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S10 Fig: Multidimensional scaling (MDS) plots of gene expression profiles of the filtered long non-coding RNA subset.

Abbreviations: CPM = Counts-per-million, FC = Fold-change, FFPE = Formalin-fixed, paraffin-embedded. (MDS-plots of unfiltered

data is shown in Figs 3 and S6 (n = 16,598 genes)).



