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Supplemental Figure 1 | Multiple Sequence alignment. 732 
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Multiple sequence alignment of OCT1CS, human OCTs (SLC22A1-3), and representative human 733 

OATs (SLC22A7-9). Sequences are aligned using MAFFT56. E386 and D474 (numbering 734 

according to hOCT1) positions are highlighted in red and 217, 244, 354, and 446 (numbering 735 

according to hOCT1) in green.  736 
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