Supplementary Table ST1. Product recoveries, total protein, and host cell DNA balances for medium-scale lysates of selected AAV serotypes and recombinant variants purified with membrane-based SXC.

Virus product Impurities
PCR Total Protein dsDNA
Product SXC step Vol (mL) vg/mL vg % pg/mL Hg % ng/mL ng %
Start (before PEG conditioning) 9.5 1.01E+10 9.57E+10 100.0 8276 + 12 7,861.8 £+ 11.7 100.0 9,031.8 = 100.8 85,802.1 + 957.6 100.0
AAV2 Flow-through+wash 40.0 0.00E+00 0.00E+00 - 1399 + 0.8 55976 + 33.6 712 + 04 n.d. n.d. n.d.
Eluate 20.0 6.98E+09 1.40E+11 1459 601 £ 05 1,201.5 + 95 153 + 0.1 2646 =+ 12.2 52910 + 2445 6.2 + 0.3
Start (before PEG conditioning) 9.5 9.70E+09 9.21E+10 100.0 836.7 + 6.4 7,948.7 + 60.8 100.0 14,137.7 + 100.5 134,308.2 + 954.8 100.0
AAV6 Flow-through+wash 45.0 0.00E+00 0.00E+00 - 1412 + 12 6,351.8 + 545 799 = 0.9 n.d. n.d. n.d.
Eluate 18.5 491E+09 9.33E+10 101.3 831 + 0.7 16054 + 13.0 202 =+ 0.2 161.0 + 12.1 3,157.1 + 2355 24 + 0.2
Start (before PEG conditioning) 9.5 1.96E+10 1.86E+11 100.0 8241 + 43 7,829.0 £ 409 100.0 10,106.9 + 51.1 96,015.6 + 4855 100.0
AAV-1P5  Flow-through+wash 45.0 0.00E+00 0.00E+00 - 139.0 + 0.7 6,252.8 + 29.3 799 = 0.6 n.d. n.d. n.d.
Eluate 18.6 1.12E+10 2.12E+11 114.0 853 + 23 16399 + 447 209 * 0.6 927 % 9.5 20341 + 2397 21 + 0.2
Start (before PEG conditioning) 9.5 2.11E+10 2.01E+11 100.0 8798 + 3.3 8,358.1 + 314 100.0 11,3243 + 51.8 107,580.9 + 4921 100.0
AAV-9A2  Flow-through+wash 45.0 0.00E+00 0.00E+00 - 1454 + 0.7 6,541.7 + 33.3 783 = 0.5 n.d. n.d. n.d.
Eluate 18.6 1.51E+10 2.87E+11 143.0 887 + 10 1,706.2 + 20.3 204 *+ 0.3 927 % 12.3 1,797.7 + 240.8 1.7 £+ 0.2
Mean of eluates 126.1 £+ 10.9 186 + 0.2 34 + 0.2

n.d.; not determined



