : NTSR1 expression in CRC PDX 
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Uncropped WB images are included at the end of the supplementary information.
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Supplementary Figure 9 : Lysosomal degradation is not involved in NTSR1-low form degradation 

Anti-NTSR1 WB performed on HEK293T WT or HEK293T-NTSR1 treated with the lysosomal 

or wo-treated with NTS 100 nM for 1 h.
Uncropped WB images are included at the end of the supplementary information.


