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SUPPLEMENTARY FIGURES 17 

18 

Supplementary Fig. 1. Distribution of omicron mutations on SARS-CoV-2 S protein. a, the heatmap shows 19 

the SARS-CoV-2 S protein mutations in the NTD (cyan), RBD (dark gray) and S2 domain (light gray) of omicron 20 

BA.1, BA.2, BA.4 and BA.5. b, Representation of the RBD with all omicron mutations highlighted in red.  21 
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 22 

Supplementary Fig. 2. Distribution and neutralization potency of RBD and NTD-targeting nAbs against 23 

omicron BA.4 and BA.5. a-b, dot charts compare the distribution of nAbs isolated from subjects belonging 24 

to the SN3 and SP2 cohorts against omicron BA.4 (a) and BA.5 (b) omicron variants. The number, percentage 25 

and GM-IC100 (black lines and colored bars) of nAbs are denoted on each graph. c-d, table summarizing the 26 

GM-IC100 of Class 1/2, Class 3, Class 4 and NTD nAbs against BA.4 (c) and BA.5 (d). Source data are provided 27 

as a Source Data file.  28 
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SUPPLEMENTARY TABLES 29 

Supplementary Table 1. Numbers and frequency of nAbs in the SN3 cohort. 30 

  31 
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Supplementary Table 2. Frequency of predominant germlines against omicron variants.  32 

  33 
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Supplementary Table 3. Neutralization potency of predominant germlines against omicron variants.  34 
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