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SUPPLEMENTARY MATERIAL

I. Insertion pattern 1: Introns that interrupt an ORF
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Ill. Insertion pattern 3: Introns inserted directly after a terminator
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IV. Insertion pattern 4: Unclear whether intron is inserted into an ORF
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IV. Insertion pattern 5: Introns inserted into wrong strand of ORF
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Figure S1. Group II introns that interrupt an ORF.



