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Human research participants
Policy information about studies involving human research participants and Sex and Gender in Research. 

Reporting on sex and gender

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Materials & experimental systems

n/a Involved in the study

Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms

Clinical data

Dual use research of concern

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

MS data have been deposited with the ProteomeXchange Consortium via the JPOST partner repository under the data set identifiers PXD034018 (http://
proteomecentral.proteomexchange.org/cgi/GetDataset?ID=PXD034018) and PXD034019 (http://proteomecentral.proteomexchange.org/cgi/GetDataset?
ID=PXD034019). Structural data for human 80S ribosome (PDB ID: 6IP5, https://www.rcsb.org/structure/6IP5) and A-tRNA (PDB ID: 4V5D, https://www.rcsb.org/
structure/4V5D) were obtained from the Protein Data Bank. The predicted model of human RPL3L was obtained from the AlphaFold protein structure database
(Identifier: AF-Q92910-F1, https://alphafold.ebi.ac.uk/entry/Q92901). Source data are provided with this paper.

N/A

N/A

N/A

N/A

Sample size of each measurement was determined by the practical limitations of the protocol utilized. No statistical estimation of sample size

was performed, but the sample-size were determined based on previous reports (Ikeda et al. Sci. Rep. 2015 Oct 30;5:15881., Sharma et al.
Cell Rep. 2019 Mar 19;26(12):3313-3322.).

No data was excluded.

All experiments were conducted with multiple biological replicates shown in figures, figure legends or methods. For almost all experiments,
more than 3 biologically independent replicates were analyzed.

All individual mice or samples were randomly allocated to the experimental groups.

The study was essentially not blinded because it was necessary for investigators to be aware of the information of mouse genotypes,
conditions and cell types to be compared.




