Additional Tablle 6 GO biological process analysis of differentially expressed proteins

Term Total
GO_P Term Candidate Candidate Term Gene Total Gene
ID GO_P Term Desc GO P Term Levell GO _P Term Level2 Gene Num Gene Num Num Num Rich Ratio P value Q value
G0:0015853 adenine transport biological_process localization 3 252 5 24363 0.6 1.08E-05 0.01453527
G0:0055114 oxidation-reduction process biological_process metabolic process 22 252 772 24363 0.02849741 1.93E-05 0.01453527
G0:0022900 electron transport chain biological_process metabolic process 7 252 96 24363 0.07291667 6.35E-05 0.02392385
G0:0042552 myelination biological_process developmental process 6 252 64 24363 0.09375 5.24E-05 0.02392385
G0:0010038 response to metal ion biological_process response to stimulus 4 252 23 24363 0.17391304 8.48E-05 0.02555268
G0:0014733 regulation of skeletal muscle biological_process regulation of biological 2 252 2 24363 1 1.07E-04 0.02676656
adaptation process
G0:0071276 cellular response to cadmium ion  biological_process response to stimulus 5 252 48 24363 0.10416667 1.36E-04 0.02917599
G0:0022010 central nervous system myelination biological_process multicellular organismal 3 252 11 24363 0.27272727 1.70E-04 0.02969535
process
G0:1902600 proton transmembrane transport  biological_process localization 7 252 113 24363 0.0619469 1.77E-04 0.02969535
G0:0006120 mitochondrial electron transport,  biological_process metabolic process 5 252 55 24363 0.09090909 2.60E-04 0.03912277
NADH to ubiguinone
G0:0018125 peptidyl-cysteine methylation biological_process metabolic process 2 252 3 24363 0.66666667 3.18E-04 0.03938102
G0:0019563 glycerol catabolic process biological_process metabolic process 3 252 14 24363 0.21428571 3.66E-04 0.03938102
G0:0021681 cerebellar granular layer biological_process developmental process 2 252 3 24363 0.66666667 3.18E-04 0.03938102
development
G0:0071280 cellular response to copper ion biological_process response to stimulus 4 252 33 24363 0.12121212 3.61E-04 0.03938102
G0:0043312 neutrophil degranulation biological_process iImmune system process 18 252 702 24363 0.02564103 4.03E-04 0.04051925
G0O:0005975 carbohydrate metabolic process biological_process metabolic process 10 252 274 24363 0.03649635 6.04E-04 0.04526008
G0:0006091 generation of precursor biological_process metabolic process 5 252 63 24363 0.07936508 491E-04 0.04526008
metabolites and energy
G0:0010273 detoxification of copper ion biological_process response to stimulus 3 252 16 24363 0.1875 5.54E-04 0.04526008
G0:0017085 response to insecticide biological_process response to stimulus 2 252 4 24363 05 6.31E-04 0.04526008
G0:0042376 phylloquinone catabolic process biological_process metabolic process 2 252 4 24363 0.5 6.31E-04 0.04526008
G0:0071492 cellular response to UV-A biological_process response to stimulus 2 252 4 24363 0.5 6.31E-04 0.04526008
G0:0050884 neuromuscular process controlling biological_process multicellular organismal 3 252 17 24363 0.17647059 6.68E-04 0.04575431
posture process
G0:0006071 glycerol metabolic process biological_process metabolic process 3 252 18 24363 0.16666667 7.95E-04 0.0461045
G0:0042407 cristae formation biological_process cellular process 4 252 40 24363 0.1 7.62E-04 0.0461045
G0:0060333 interferon-gamma-mediated biological_process regulation of biological 8 252 185 24363 0.04324324 7.11E-04 0.0461045
signaling pathway process
G0:2001222 regulation of neuron migration biological_process developmental process 3 252 18 24363 0.16666667 7.95E-04 0.0461045
G0:0017157 regulation of exocytosis biological_process regulation of biological 4 252 44 24363 0.09090909 0.00109636 0.05697265
process
GO:0035774 positive regulation of insulin biological_process regulation of biological 4 252 44 24363 0.09090909 0.00109636 0.05697265
secretion involved in cellular process
response to glucose stimulus
G0:0036018 cellular response to erythropoietin  biological_process response to stimulus 2 252 5 24363 0.4 0.00104398 0.05697265
G0:0019882 antigen processing and biological_process iImmune system process 4 252 45 24363 0.08888889 0.00119364 0.05996057
presentation
G0:0051693 actin filament capping biological_process regulation of biological 3 252 21 24363 0.14285714 0.00126712 0.06159828
process
G0:0006096 glycolytic process biological_process metabolic process 4 252 49 24363 0.08163265 0.00164351 0.06590067
G0:0006166 purine ribonucleoside salvage biological_process metabolic process 2 252 6 24363 0.33333333 0.00155529 0.06590067
G0:0006533 aspartate catabolic process biological_process metabolic process 2 252 6 24363 0.33333333 0.00155529 0.06590067
G0:0006641 triglyceride metabolic process biological_process metabolic process 4 252 49 24363 0.08163265 0.00164351 0.06590067
G0:0015866 ADP transport biological_process localization 2 252 6 24363 0.33333333 0.00155529 0.06590067
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