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Supplementary Figure 1 20 top KEGG pathways enriched in differentially expressed genes (DEGS)
among 16 comparisons, including MES.Red v MES.Blue (A), MES.Red v MES.White (B),
MES.Red v MES.Dark (C), MES.Blue v MES.White (D), MES.Blue v MES.Dark (E),
MES.White v MES.Dark (F), COL.Red v COL.Blue (G), COL.Red v COL.White (H),
COL.Red v COL.Dark (I), COL.Blue v COL.White (J), COL.Blue v COL.Dark (K),
COL.White v COL.Dark (L), MES.Red v COL.Red (M), MES.Blue v_COL.Blue (N),
MES.White_v_COL.White (O), and MES.Dark_v_COL.Dark (P).



