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Timema protein sequence alignment

Tephritoidea protein sequence alignment

1. Timema protein sequence alignment

1. Drosophila mel NP_732407 .1 cry

2. Timema bar unname CAD7443749.1

3. Timema bar unname CAD7450057.1

4. Timema cal unname CAD7579833.1

5. Timema cri unname CAD7411033.1

6. Timema cri unname CAD7414479.1

7. Timema dou unname CAD7201698.1

8. Timema dou unname CAD7206027.1

9. Timema gen CAD7604462.1 unnamed pr

10. Timema gen unname CAD7604461.1

11. Timema mon unname CAD7434411.1

12. Timema mon unname CAD7435247.1

13. Timema pop unname CAD7411490.1

14, Timema pop unname CAD7411492.1
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Ladona & Ishnura protein sequence alignment

Bactrocera dor & Bactrocera ole nucleotide sequence alignment
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2. Ladona & Ishnura protein sequence alignment

1. Drosaphila mel NP_523653.2 photorepai

2. Ischnura ele PL XP_046383389.1

3

4

5. Ladona fulv KA

1

2

3

4

5. Ladona fulv KA

1

2

3

4,

. Ischnura eleg XP_046383944.1

. Ladona fulv hypoth KAGE236888.1

. Drosophila mel NP_523653.2 photorepai

. Ischnura ele PL XP_046383389.1

. Ischnura eleg XP_046383044.1

. Ladona fulv hypoth KAGE236888.1

. Drosophila mel NP_523653.2 photorepai

. Ischnura ele PL XP_046383389.1

. Ischnura eleg XP_046383944.1

. Ladona fulv hypoth KAGB236888.1

5. Ladona fulv KAGE

1
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5. Ladona fulv KA

1
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. Drosophila mel NP_523653.2 photorepai

. Ischnura ele PL XP_046383389.1

. Ischnura eleg XP_045383944.1

. Ladona fulv hypoth KAGE236888.1

. Drosophila mel NP_523653.2 photarepai

. Ischnura ele PL XP_046383389.1

. Ischnura eleg XP_046383944.1

. Ladona fulv hypoth KAGE236888.1

. Ladona fulv KAGB231874.1

. Drosophila mel NP_523653.2 photorepai

. Ischnura ele PL XP_046383389.1

. Ischnura eleg XP_046383944.1

Ladona fulv hypath KA

. Ladona fulv KAGB231874.1
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Tephritoidea protein sequence alignment

1. Drosophila mel NP_523653.2 photorepal

2. Bactrocera dor PLXP_011207519.3

3. Bactrocera lat PREDIC XP_018795683.1

4, Bactrocera neo PL-lik XP_050326165.1

5. Bactrocera ole PL-lik XP_014095123.2

6. Bactrocera try PL-lik XP_039956686.1

7. Ceratitis cap PL XP_004535731.1

8. Rhagoletis pom PL-lik XP_036332213.1

9. Rhagoletis zep PREDIC XP_017464467.1

10. Bactrocera dor PLXP_011207520.2

11. Bactrocera lat PREDIC XP_018795691.1

12. Bactrocera neo PL-lik XP_050326166.1

13. Bactrocera ole PL-lik XP_014095126.2

14. Bactrocera try PL-lik XP_039955199.1

15. Ceratitis cap PL X1 XP_004535970.1

16. Rhagoletis pom PL-lik XP_036331742.1

17. Rhagoletis zep PREDIC XP_017464459.1

1. Drosophila mel NP_523653 2 photorepal

2, Bactrocera dor PL XP_011207519.3

3, Bactrocera lat PREDIC XP_018795683.1

4, Bactrocera neo PL-lik XP_050326165.1

5. Bactrocera ole PL-lik XP_014095123.2

6. Bactrocera try PL-lik XP_039956686.1

7. Ceratitis cap PL XP_004535731.1

8. Rhagoletis pom PL-lik XP_036332213.1

9. Rhagoletis zep PREDIC XP_017464467.1

10. Bactrocera dor PL XP_011207520.2

11. Bactrocera lat PREDIC XP_018795691.1

12. Bactrocera neo PL-ik XP_050326166.1

13. Bactrocera ole PL-lik XP_014095126.2

14, Bactrocera try PL-lik XP_039955199.1

15. Ceratitis cap PL X1 XP_004535970.1

16. Rhagoletis pom PL-lik XP_036331742.1

17. Rhagoletis zep PREDIC XP_017464459.1

1. Drosophila mel NP_523653.2 photorepal

2. Bactrocera dor PLXP_011207519.3

3. Bactrocera lat PREDIC XP_018795683.1

4, Bactrocera neo PL-lik XP_050326165.1

5. Bactrocera ole PL-lik XP_014095123.2

6. Bactrocera try PL-lik XP_039956686.1

7. Ceratitis cap PL XP_004535731.1

8. Rhagoletis pom PL-lik XP_036332213.1

9. Rhagoletis zep PREDIC XP_017464467.1

10. Bactrocera dor PL XP_011207520.2

11. Bactrocera lat PREDIC XP_018795691.1

12. Bactrocera neo PL-ik XP_050326166.1

13. Bactrocera ole PL-lik XP_014095126.2

14. Bactrocera try PL1ik XP_039955199.1

15. Ceratitis cap PL X1 XP_004535970.1

16. Rhagoletis pom PL-lik XP_036331742.1

17. Rhagoletis zep PREDIC XP_017464459.1
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1. Drosophila mef NP_523653.2 photorepal

2. Bactrocera dor PL XP_011207519.3

3. Bactrocera lat PREDIC XP_018795683.1

4, Bactrocera neo PL-lik XP_050326165.1

5. Bactrocera ole PL-lik XP_014095123.2

6. Bactrocera try PL-lik XP_039956686.1

7. Ceratitis cap PL XP_004535731.1

8. Rhagoletis pom PL-lik XP_036332213.1

9. Rhagoletis zep PREDIC XP_017464467.1

10. Bactrocera dor PL XP_011207520.2

11. Bactrocera lat PREDIC XP_018795691.1

12. Bactrocera neo PLik XP_050326166.1

13. Bactrocera ole PL-lik XP_014095126.2

14, Bactrocera try PL-lik XP_039955199.1

15. Ceratitis cap PL X1 XP_004535970.1

16. Rhagoletis pom PL-lik XP_036331742.1

17. Rhagoletis zep PREDIC XP_017464459.1

1. Drosophila mel NP_523653.2 photorepal

2. Bactrocera dor PLXP_011207519.3

3. Bactrocera lat PREDIC XP_018795683.1

4, Bactrocera neo PL-lik XP_050326165.1

5. Bactrocera ole PL-lik XP_014095123.2

6. Bactrocera try PL-lik XP_039956686.1

7. Ceratitis cap PL XP_004535731.1

8. Rhagoletis pom PL-lik XP_036332213.1

9. Rhagoletis zep PREDIC XP_017464467.1

10. Bactrocera dor PL XP_011207520.2

11. Bactrocera lat PREDIC XP_018795691.1

12. Bactrocera neo PLik XP_050326166.1

13. Bactrocera ole PL-lik XP_014095126.2

14. Bactrocera try PL-lik XP_039955199.1

15. Ceratitis cap PL X1 XP_004535970.1

16. Rhagoletis pom PL-ik XP_036331742.1

17. Rhagoletis zep PREDIC XP_017464459.1

1. Drosophila mel NP_523653.2 photorepal

2. Bactrocera dor PL XP_011207519.3

3. Bactrocera lat PREDIC XP_018795683.1

4, Bactrocera neo PL-lik XP_050326165.1

5. Bactrocera ole PL-lik XP_014095123.2

6. Bactrocera try PL-lik XP_039956686.1

7. Ceratitis cap PLXP_004535731.1

8. Rhagoletis pom PL-lik XP_036332213.1

9. Rhagoleus zep PREDIC XP_017464467.1

10. Bactrocera dor PLXP_011207520.2

11. Bactrocera lat PREDIC XP_018795691.1

12. Bactrocera neo PL-ik XP_050326166.1

13. Bactrocera ole PL-lik XP_014095126.2

14. Bactrocera try PL-lik XP_039955199.1

15. Ceratitis cap PL X1 XP_004535970.1

16. Rhagoletis pom PL-lik XP_036331742.1

17. Rhagoletis zep PREDIC XP_017464450.1
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4. Bactrocera dor & Bactrocera ole detailed protein sequence alignment
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1. Bactrocera dor PLXP_011207519.3 MKRSNNATNAVTKPKKTKSAASSGVDTNNES | SAVGINEKASSTTISVOSLOQQRRLATAES IAEFSFNKKRVRVLNSVEEVSESRSGGVL YWMSRE ARVODNWAF LYSOQRLALK
2.Bactrocera ole PLik XP 0140951232 -+ - VK AL A A D AR A LB N D B R R
3. Bactrocera dor PL XP_011207520.2 o KEKY - - LR-K-E- EE‘D: G DI-SPQLA: -KH: =M= =FSe N:=Seepererenens EDK: « *WHF 1+« Doxxcx - L-FA**
4. Bactrocera ole PL-lik XP_014095126.2 S LKGKY - ----- - LERRE-K-A EE-D:-RPCT-1-5SPQLL- K- "N-:==S: K- SA=P=cceerrs AEDK - “DWHC - = 1= s - o D se s L FAS -
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