Table S2. Epithelial Cell Subcluster Markers, Related to Fig. 3

Gene p_val avg log2FC pct.1 pct.2 p_val_adj cluster
Slc35f1 0 1.481158587 0.982 0.431 0 0
Mecom 0 | 1.325932778 0.997 0.792 0 0
RP23-474J16.2 0 | 1.280422844 0.75 0.072 0 0
Nyap2 0 1.051909678 0.536 0.049 0 0
Cacna2d3 0 | 0.951420725 0.938 0.418 0 0
Car10 0 | 0.946418067 1/ 0.994 0 0
Dmrt3 0 | 0.840559255 0.335 0 0 0
A830018L16Rik 0 | 0.804642558 0.986 0.883 0 0
Immp2| 0 0.745144857 0.992 0.894 0 0
Sema6d 0 | 0.720575476 0.988 0.852 0 0
Asic2 0 | 0.705794419 0.988 0.845 0 0
Sptic3 0 0.703217412 0.395 0.076 0 0
Cacnb2 0 | 0.692929553 0.804 0.365 0 0
Slit3 0 | 0.669559965 0.352 0.065 0 0
Npas2 0 0.663737248 0.591 0.232 0 0
Iggap2 0 | 0.654981532 0.854 0.462 0 0
Gabrb1 0 | 0.644863332 0.985 0.841 0 0
Ank3 0  0.641802849 0.891 0.538 0 0
Gm3764 0 0.60482344 0.237 0.007 0 0
Zfp462 0 | 0.598222082 0.875 0.542 0 0
Vcam1 0 | 0.579759899 0.659 0.336 0 0
Arhgap28 0  0.578856439 0.885 0.584 0 0
Nr2f2 0 0.561020518 0.749 0.38 0 0
Gm11417 0  0.558541141 0.398 0.127 0 0
Ccbet 0 | 0.544547149 0.991 0.885 0 0
Dmrta2os 0 0.54062643 0.196 0.002 0 0
Defb9 0 0.53850673 0.614 0.321 0 0
Zcchc16 0 0.531815414 0.918 0.63 0 0
Cadm2 0  0.528977877 1 1 0 0
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Table S5. gPCR, Related to Fig. S3

Gene Access number Forward Primer Reverse Primer

Name

11b NM_031512 AGGCTTCCTTGTGCAAGTGT TGTCGAGATGCTGCTGTGAG

ll1ra NM_013123.3 CGCAGCTGTCCTCTTACTCC GACTTCCATCCCCTGCAACA

Tnfa NM_012675.3 GATCGGTCCCAACAAGGAGG GCAGCCTTGTCCCTTGAAGA

Relt NM_001108495.1 GCGGCCTTCAAAAGAGGTTG TCACTGCATACTGAGCAGCC

Mcpl NM_031530 CTGTAGCATCCACGTGCTGT TCACTTGGTTCTGGTCCAGTTT

Ccr2 NM_021866 TGCTGCAAATGAGTGGGTCT AAGGGCCACAAGTATGCTGA

Hprtl NM_012583.2 CTCATGGACTGATTATGGACAGGAC GCAGGTCAGCAAAGAACTTATAGCC
Gapdh NM_017008.4 GGGTGTGAACCACGAGAAAT ACTGTGGTCATGAGCCCTTC
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