Table S1. Primers for gPCR and library construction, oligonucleotides and probes for Northern Blot

5'-AATGAAGGGGTCATTGATGG-3'
5'-AAGGTGAAGGTCGGAGTCAA-3'
5'-GGTTCTCGATACTGGTTCGC-3'
5'-GTGGAGGAAGCTGACAACAA-3'
5'-ATGGAGGAGGGAAGAGGAGA-3'
5'-GATTTGTGGGCCTGAAGAAA-3'
5'-CCTGTGTCTTGCGCTAACTG-3'
5'-GGCATTTTCCCCAAAGTAGC-3'
GATA6-FW primer Gingold ~ 5'-ACTTGAGCTCGCTGTTCTCG-3'
GATAG6-RV primer Gingold ~ 5'-CAGCAAAAATACTTCCCCCA-3'
degenerate 3’ SR Adapter -4N  5'/5Phos/(N:25252525)(N)(N)(N)(N)AGATCGGAAGAGCACACGTCT/35pC3

degenerate 5" SR Adaptor -4N  5°- rGrUrUrCrArGrArGrUrUrCrUrArCrArGrUrCrCrGrArCrGrArUrCr(N:25252525)r(N)r(N)r(N)r(N)-3°

GAPDH-FW primer Gingold
GAPDH-RV primer Gingold
OCT4-FW primer Gingold
OCT4-RV primer Gingold
NANOG-FW primer Gingold
NANOG-RV primer Gingold
MEIS2-FW primer Gingold
MEIS2-RV primer Gingold

23nt-RNA marker-FAM
39nt-RNA marker-FAM

NEBNext SR RT Primer

SR Primer for lllumina (RP1)

RPIO1 PCR index primer
RPIO2 PCR index primer
RPIO3 PCR index primer
RPI04 PCR index primer
RPIOS PCR index primer
RPIO6 PCR index primer
RPIO8 PCR index primer
RPI10 PCR index primer
RPI11 PCR index primer
RPI12 PCR index primer
RPI13 PCR index primer
RPI14 PCR index primer
RPI15 PCR index primer
RPI16 PCR index primer
RPI17 PCR index primer
RPI18 PCR index primer
RPI19 PCR index primer
RPI22 PCR index primer
RPI23 PCR index primer
RPI24 PCR index primer

RPI25 PCR index primer
RPI26 PCR index primer
RPI27 PCR index primer
RPI28 PCR index primer
RPI29 PCR index primer
RPI30 PCR index primer
RPI31 PCR index primer
RPI34 PCR index primer
RPI35 PCR index primer
RPI36 PCR index primer
GlyGCC DNA oligo 18nt
GlyGCC DNA oligo 35nt
GlyGCC DNA oligo 74nt

5'-/6-FAM/rUrGrUrArCrGrCrGrArArUrArGrUrUrArArArCrCrUrG/ddC-3'
5'-/6-FAM/rUrUrArGrArArGrArCrGrArGrUrCrArCrCrArUrGrArCrCrArArUrArGrCrGrArUrArArCrUrGrA/ddC-3'
5-AGACGTGTGCTCTTCCGATCT-3

5 -AATGATACGGCGACCACCGAGATCTACACGTTCAGAGTTCTACAGTCCGA-3
5 -CAAGCAGAAGACGGCATACGAGATCGTGATGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3

5 -CAAGCAGAAGACGGCATACGAGATACATCGGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATGCCTAAGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATTGGTCAGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATCACTGTGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATATTGGCGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATTCAAGTGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATAAGCTAGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATGTAGCCGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5'-CAAGCAGAAGACGGCATACGAGATTACAAGGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATTTGACTGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATGGAACTGT GACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATTGACATGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATGGACGGGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATCTCTACGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATGTGCGGACGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATTTTCACGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATCGTACGGT GACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5 -CAAGCAGAAGACGGCATACGAGATCCACTCGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3

5 -CAAGCAGAAGACGGCATACGAGATGCTACCGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5'-CAAGCAGAAGACGGCATACGAGATATCAGTGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3'
5'-CAAGCAGAAGACGGCATACGAGATGCTCATGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3'
5'-CAAGCAGAAGACGGCATACGAGATAGGAATGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3'
5'-CAAGCAGAAGACGGCATACGAGATCTTTTGGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3'
5'-CAAGCAGAAGACGGCATACGAGATTAGTTGGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3'
5'-CAAGCAGAAGACGGCATACGAGATCCGGTGGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3'
5'-CAAGCAGAAGACGGCATACGAGATATCGTGGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3'
5'-CAAGCAGAAGACGGCATACGAGATGCCATGGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3'
5'-CAAGCAGAAGACGGCATACGAGATAAAATGGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3'
5'-CAAGCAGAAGACGGCATACGAGATIGTTGGGTGACTGGAGTTCAGACGTGTGCTCTTCCGATC*T-3
5'-TGGTGGTTCAGTGGTAGA-3'

5'-GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCC-3'
5'-GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCCCGGCCAATGCACCA-3'

5'GlyGCC-5-1-northern probe  /5Biosg/TCTACCACTGAACCACCAAT-3'

5'TrpCCA-northern probe /5Biosg/TCAGATGCGCTACCGTTGCGCCA-3'
3'TyrGTA-northern probe /5Biosg/AAACTAAGGATCTACAGTCCTCCGCTCTACCAGCT-3'
3'SeC-TCA-northern probe /5Biosg/AAACGCCCGAAATGGAATTGAACCACTCTGTCG-3'
3'HisGTG-northern probe /5Biosg/AAATGCCGTCACTCGGATTCGAACCGAGGTTGCTG-3'
3’PheGAA-northern probe /5Biosg/AAATGCCGAAACCCGGGATCGAACCAGGGAC-3
3’LysCTT-northern probe /5Biosg/AAACCAACGTGGGGCTCGAACCCACGACCCT -3’

5s rRNA-northern probe /5Biosg/CCGACCCTGCTTAGCTTCC-3'




