
 

 

 

 

 

Online Resource 13. Isolation of cells for single-cell RNA sequencing capture similar proportions of diverse 
cardiac non-myocyte cell populations across experimental groups. (a) Relative proportions of cell types analyzed 
from individual samples from mineralocorticoid receptor (MR) Intact and smooth muscle cell MR knockout (SMC-
MR-KO) mouse hearts (n=3 per group). Heights of the individual boxes comprising each bar represent the 
proportion of cell classified as each cell population. (b) t-SNE projections of all cardiac non-myocyte cells from 
each experimental group.  

 

 

 

 

 

 

 

 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Online Resource 14. Key gene expression differences between smooth muscle cell (SMC) populations. Dot 
plot for top highly and uniquely expressed genes in each smooth muscle cell population identified using an 
unsupervised analysis. Dot color and size indicate the relative expression and percentage of cells expressing 
that gene within each cell population, respectively. 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

 

 

 

 

Online Resource 15. Mineralocorticoid receptor (MR) gene expression in cardiac non-myocyte cell populations 
with and without western diet. Gene expression of MR (encoded by Nr3c2) in cardiac non-myocytes from control 
(C) and WD fed (W) MR-intact (WT) and smooth muscle cell MR knockout (KO) mice. Dot color and size indicate 
the diet group and the percentage of cell expressing Nr3c2 gene within each group, respectively.  

 

 

 


