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CAGGA A A CAGCT A T GA CCA T GA T T A CGCCA AGCT T GCA T GCCT GCAGGT CCCCAGA T T AGCCT T T T CA A T T T CAGA A AGA A T GCT A A CCCA CAGA T GGT T AGAGAGGCT T A CGCA

GCAGGT CT CA T CA AGA CGA T CT A CCCGAGCA A T A A T CT CCAGGA A A T CA A A T A CCT T CCCA AGA AGGT T A A AGA T GCAGT CA A A AGA T T CAGGA CT A A CT GCA T CA AGA A CA CAG

AGA A AGA T A T A T T T CT CA AGA T CAGA AGT A CT A T T CCAGT A T GGA CGA T T CA AGGCT T GCT T CA CA A A CCA AGGCA AGT A A T AGAGA T T GGAGT CT CT A A A A AGGT AGT T CCCA C

T GA A T CA A AGGCCA T GGAGT CA A AGA T T CA A A T AGAGGA CCT A A CAGA A CT CGCCGT A A AGA CT GGCGA A CAGT T CA T A CAGAGT CT CT T A CGA CT CA A T GA CA AGA AGA A A A T C

T T CGT CA A CA T GGT GGAGCA CGA CA CA CT T GT CT A CT CCA A A A A T A T CA A AGA T A CAGT CT CAGA AGA CCA A AGGGCA A T T GAGA CT T T T CA A CA A AGGGT A A T A T CCGGA A A CC

T CCT CGGA T T CCA T T GCCCAGCT A T CT GT CA CT T T A T T GT GA AGA T AGT GGA A A AGGA AGGT GGCT CCT A CA A A T GCCA T CA T T GCGA T A A AGGA A AGGCCA T CGT T GA AGA T GC

CT CT GCCGA CAGT GGT CCCA A AGA T GGA CCCCCA CCCA CGAGGAGCA T CGT GGA A A A AGA AGA CGT T CCA A CCA CGT CT T CA A AGCA AGT GGA T T GA T GT GA T A T CT CCA CT GA C

GT A AGGGA T GA CGCA CA A T CCCA CT A T CCT T CGCA AGA CCCT T CCT CT A T A T A AGGA AGT T CA T T T CA T T T GGAGAGA A CA CGGGGGA CT CT AGAGGA T CCA AGGAGA T A T A A CA

A T GA AGA CT A A T CT T T T T CT CT T T CT CA T CT T T T CA CT T CT CCT A T CA T T A T CCT CGGCCGA A T T CAGT A A AGGAGA AGA A CT T T T CA CT GGAGT T GT CCCA A T T CT T GT T GA A T

T AGA T GGT GA T GT T A A T GGGT A CA A A T T T T CT GT CAGT GGAGAGGGT GA AGGT GA T GCA A CA T A CGGA A A A CT T A CCCT T A A A T T T A T T T GCA CT A CT GGA A A A CT A CCT GT T CC

A T GGCCA A CA CT T GT CA CT A CT T T CT CT T A T GGT GT T CA A T GCT T T T CA AGA T A CCCAGA T CA T A T GA AGCGGCA CGA CT T CT T CA AGAGCGCCA T GCCT GAGGGA T A CGT GCAG

GAGAGGA CCA T CT T CT T CA AGGA CGA CGGGA A CT A CA AGA CA CGT GCT GA AGT CA AGT T T GAGGGAGA CA CCCT CGT CA A CAGGA T CGAGCT T A AGGGA A T CGA T T T CA AGGAGG

A CGGA A A CA T CCT CGGCCA CA AGT T GGA A T A CA A CT A CA A CT CCCA CA A CGT A T A CA T CA T GGCCGA CA AGCA A A AGA A CGGCA T CA A AGCCA A CT T CA AGA CCCGCCA CA A CA T

CGA AGA CGGCGGCGT GCA A CT CGCT GA T CA T T A T CA A CA A A A T A CT CCA A T T GGCGA T GGCCCT GT CCT T T T A CCAGA CA A CCA T T A CCT GT CCA CA CA A T CT GCCCT T T CGA A A

GA T CCCA A CGA A A AGAGAGA CCA CA T GGT CCT T CT T GAGT T T GT A A CAGCT GCT GGGA T T A CA CA T GGCA T GGA T GA A CT A T A CA A A CA T GA T GAGCT T T A AGAGCT CGA A T T T C

CCCGA T CGT T CA A A CA T T T GGCA A T A A AGT T T CT T A AGA T T GA A T CCT GT T GCCGGT CT T GCGA T GA T T A T CA T A T A A T T T CT GT T GA A T T A CGT T A AGCA T GT A A T A A T T A A CA

T GT A A T GCA T GA CGT T A T T T A T GAGA T GGGT T T T T A T GA T T AGAGT CCCGCA A T T A T A CA T T T A A T A CGCGA T AGA A A A CA A A A T A T AGCGCGCA A A CT AGGA T A A A T T A T CGCG

CGCGGT GT CA T CT A T GT T A CT AGA T CGGGA A T T CA CT GGCCGT CGT T T T A C
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