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- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy
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Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

The methylation data generated in this study have been deposited in the NCBI GEO database under accession code GSE214568 [https://www.ncbi.nlm.nih.gov/geo/
query/acc.cgi?acc=GSE214568]. The processed targeted DNA sequencing data are provided in the Supplementary data. However, participants did not agree to share
the raw targeted DNA sequencing data. All other data is available in the Supplementary data. Source data are provided as a Source Data file.

We performed a retrospective study with samples collected from multiple institutions. Sex and gender of patients was
reported as indicated in clinical reports. Our study reports on the sex/gender distribution of patients affected by one of the
three novel types of mesenchymal tumors with DICER1 alterations.

The cohort analysed in this study is a compilation of individual tumor samples. Patients age ranged from 1 month to 69 years
(median age 6.4 years).

Patients were not directly involved or recruited for this study. Tumor samples were collected from international peadiatric
tumor and sarcoma reference centres.

This study was approved of by the Heidelberg Medical Faculty Ethics Commitee and was performed in accordance with the
declaration of Helsinki. Samples were collected at McGill University-affiliated hospitals in Montreal, Quebec, Canada and the
Institute of Pathology, University Hospital Heidelberg, mainly from collaborating institutions in accordance with local ethics
review board regulations.

No sample-size calculation was performed. Samples were retrospectively collected, depending on their availability.

No data was excluded from the analyses.

Genomic sequencing data were not reproduced due to limited tumor material available.

The experiments were not randomized.

Investigators were blinded to sample allocation during histopathological evaluation. Investigators were not blinded to sample allocation
during all other computational experiments.




