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Supplementary Figure 12. Analyses of Tregs and macrophage scores in clinical datasets with respect to
SHP2 phosphorylation. A, B, Violin and box plots comparing the differential phosphorylation levels of SHP2 at
Y542 and expression levels of SHP2 in patients grouped by Tregs infiltration (A) and M2 Macrophage infiltration
(B) levels. C, Heat maps comparing the differential CD8 T-cell-specific gene expression in patients grouped by
phosphorylation levels of SHP2 at Y542.





