






Supplementary figure 4.  

 

Heatmaps represent row scaled normalized mean (biological replicates) 

read count values for each strain infected placenta. Each heatmap shows 

the behavior of all genes from a selected pathway.  

 

1. Immune response (blue box indicates genes related to tolerance and 

anti-inflammatory processes, upregulated in VT strains)  

2. T-cell activation 

3. Inflammatory response 

4. Cell junctions 

5. Cell cycle and other related 

6. Mitotic cell cycle process 

7. Cell projections and morphogenesis 

8. Import to the cell 

9. Positive regulation of secretion and import 

10.  Positive regulation of secretion 

11. Ribosomal citoplasmatic proteins 
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T−Cell activation
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Cell Junctions
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Cell Cycle and Others
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Mitotic Cell Cycle Process
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Cell Projections and Morphogenesis
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Import to the Cell
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Positive Regulation of Secretion and Import
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Positive Regulation of Secretion
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Ribosomal Citoplasmatic proteins
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