10-day-old infant stool microbiomes (n = 568)
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3-month-old infant stool microbiomes (n = 459)
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Supplementary Figure S6 Clinical factors associated with infant stool microbiome clusters:
Hierarchical clustering of cpn60 infant stool microbiome clusters from 10-day (A) and 3-month (B) -old
infants were constructed from Euclidean distance matrices of proportional abundance data. Colours bars
from top to bottom: microbiome cluster, delivery mode, intrapartum antibiotic administration to mothers at
labour and delivery, maternal vaginal CST, breastfeeding modality, maternal ethnicity, infant sex and

maternal chorioamnionitis status.



