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Supplementary Figure S8 Similar species are differentially abundant when grouping infant stool
microbiomes by delivery mode or perinatal antibiotic exposure: Differentially abundant species in
stool microbiomes from 10-day (A-D) and 3-month (E-G) -old infants were defined by ALDEx2 (A,C,E,F)
and MaAsLin2 (B,D,G). Infants were grouped either by delivery mode, or by perinatal antibiotic
exposure. Red bars indicate overrepresentation in vaginally-delivered or unexposed infants and light
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blue bars indicate overrepresentation in infants delivered by elective caesarean section.
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