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FIGURE S2



Fig. S2 
Correlation of expression of canonical cell type markers across different modalities. 
A) Spearman correlation coefficients of cell type markers between transcriptional level expression 
from CITE-seq and protein level expression from CyTOF. Each dot represents a marker gene and the 
color of the dot represents the p value of correlation. Markers are highlighted with an outer circle if the 
p value is less than 0.05. 
B) Spearman correlation coefficients of cell type markers between transcriptional level expression 
from scRNA-seq and protein level expression from CITE-seq. Each dot represents a marker gene and 
the color of the dot represents the p value of correlation. Markers are highlighted with an outer circle if 
the p value is less than 0.05. 
C) Scatter plots showing examples of negative correlation of expression of cell type marker genes 
between transcriptional level expression from CITE-seq and protein level expression from CyTOF. 
MMRF_1505 and MMRF_2251 were excluded due to lack of cell populations of interest based on 
CITE-seq measurement.


