HLA-class-I |

MaxQuant

| HLA-class-II

1985

v

1073

Score

1950

v

842

PEP

1772

v

816

NetMHCpan biding prediction

1106

| %MS2 fragmentation coverage

1100

v

Delta score

711

v

Pseudogene

711

v

Non-coding

708

v

SNP/Mutation

652

v

Leu/lle permutations

647

v

1-amino acid splicing |

541

RNAseq |

442

v

Normal |

410

410

145

v

| Microbiome |

v 105

| Recurrence |

v 10
Retention
Time
v
Final Number
Recurrent PTSPs

10

405

396

177

177

177

153



