Supplementary Figure S6. HER2, PD-L1, and Five-Gene Signature Quartile Analysis. IDFS by HER2 gene
expression quartile (A) in the trastuzumab arm; and (B) in the T-DM1 arm; (C) treatment effect on IDFS by
HER2 gene expression quartile; (D) effect of HER2 gene expression quartile on IDFS; IDFS by PD-L1 gene
expression quartile (E) in the trastuzumab arm; and (F) in the T-DM1 arm; (G) treatment effect on IDFS by
PD-L1 gene expression quartile; (H) effect of PD-L1 gene expression quartile on IDFS; IDFS by five-gene
signature (i.e., PD-L1/granzymeB/CD8/IFNy/CXCL9) gene expression quartile (I) in the trastuzumab arm;
and (J) in the T-DM1 arm; (K) treatment effect on IDFS by five-gene signature gene expression quartile; (L)
effect of five-gene signature gene expression quartile expression on IDFS. Each expression quartile
(quartile 2, quartile 3, and quartile 4) is compared to the lowest quartile (quartile 1). The analyses are
unstratified and adjusted using a Cox regression model that includes percent tumor in marked area, clinical
stage at presentation, hormone receptor status, type of preoperative HER2-directed therapy, and
pathologic nodal status. HER2, human epidermal growth factor receptor 2; IDFS, invasive disease-free
survival; IFNy, interferon gamma; Q, quartile; T-DM1, trastuzumab emtansine.
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