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Supplemental Figure 1. Distribution maps of predictors of RVF livestock seroprevalence and regression lines of their 

linear associations with logit-seroprevalence of RVF. Geographic distributions of covariates including precipitation 

seasonality (A), EVI seasonality (B), topographic wetness index (TWI) (C), and percent change in log human population density 

(D)(left column), and the linear association between each covariate 

and logit-RVF seroprevalence (right column).  
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Supplemental Figure 2. Model predictions compared to observed herd seroprevalence. Model predicted Rift Valley Fever 

seroprevalence among Cattle herds (A) and Sheep and Goat herds (B) compared to what was observed during sampling in 2017.  
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Supplemental Figure 3. Comparison of model covariate values for the 2009-2016 time period compared to 2021. The left 

column represents data from years 2009-2016 while the right column represents data for the year 2021. Human population 

density data from 2020 was used to estimated 2021 risk due to unavailable data for year 2021 at time of this analysis.  
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