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Supplementary Figure 1. Posterior Pole Algorithm of the Spectralis OCT (left panel) and 
the 36 superpixels (right panel, gray superpixels) that were analyzed in the study. 

 
 
Supplementary Figure 2. Heat map displaying the difference in population rates between 

the subgroups with visual field MD ≤ –6 and MD > –6 dB for the ganglion cell layer (GCL, 
left panel) and inner plexiform layer (IPL, right panel) in the Established Glaucoma (EG) 
group. Numbers represent rates in the subgroup with MD ≤ –6 dB minus that of MD > –6 dB 
subgroup. A white asterisk indicates a Bayesian p-value <0.025 and identifies a superpixel 
with a significantly negative rate of change difference; black asterisk indicates p-value 
>0.975 and identifies a superpixel with a significantly positive rate of change difference. 

 
 
Supplementary Figure 3.  Heat map displaying the difference in population intercepts 

between the subgroups with visual field MD ≤ –6 and MD > –6 dB for the ganglion cell layer 
(GCL, left panel) and inner plexiform layer (IPL, right panel) in the Established Glaucoma 
(EG) group. Numbers represent rates in the subgroup with MD ≤ –6 dB minus that of MD > 
–6 dB subgroup. A white asterisk indicates a Bayesian p-value <0.025 and identifies a 
superpixel with a significantly negative intercept difference; black asterisk indicates p-value 
>0.975 and identifies a superpixel with a significantly positive intercept difference. 

 
 
Supplementary Figure 4. Heat map with superpixel population slope posterior means for 
the ganglion cell layer (top) and inner plexiform layer (bottom) for the Glaucoma Suspect 
group (left) and the Established Glaucoma group (right). A white asterisk indicates a 
Bayesian p-value <0.025 and identifies a superpixel with a significantly negative population 
rate of change; black asterisk indicates p-value >0.975 and identifies a superpixel with a 
significantly positive population rate of change. 
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