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Data S1 to S4 for
ANTHRACNOSE RESISTANCE GENE?2 confers fungal resistance in sorghum

arg2 TAM428
argZ:BTx642
arg2_sC23
arg2 IS9830
arg2_PQ434
arg2 1518760

ARG2_SC328C
ARG2_Keller
ARG2_5C237
ARG2_Rio
arg2_Sc265
arg2_TAM428
arg2_BTx642
arg2_sC23
arg2_T159830
arg2_PQ434
arg2_ 1518760
arg2_ICSV745
arg2_158525
arg2_Malisor84-7
arg2_BTx623

ARG2_SC328C
ARGZ:Keller
ARG2_5C237
ARG2_Rio
arg2_Cs265
arg2 TAM428
arg2:BTx642
arg2_sC23
arg2 IS9830
arg2_PQ434
arg2_ 1518760
arg2_ICSV745
arg2 IS8525
argZ:Malisor84—7
arg2_BTx623

ARG2_SC328C
ARG2_Keller
ARG2_5C237
ARG2_Rio
arg2_Cs265
arg2_TAM428
arg2_BTx642
arg2_sC23
arg2_T159830
arg2_PQ434
arg2_ 1518760
arg2_ICSV745
arg2_158525
arg2_Malisor84-7
arg2_BTx623

97.5%
97.5%
97.5%
97.5%

cov
100.0%
100.0%
100.0%
100.0%
97.0%
97.5%
97.5%
97.5%
97.5%
97.5%
97.5%
99.6%
99.6%
99.6%
99.6%

cov
100.0%
100.0%
100.0%
100.0%
97.0%
97.5%
97.5%
97.5%
97.5%
97.5%
97.5%
99.6%
99.6%
99.6%
99.6%

cov
100.0%
100.0%
100.0%
100.0%
97.0%
97.5%
97.5%
97.5%
97.5%
97.5%
97.5%
99.6%
99.6%
99.6%
99.6%

87.5%
87.5%
87.5%
87.5%

100.0%
100.0%
100.0%
100.0%
92.3%
87.5%
87.5%
87.5%
87.5%
87.5%
87.5%
89.1%
89.2%
89.1%
89.1%

100.0%
100.0%
100.0%
100.0%
92.3%
87.5%
87.5%
87.5%
87.5%
87.5%
87.5%
89.1%
89.2%
89.1%
89.1%

100.0%
100.0%
100.0%
100.0%
92.3%
87.5%
87.5%
87.5%
87.5%
87.5%
87.5%
89.1%
89.2%
89.1%
89.1%

170 .
C| C|
C| C|
C| C|
C| C|
C| C|
C| C|
C| C|
C| C|
C| C|
C| C|
C| C|
C| C|
C| C|
C| C|
C| C|
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C|

C|

C|

C|

C|

C|

C|

C|

C|

C|
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C|
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C|
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C|
C|
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C|
C|
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ARG2_SC328C
ARG2_Keller
ARG2_5C237
ARG2_Rio
arg2_Cs265
arg2_TAM428
arg2_BTx642
arg2_sC23
arg2_T159830
arg2_PQ434
arg2_ 1518760
arg2_ICSV745
arg2_158525
arg2_Malisor84-7
arg2_BTx623

ARG2_SC328C
ARG2_Keller
ARG2_5C237
ARG2_Rio
arg2_Cs265
arg2_TAM428
arg2_BTx642
arg2_sC23
arg2_T159830
arg2_PQ434
arg2_ 1518760
arg2_ICSV745
arg2_158525
arg2_Malisor84-7
arg2_BTx623

ARG2_SC328C
ARG2_Keller
ARG2_5C237
ARG2_Rio
arg2_Cs265
arg2_TAM428
arg2_BTx642
arg2_sC23
arg2_T159830
arg2_PQ434
arg2_ 1518760
arg2_ICSV745
arg2_158525
arg2_Malisor84-7
arg2_BTx623

ARG2_SC328C
ARG2_Keller
ARG2_5C237
ARG2_Rio
arg2_Cs265
arg2_TAM428
arg2_BTx642
arg2_sC23
arg2_T159830
arg2_PQ434
arg2_ 1518760
arg2_ICSV745
arg2_158525
arg2_Malisor84-7
arg2_BTx623

cov
100.0%
100.0%
100.0%
100.0%
97.0%
97.5%
97.5%
97.5%
97.5%
97.5%
97.5%
99.6%
99.6%
99.6%
99.6%

cov
100.0%
100.0%
100.0%
100.0%
97.0%
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cov
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cov
100.0%
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100.0%
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99.6%

pid
100.0%
100.0%
100.0%
100.0%
92.3%
87.5%
87.5%
87.5%
87.5%
87.5%
87.5%
89.1%
89.2%
89.1%
89.1%

pid
100.0%
100.0%
100.0%
100.0%
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87.5%
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pid
100.0%
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100.0%
100.0%
100.0%
100.0%
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ARG2_SC328C
ARG2_Keller
ARG2_5C237
ARG2_Rio
arg2_Cs265
arg2_TAM428
arg2_BTx642
arg2_sC23
arg2_T159830
arg2_PQ434
arg2_ 1518760
arg2_ICSV745
arg2_158525
arg2_Malisor84-7
arg2_BTx623

ARG2_SC328C
ARG2_Keller
ARG2_5C237
ARG2_Rio
arg2_Cs265
arg2_TAM428
arg2_BTx642
arg2_sC23
arg2_T159830
arg2_PQ434
arg2_ 1518760
arg2_ICSV745
arg2_158525
arg2_Malisor84-7
arg2_BTx623

ARG2_SC328C
ARG2_Keller
ARG2_5C237
ARG2_Rio
arg2_Cs265
arg2_TAM428
arg2_BTx642
arg2_sC23
arg2_T159830
arg2_PQ434
arg2_ 1518760
arg2_ICSV745
arg2_158525
arg2_Malisor84-7
arg2_BTx623

ARG2_SC328C
ARG2_Keller
ARG2_5C237
ARG2_Rio
arg2_Cs265
arg2_TAM428
arg2_BTx642
arg2_sC23
arg2_T159830
arg2_PQ434
arg2_ 1518760
arg2_ICSV745
arg2_158525
arg2_Malisor84-7
arg2_BTx623

cov
100.0%
100.0%
100.0%
100.0%
97.0%
97.5%
97.5%
97.5%
97.5%
97.5%
97.5%
99.6%
99.6%
99.6%
99.6%

cov
100.0%
100.0%
100.0%
100.0%
97.0%
97.5%
97.5%
97.5%
97.5%
97.5%
97.5%
99.6%
99.6%
99.6%
99.6%

cov
100.0%
100.0%
100.0%
100.0%
97.0%
97.5%
97.5%
97.5%
97.5%
97.5%
97.5%
99.6%
99.6%
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99.6%

cov
100.0%
100.0%
100.0%
100.0%
97.0%
97.5%
97.5%
97.5%
97.5%
97.5%
97.5%
99.6%
99.6%
99.6%
99.6%

pid
100.0%
100.0%
100.0%
100.0%
92.3%
87.5%
87.5%
87.5%
87.5%
87.5%
87.5%
89.1%
89.2%
89.1%
89.1%

pid
100.0%
100.0%
100.0%
100.0%
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89.2%
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89.1%

pid
100.0%
100.0%
100.0%
100.0%
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87.5%
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87.5%
87.5%
87.5%
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89.2%
89.1%
89.1%

pid
100.0%
100.0%
100.0%
100.0%
92.3%
87.5%
87.5%
87.5%
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87.5%
87.5%
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89.2%
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cov pid 1441 . 5 . 1560
ARG2_SC328C 100.0% 100.0% T.T T T C
ARG2_Keller 100.0% 100.0% T T T T C
ARG2_5C237 100.0% 100.0% T.T T T C
ARG2_Rio 100.0% 100.0% T T T T C
arg2_CS265 97.0% 92.3% T.T T T C
arg2_TAM428 97.5% 87.5% A T T C C A
arg2_BTx642 97.5% 87.5% A T T C C H
arg2_SC23 97.5% 87.5% T.T T T C Ci H
arg2_ 159830 97.5% 87.5% T.T T T C Cj 2|
arg2_PQ434 97.5% 87.5% A T T C C H
arg2_ 1518760 97.5% 87.5% T T T T C C H
arg2_ICSV745 99.6% 89.1% A T T T C H
arg2_ 1588525 99.6% 89.2% T.T T T T Ci 2|
arg2_Malisor84-7 99.6% 89.1% T.T T T T Ci H
arg2_BTx623 99.6% 89.1% T T T T C| H

cov pid 1561 . . . 6 . . . 1680
ARG2_SC328C 100.0% 100.0% Ci T\ T V\per C T C C
ARG2_Keller 100.0% 100.0% o] AR ARG C T C C
ARG2_5C237 100.0% 100.0% Ci T\ T V\per C T C C
ARG2_Rio 100.0% 100.0% o] AR ARG C T C C
arg2_CS265 97.0% 92.3% Ci T\ T V\per C T C C
arg2_TAM428 97.5% 87.5% o] AR ARG T (T C| C C
arg2_BTx642 97.5% 87.5% [of AR ARG T (T C| C C
arg2_sC23 97.5% 87.5% C AR ARG T (T C C Co
arg2_ 159830 97.5% 87.5% Ci T\ T v\per T| T C| C C
arg2_PQ434 97.5% 87.5% o] AR ARG T (T C C Co
arg2_ 1518760 97.5% 87.5% C AR ARG T (T C| C C
arg2_ICSV745 99.6% 89.1% C AR ARG T (T T C Co
arg2_ 158525 99.6% 89.2% Ci T\ T V\per T| T T C C
arg2_Malisor84-7 99.6% 89.1% C AR ARG T (T T C Co
arg2_BTx623 99.6% 89.1% o] AR VARG T T T C C

cov pid 1681 . 7 . . . . : . . . . 8 1800
ARG2_SC328C 100.0% 100.0% T C i
ARG2_Keller 100.0% 100.0% T C T
ARG2_5C237 100.0% 100.0% T C i
ARG2_Rio 100.0% 100.0% T C T
arg2_CS265 97.0% 92.3% T C i
arg2_TAM428 97.5% 87.5% T T
arg2_BTx642 97.5% 87.5% T T
arg2_SC23 97.5% 87.5% T T
arg2_ 159830 97.5% 87.5% T T
arg2_PQ434 97.5% 87.5% T T
arg2_ 1518760 97.5% 87.5% T T
arg2_ICSV745 99.6% 89.1% T T
arg2_ 1588525 99.6% 89.2% T i
arg2_Malisor84-7 99.6% 89.1% T T
arg2_BTx623 99.6% 89.1% T T

cov pid 1801 . . . . : . . . . 9 . . 1920
ARG2_SC328C 100.0% 100.0% \AAA. .  AG! T i C
ARG2_Keller 100.0% 100.0% T T AG T T C
ARG2_5C237 100.0% 100.0% T T AG T T C
ARG2_Rio 100.0% 100.0% T T AG T T C
arg2_Cs265 97.0% 92.3% T T \AG ! T T C
arg2_TAM428 97.5% 87.5%  ABA . JAG T b ] T C T| A
arg2_BTx642 97.5% 87.5% T T I AG T T CJ (T C T H
arg2_sC23 97.5% 87.5% T T AG T T CJ (T C T H
arg2_T159830 97.5% 87.5% T T AG T T C (T C T H
arg2_PQ434 97.5% 87.5% T T AG T T CJ (T C T H
arg2_ 1518760 97.5% 87.5% T T AG T T C (T C T H
arg2_ICSV745 99.6% 89.1% T T AG T T C (T C T H
arg2_158525 99.6% 89.2% T T AG T T C (T C T H
arg2_Malisor84-7 99.6% 89.1%  AAR AG T T Ci T C T} A
arg2_BTx623 99.6% 89.1% T T AG T T C| T C T| H
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ARG2_SC328C
ARG2_Keller
ARG2_5C237
ARG2_Rio
arg2_Cs265
arg2_TAM428
arg2_BTx642
arg2_sC23
arg2_T159830
arg2_PQ434
arg2_ 1518760
arg2_ICSV745
arg2_158525
arg2_Malisor84-7
arg2_BTx623

ARG2_SC328C
ARG2_Keller
ARG2_5C237
ARG2_Rio
arg2_Cs265
arg2_TAM428
arg2_BTx642
arg2_sC23
arg2_T159830
arg2_PQ434
arg2_ 1518760
arg2_ICSV745
arg2_158525
arg2_Malisor84-7
arg2_BTx623

ARG2_SC328C
ARG2_Keller
ARG2_5C237
ARG2_Rio
arg2_Cs265
arg2_TAM428
arg2_BTx642
arg2_sC23
arg2_T159830
arg2_PQ434
arg2_ 1518760
arg2_ICSV745
arg2_158525
arg2_Malisor84-7
arg2_BTx623

ARG2_SC328C
ARG2_Keller
ARG2_5C237
ARG2_Rio
arg2_Cs265
arg2_TAM428
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100.0%
100.0%
100.0%
100.0%
97.0%
97.5%
97.5%
97.5%
97.5%
97.5%
97.5%
99.6%
99.6%
99.6%
99.6%

cov
100.0%
100.0%
100.0%
100.0%
97.0%
97.5%
97.5%
97.5%
97.5%
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99.6%
99.6%
99.6%
99.6%

cov
100.0%
100.0%
100.0%
100.0%
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100.0%
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97.5%
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97.5%
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99.6%
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100.0%
100.0%
100.0%
100.0%
92.3%
87.5%
87.5%
87.5%
87.5%
87.5%
87.5%
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89.1%
89.1%
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100.0%
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89.2%
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100.0%
100.0%
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cov pid 2401 . . 2520
ARG2_SC328C 100.0% 100.0% T ¢ TTel C C C 7\ A T
ARG2_Keller 100.0% 100.0% T ¢ TTel C C C T.T.T i
ARG2_5C237 100.0% 100.0% T ¢ TTel C C C T.T.T i
ARG2_Rio 100.0% 100.0% T ¢ TTel C C C T.T.T i
arg2_CS265 97.0% 92.3% T ¢ TTel C C C 7\ A T
arg2_TAM428 97.5% 87.5% T 'eTTel C C C T.T.T T
arg2_BTx642 97.5% 87.5% T 'eTTel C C C T.T.T T
arg2_SC23 97.5% 87.5% T ¢ TTel C C C 7\ A T
arg2_ 159830 97.5% 87.5% T ¢ TTel C C C 7\ A T
arg2_PQ434 97.5% 87.5% T 'eTTel C C C T.T.T T
arg2_ 1518760 97.5% 87.5% T ¢ TTel C C C T.T.T T
arg2_ ICSV745 99.6% 89.1% T ¢ TTel C C C T.T.T T
arg2_ 158525 99.6% 89.2% T ¢ TTel C C C 7\ A T
arg2_Malisor84-7 99.6% 89.1% T CpiC C C C AR T
arg2 BTx623 99.6% 89.1% T CLgiC C C C T.T.T i
cov pid 2521 . . . 2640
ARG2_SC328C 100.0% 100.0% C, C C C T C
ARG2_Keller 100.0% 100.0% C, C C C T C
ARG2_5C237 100.0% 100.0% C, C C C T C
ARG2_Rio 100.0% 100.0% C, C C C T C
arg2_Cs265 97.0% 92.3% GCTT] TAGC| C C C T C
arg2_TAM428 97.5% 87.5% GGAT] C C C C T C
arg2_BTx642 97.5% 87.5% GGAT] C C C C T C
arg2_SC23 97.5% 87.5% GGHT, C, C C C T C
arg2_ 159830 97.5% 87.5% GGHT, C, C C C T C
arg2_PQ434 97.5% 87.5% GGAT] C C C C T C
arg2 1518760 97.5% 87.5% T} C, C C C T C
arg2_ ICSV745 99.6% 89.1% GGHT, C, C C C T C
arg2_ 158525 99.6% 89.2% GGHT, C, C C C T C
arg2_Malisor84-7 99.6% 89.1% GGHT) C C C C T o]
arg2_BTx623 99.6% 89.1% GGAT] C C C C T C
cov pid 2641 2760
ARG2_SC328C 100.0% 100.0% i
ARG2_Keller 100.0% 100.0% T
ARG2_5C237 100.0% 100.0% i
ARG2_Rio 100.0% 100.0% T
arg2_CS265 97.0% 92.3% E i
arg2_TAM428 97.5% 87.5% A T T
arg2_BTx642 97.5% 87.5% H T T
arg2_SC23 97.5% 87.5% H T i
arg2_ 159830 97.5% 87.5% H T i
arg2_PQ434 97.5% 87.5% H T i
arg2_ 1518760 97.5% 87.5% H T i
arg2_ ICSV745 99.6% 89.1% H T i
arg2_ 158525 99.6% 89.2% H T i
arg2_Malisor84-7 99.6% 89.1% H T T
arg2_BTx623 99.6% 89.1% H T} T
cov pid 2761 . . . 8 . . . . : . 2880
ARG2_SC328C 100.0% 100.0% T CCiiC CCC
ARG2_Keller 100.0% 100.0% T C C CCC
ARG2_5C237 100.0% 100.0% T CCiiC CCC
ARG2_Rio 100.0% 100.0% T CCiiC CCC
arg2_Cs265 97.0% 92.3% T C L C O Gl O — — — — — — — — = — — = = =~ oo
arg2 TAM428 97.5% 87.5% T CCigiT T fole] T lele' - T'el - oo T A (elelek C
arg2 BTx642 97.5% 87.5% T CCigiT T Gy ole' - Tle T A (elelek C
arg2_sc23 97.5% 87.5% T efeT T T T e -T¢ T cACACACCCT C
arg2 159830 97.5% 87.5% T efeT T T T e -T¢ T cACACACCCT C
arg2 PQ434 97.5% 87.5% T CCigiT T Gy oe' - Tle T A (eleleh C
arg2 1518760 97.5% 87.5% T CCHpNT! T T e -T¢ T cACACACCCT C
arg2_1CSV745 99.6% 89.1% T CCipT! T T e -T¢ T CACACACCC C
arg2 188525 99.6% 89.2% T CCipT! T T e -T¢ T CACACACCC C
arg2 Malisor84-7 99.6% 89.1% T CCipT! T T e -T¢ T CACACACCC C
arg2 BTx623 99.6% 89.1% T eleT T}y T T e -T¢ i cACACACCC C



cov

1 ARG2_SC328C 100.0% 100.0% C, CUAC C C C
2 ARG2_Keller 100.0% 100.0% C CLUAC C C C
3 ARG2_SC237 100.0% 100.0% C, CUAC C C C
4 ARG2_Rio 100.0% 100.0% C CLUAC C C C
5 arg2 CS265 97.0% 92.3% C, CUAC C C CT|
6 arg2_ TAMA28 97.5% 87.5% C CLUAC C C C el
7 arg2_BTx642 97.5% 87.5% C CLUAC C C C el
8 arg2 SC23 97.5% 87.5% C, CUAC C Ci C G
9 arg2_ 159830 97.5% 87.5% C, CUAC C Ci C G
10 arg2_PQ434 97.5% 87.5% C CLUAC C C C el
11 arg2_1s18760 97.5% 87.5% C, CUAC C Ci C G
12 arg2_ICsv745 99.6% 89.1% C CLUAC C C C Co
13 arg2_1S8525 99.6% 89.2% C, CUAC C Ci C C
14 arg2 Malisor84-7 99.6% 89.1% C) CysAC C Cl C C
15 arg2_ BTx623 99.6% 89.1% C CLUAC C C C ICCATGCCTEC!
cov .
1 ARG2_SC328C 100.0% 100.0% C! CGAC C!
2 ARG2_Keller 100.0% 100.0% C! CGAC C!
3 ARG2_SC237 100.0% 100.0% C! CGAC C!
4 ARG2_Rio 100.0% 100.0% C! CGAC C!
5 arg2 CS265 97.0% 92.3% C CGAC C!
6 arg2_ TAMA28 97.5% 87.5% C CGAC C
7 arg2_BTx642 97.5% 87.5% C CGAC C
8 arg2 SC23 97.5% 87.5% C! CGAC C!
9 arg2_ 159830 97.5% 87.5% C! CGAC C!
10 arg2_PQ434 97.5% 87.5% C CGAC C
11 arg2_1518760 97.5% 87.5% C CGAC C
12 arg2_ICsv745 99.6% 89.1% C CGAC C
13 arg2_1S8525 99.6% 89.2% C! CGAC C!
14 arg2 Malisor84-7 99.6% 89.1% C CGAC C
15 arg2_ BTx623 99.6% 89.1% C CGAC C

Data S1. Alignment of the ARG2 nucleotide sequences from 15 sorghum lines.

The ARG2 coding sequences in four resistant (SC328C, Keller, SC237 and Rio) and 11 susceptible lines were aligned. The alignment
shows four different ARG2 alleles. ARG2 allele in SC328C is similar to that in Keller, SC237 and Rio. The susceptibility ARG2 allele
from SC265 is a unique allele. TAM428, BTx642, SC23, 1S9830, PQ434 and 1S18760 show the same allele. ICSV745, 1S8525,
Malisor84-7 carry the susceptibility allele like BTx623. The premature stop codons are shaded in red. The premature stop codons are
shaded in red. These amino acid sequences were aligned using “multiple sequence alignment” tools: kalign
[www.ebi.ac.uk/Tools/msalkalign/] and mview [www.ebi.ac.uk /Tools/msa/mview/].



cov pid 1 . . . . : . . . . 100 .
100.0% 100.0% s S S FQ TEKKDK] RD K QF RN
100.0% 100.0% s s s i TEKKDK! RD K O ‘RN
100.0% 100.0% s s s i TEKKDK! RD K QRN
100.0% 100.0% s s s i TEKKDK! RD K QRN
83.1% 93.2% s s s i TEKKDK! RD K QRN
6 arg2 DS06 60.9% 84.9% s i s s Flo TEKKDK’ RD K E RN)
7 arg2 DS25 60.9% 84.9% s ¥ s s i TEKKDK! RD K i RN
8 arg2 DS50 60.9% 84.9% s ¥ s s i TEKKDK! RD K i RN
9 arg2 DS57 60.9% 84.9% s ¥ s s balle) TEKKDK! RD K i RN
10 arg2 IS18760 60.9% 84.9% s ¥ s s bale) TEKKDK! RD K i RN
11 arg2 TAM428  60.9% 84.9% s ¥ s s bale) TEKKDK! RD K i RN
99.8% 82.9% s s s bale) TEKKDK! RD K REIAY
99.8% 83.0% s = s s i TEKKDK! RD K = RN
99.8% 82.9% s ¥ s s i TEKKDK! RD K i RN
99.8% 82.9% S \USKH'.\S s FQ RD, K REY

TEKKDK!
cov pid 121 .

1 ARG2 SC328C 100.0% 100.0% E) KTESSNNTDD,,DSN E DT D RKTYESREDT Wil | (OSFSRR

2 ARG2 Rio 100.0% 100.0% E) KTESSNNTDD) ,DSN E D\TT D RKTYESREDT W:41,4 IOSFSRR

3 ARG2 DS13 100.0% 100.0% E) KTESSNNTDD),DSN E D\/TT D RKTYESREDT W1, 1 }OSFSRR

4 ARG2 DS49 100.0% 100.0% E) KTESSNNTDD) ,DSN E D\TT D RKTYESREDT W:41\4 OSFSRR

5 arg2 DS26 83.1% 93.2% E) KTESSNNTDD) ,DSN E D\TT D RKTYESREDT W1, {}OSFSRR

6 arg2 DS06 60.9% 84.9% E) KTESSNHTDEYDSN Si E D E IV T M i RKTYESEDT W1 i i0SFSERINY

7 arg2 DS25 60.9% 84.9% E) KTESSNMTDI#YDSN Sl E D] P D,/ Thi ' D ¥ RKTYESIEDT Wi 1 (OSFSIIRINY

8 arg2 DS50 60.9% 84.9% E) KTESSNMTDI#YDSN S| E D . D,/ Thi ' D ¥ RKTYESEDT W1 1 i 0SFS)IIRINY:

9 arg2 DS57 60.9% 84.9% E) KTESSNMTDI#YDSN S| E D] . D)//THi "D ¥ W 118 ,OSFSIFRINY

10 arg2 IS18760 60.9% 84.9% E) KTESSNMTDI#YDSN S| E D P D,/ Thi ' D ¥ RKTYESEDT W

11 arg2 TAM428  60.9% 84.9% E) KTESSNMTDI#YDSN S| E D] X D,/ Thi ' D Vi RKTYESEDT W

12 arg2 DS10 99.8% 82.9% E) KTESSNMTDI#YDSN S| E D] . D,/ Thi ' D RKTYESEDT W

13 arg2 DS12 99.8% 83.0% E) KTESSNMTDI#YDSN S| E D] P D,/ Thi ' D RKTYESEDT W

14 arg2 DS17 99.8% 82.9% E) KTESSNMTDI#YDSN i E D] . D,/ Thi ' D RKTYESIEDT W

15 arg2 BTx623  99.8% 82.9% E) MTDIAYDSN, i E D] MIIVE S TMY) RKTYESREDT W

cov pid 241 : . . . . 300 -

1 ARG2 SC328C 100.0% 100.0% K 'F K\4*EQD;#".\SY} {RRE} '\ODKRYF} 4/ FDD) WE; (HHWNW} S K

2 ARG2 Rio 100.0% 100.0% K 'F K\4*EQD! ODKRYF} 4/FDD; /WE| s K

3 ARG2 DS13 100.0% 100.0% K 'F K\4*EQD! ODKRYF} 4/FDD; /WE| s K

4 ARG2 DS49 100.0% 100.0% K 'F K\/*EQD;#".\SY} {RRE}'ODKRYF' /FDD} 'WE, s K

5 arg2 DS26 83.1% 93.2% K 'F K2 /EQD; . (RS 'EDKRYF: A /FDD, ‘WE, RG K

6 arg2 DS06 60.9% 84.9% QMg LoD GLAT] ODKRYF} 4/FDD; /WE| S R K

7 arg2 DS25 60.9% 84.9% [e)aF LD GLAS) ODKRYF} /FDD; /WE| S A K

8 arg2 DS50 60.9% 84.9% [$YaF LD GLAS) ODKRYF} 4/FDD; /WE| S A K

9 arg2 DS57 60.9% 84.9% [$YaF LD GLAS) ODKRYF} 4/FDD; /WE| S A K
10 arg2 IS18760 60.9% 84.9% [e)aF LD GLAS) ODKRYF} /FDD; /WE| S A K
11 arg2 TAM428  60.9% 84.9% [$YaF LD GLAS) ODKRYF} 4/FDD; /WE| S A K
12 arg2 DS10 99.8% 82.9% [$YaF K S ODKRYF} i $4DD) /WE| S A K
13 arg2 DS12 99.8% 83.0% [e)aF LD GLAS) 'ODKRYF} 4 M4DD /WE| S A K
14 arg2 DS17 99.8% 82.9% [$YaF K S ODKRYF} 4/ M4DD /WE| S A K
15 arg2 BTx623  99.8% 82.9% [$YaF )WL ZDRLAS) ¢} /ODKRYF: 4 }4DD;‘WE S = K

NBS Walker B RNBS-B
cov pid 361 . . . 400 .

1 ARG2 SC328C 100.0% 100.0% Y & EWENFYQK S/ /E/. S iRRA/T" Y'S:F} E K KEYFDE!
2 ARG2 Rio 100.0% 100.0% Y Ty EWENFYQK S /E/ SRR AT Y/'S'F) E K KEYFDE!
3 ARG2 DS13 100.0% 100.0% Y Ty EWENFYQK S /E/ SRR AT Y/'S'F) E K KEYFDE!
4 ARG2 DS49 100.0% 100.0% Y Ty EWENFYQK S /E/ SRR AT Y/'S'F) E K KEYFDE!
5 arg2 DS26 83.1% 93.2% Y Ty EWENFYQK S/E"ViRR A4S Y)/SiF, E Ki KEYFDE,
6 arg2 DS06 60.9% 84.9% Y Ty EWENFYQK S /E/ SRR AT Y/'S'F) E K¥ KEYFDE!
7 arg2 DS25 60.9% 84.9% Y Ty EWENFYQK S /E/ SRR AT Y/'S'F) E K¥ KEYFDE!
8 arg2 DS50 60.9% 84.9% Y Ty EWENFYQK S /E/ SRR AT Y/'S'F) E K¥ KEYFDE!
9 arg2 DS57 60.9% 84.9% Y Ty EWENFYQK S /E SRR AT Y/'S'F) E K¥ KEYFDE!
10 arg2 IS18760 60.9% 84.9% Y Ty EWENFYQK S /E/ SRR AT Y/'S'F) E K¥ KEYFDE!
11 arg2 TAM428  60.9% 84.9% Y Ty EWENFYQK S /E/ SRR AT Y/'S'F) E K¥ KEYFDE,
12 arg2 DS10 99.8% 82.9% Y Ty EWENFYQK S /E/ SRR AT Y/'S'F) E K¥ KEYFDE!
13 arg2 DS12 99.8% 83.0% Y Ty EWENFYQK S /E/ SRR AT Y/'S'F) E K¥ KEYFDE!
14 arg2 DS17 99.8% 82.9% Y Ty EWENFYQK S /E/ SRR AT Y/'S'F) E K¥ KEYFDE!
15 arg2 BTx623  99.8% 82.9% Y T, EWENFYQK S/E/SiRRA/T Y/'S'F E KEYFDE!
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cov pid 481 . 500 . . . . H . . . . 600
TFFTE QONFR!

ARG2_SC328C 100.0% 100.0% EES RD NN, DTS KR 1 'R\ 'D.
ARG2_Rio 100.0% 100.0% EcS RD) NN, DifD =S Ki'R UIFR\AFD)
ARG2_DsS13 100.0% 100.0% EcS RD) NN DifD =S Ki*R UIFR\AFD) QONFR!
ARG2_Ds49 100.0% 100.0% EcS RD) NN DifD =S Ki*R UIFR\AFD) QONFR!
arg2 DS26 83.1% 93.2% EE s RD NN, DT =S KR i /R4 /DI A/[ONFR!
arg2_Ds06 60.9% 84.9% EE S RD) NN T} m Tj;IS ZKIFR UIFRVAFD I¥NFR!
arg2_Ds25 60.9% 84.9% EE S RD) NN T} H Tj;IS ZKIFR UIFRVAFD I¥NFR!
arg2_DS50 60.9% 84.9% EE S RD) NN, T} H pyHS ZKIFR JIFRVAFD I¥NFR!
arg2_DS57 60.9% 84.9% EE S RD) NN T} H Tj;IS (KI'R IFR\'A D) I¥NFR!
arg2_1518760 60.9% 84.9% iE S RD) NN T} H Tj;IS (KI'R IFR\'A D) I¥NFR!
arg2_TAM428 60.9% 84.9% ¥E S RD) NN, T} W TEIS R UIFRIA'D I¥NFR!
arg2_DS10 99.8% 82.9% EE S RD) NN, T} DiTizIS R UIFRIA'D I¥NFR!
arg2_Ds12 99.8% 83.0% EE S RD) NN, T} DifTizIS R UIFRIA'D I¥NFR!
arg2_Ds17 99.8% 82.9% EE S RD) NN, T} DifTizIS R UIFRIA'D 1
arg2_BTx623 99.8% 82.9% MG RD) NN T} D TizIS R UIFRVA'D 1
cov pid
ARG2_SC328C 100.0% 100.0%
ARG2_Rio 100.0% 100.0%

ARG2_DsS13 100.0% 100.0%
ARG2_DS49 100.0% 100.0%

arg2_DS26 83.1% 93.2%
arg2_DS06 60.9% 84.9% I
arg2_DS25 60.9% 84.9% I
arg2_DS50 60.9% 84.9% I
arg2_DS57 60.9% 84.9% I
arg2_IS518760 60.9% 84.9% I
arg2_TAM428 60.9% 84.9% I
arg2_DS10 99.8% 82.9% I
arg2_DS12 99.8% 83.0% I
arg2_Ds17 99.8% 82.9% 1|
arg2_BTx623 99.8% 82.9% I
cov pid
ARG2_SC328C 100.0% 100.0%
ARG2_Rio 100.0% 100.0%

ARG2_DS13 100.0% 100.0%
ARG2_Ds49 100.0% 100.0%

arg2_DS26 83.1% 93.2%
arg2_Ds06 60.9% 84.9%
arg2_DS25 60.9% 84.9%
arg2_DS50 60.9% 84.9%
arg2_DS57 60.9% 84.9%

arg2_1518760 60.9% 84.9%
arg2_TAM428 60.9% 84.9%

arg2_DS10 99.8% 82.9%
arg2_DS12 99.8% 83.0%
arg2_DS17 99.8% 82.9%
arg2_BTx623 99.8% 82.9%

cov pid
ARG2_SC328C 100.0% 100.0%
ARG2_Rio 100.0% 100.0%

ARG2_DsS13 100.0% 100.0%
ARG2_Ds49 100.0% 100.0%

arg2_DS26 83.1% 93.2%
arg2_Ds06 60.9% 84.9%
arg2_Ds25 60.9% 84.9%
arg2_DS50 60.9% 84.9%
arg2_DS57 60.9% 84.9%
arg2 1518760 60.9% 84.9%
arg2_TAM428 60.9% 84.9%
arg2_DsS10 99.8% 82.9%
arg2_Ds12 99.8% 83.0%
arg2_Ds17 99.8% 82.9%

arg2_BTx623 99.8% 82.9%



cov pid . . . 0 . ] 1018

1 ARG2_SC328C 100.0% 100.0% RIFTQEDRSYH DiiEcSH . Eggg’/E/.\TESI8 -DH (e EsiSO\'4 T -“TTTNSE 10 -/.\SSS t.

2 ARG2_Rio 100.0% 100.0% RIFQEDRSYH DiiEcSH . Eggg’/E/.\TESI8 -DH (e Es iSO 4T -“TTTNSE 10 -/.\SSS t.

3 ARG2_DS13 100.0% 100.0% RIFQEDRSYH DiiEcSH . Eggg’/E/.\TESI8 -DH (e Es iSO 4T -“TTTNSE 10 -/.\SSS t.

4 ARG2_DS49 100.0% 100.0% RIFQEDRSYH DiEcSH . Eggg/E/.\TESI :DH (e EsiSO\'4 T “TTTNSE Q' -/.\SSS t.

5 arg2 DS26 83.1% 93.2% s

6 arg2 DS06 60.9% 84.9% @ mm o

7 arg2_DS25 60.9% 84.9% -=

8 arg2 DS50 60.9% 84.9% -=

9 arg2_ DS57 60.9% 84.9% -=

10 arg2 1518760 60.9% 84.9% -
11 arg2 TAMA28  60.9% B84.9% mmmmmmmm e e

12 arg2_Ds10 99.8% 82.9% S SDEN: DEENVINGS PMRRWKQON PFLTMPARIHNEEIONTY Py i 4 ) T, T A - 11
13 arg2_Ds12 99.8% 83.0% S SDEN: DEENVINGS PMRRWKQONPFLTMP HE SQ'4'T - TTTNSE :Qu¥ \SSSt
14 arg2_Ds17 99.8% 82.9% S SDIEN: DEENVINGS PMRRWKQONPFLTMP HE SQ'4'T - TTTNSE :Qu¥ \SSSt
15 arg2_ BTx623 99.8% 82.9% SESDR)IENS: DEENVINGE PMRRWKQONPFLTMP HE SQ\4 T TTTNSE iQu¥-\SSSt

Data S2. Alignment of the ARG2 amino acid sequences in 15 sorghum lines.

The ARG2 amino acid sequences in four resistant (SC328C, Keller, SC237 and Rio) and 11 susceptible lines were aligned. The
alignment shows four different ARG2 alleles. ARG2 allele in SC328C is similar to that in Keller, SC237 and Rio. The susceptibile ARG2
allele from SC265 is a unique allele. TAM428, BTx642, SC23, 1S9830, PQ434 and IS18760 show the same allele. ICSV745, 1S8525,
Malisor84-7 carry the susceptible allele like BTx623. The premature stop codons are shaded in red. These deduced amino acid
sequences were aligned using “multiple sequence alignment” tools: kalign [www.ebi.ac.uk/Tools/msa/kalign/] and mview
[www.ebi.ac.uk /Tools/msa/mview/].



cov
arg2_SC265 100.0%
arg2_ TAM428 99.5%
cov
arg2_SC265 100.0%
arg2_ TAM428 99.5%
cov
arg2_SC265 100.0%
arg2_TAM428 99.5%
cov
arg2_SC265 100.0%
arg2_ TAM428 99.5%
cov
arg2_SC265 100.0%
arg2_ TAM428 99.5%
cov
arg2_SC265 100.0%
arg2_ TAM428 99.5%

S

S

S

S

[N

[N

pid 1 [ . . . . : . . . . 1 . . 120
100.0% EP VIS 7 KSi#1cS WISK| /S V- TE S OKE U WER{KDE ?KT ) O/-\F1 7O/ =0\ T EKKDKI A UK\ /W EQ\/RD; #S YD ED (s iDEF 1\//H\ (¢ SHS 'SKQ/# Y K 'KDRHR#:\//Os IRN AKSRUE]
84.5% ED. VY. KS /S WSKN.\S V\cTE: S QKE | WF (KDE) /KTRQ'.\F) /0 \ -0\ /TEKKDK  /K\'/W . EQ\//RD} {SYD/ {ED{8 :DEF . 18K, /- [IHSfaS K ARDRHR} 7.\ f% ‘RN /KSR E]

pid 121 : 2 240

100.0% E\/SSRN'.'RYN; /s (KTESSNNTDD,,DSN | EY} {RNN..V. N\ {DE".\E) A /e FE'\-KRE, D\/TT ! D¢} =DK\'4'(®) KTT: . RKTYESREDT /KSF)- YR W} /T, /SSQSF SRR} 4 /QD "4 iS]
84.5% E)/SERNBRY[E * (KTESSNHTDEYDSN | EF} :RNNE . BN DE".\E DARSILIAVI PV TMYGBALM I CYVGEV| KIT . RKTYESQEDT ‘KSF) ;R . W: {Ti#SOSFSEHRAY ‘0D

pid 241 H . . . . 3 . . . . B . 360
100.0% [KI?F )8\ 'ND} 5 #KQ . (e K\4 /EQD) #.\IS) FROK *"EDKRYF} 4 /FDD) 'WE {DHI SNNRESR R YH 'KH /048 =D’V iKi # /QRKTN:{THEE ! DKDE]
84.5% 13GPD) QL VEMILID RIS SDKRYF' 4/FDD} 'WE: (NHWN[: -} S-SRI FRUTTRDA = . 1 - - - ELLI}{DI PEEED AT (R0} 16 yUTh v il M 0

pid 361 . R . 4 . . . . : . R . 480
100.0% Lelcy) T} TKKK: ENENFYQKI (&SE/ 'ESN -8/ /E". W {RR\'A"/N /'SYNH /-SRI K- ®lF} /) S} {F) ~EDYE} (KRSH A/ YRW) #.\E ¢ F\/R/. K\'/ T'T% {DE, /e KEY FDE!
84.5% SCGYY ) TKKK; ERENFYQK N2SE) 'ESN|5S/ /E/.IRR) SYNH 5 -S[8 K -{i# 1Y) S\ {F -EDYEKRSH 4 [@RW: 7. \E e F\R".\K\'/c TT> {DE) (/cKEYFDE

pid 481 . 5 . . R . : R . . . 6 600
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Data S3. Comparison of the ARG2 allele in SC265 and TAM428 (15.5% non-synonymous codon).
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Data S4. Comparison of the amino acid sequences of the LRR domain of ARG2 in SC328C and BTx623.



