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Supplementary Figure S2: Breakpoints in 10x Loupe software linked-reads view. 
Each bar represents a sequencing read, and those joined with a horizontal line share the same barcode. 
Reads are grouped by haplotype (green and purple), with unphased reads in grey. Vertical orange lines 
indicate putative breakpoints defined by the software. Given that the maximum region of the 
chromosome phased was significantly shorter than the length of Chr 11 (as indicated in the ‘phase block 
view’ plot), some breakpoints are assigned to different haplotypes, therefore haplotypes should not be 
compared between regions (the breakpoint appears in purple in some regions and in green in others). 
The copy number patterns are consistent with all breakpoints occurring on the same copy of the 
chromosome. 

  




