
Graphpad Prism, AnyMaze, Viewer II, Genom Wizard software (Febit Biomed Gmbh), R software, Imaris 
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All data generated or analyzed during this work are included in this article and its Supplementary Information files. Source data are provided with this 
paper. The microarray datasets are available in the Gene Expression Omnibus (GEO) under the accession code GSE227028.   
The following databases were used in the study:EIMMo (http://cbl-gorilla.cs.technion.ac.il/miTEA/), AmiGo (http://amigo.geneontology.org/amigo), 
TargetScan (https://www.targetscan.org/vert_80/)
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Sticky Note
To review GEO accession GSE227028:Go to https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE227028Enter token ulenmocyrrynjkp into the box



No human participant were participating in the study

X

Animal number was decided upon  power analysis,  published behavioural studies and considered requirements of 3R Home O�ce policy. 

Behaviour data: animals were excluded following post-experimental validation of viral injection site; if an animal was immobile during the behaviour test during the tested period.  

Experiemnts replicated independently 3-5 times to generate statisticaly signi�cant data as follow: restraint stress, RNA extraction and microarray analysis, qRT-PCR,  behavioural studies 
immunohistochemistry, luciferase assay, neuronal cultures and dendritic spine visualisation. All replicas were performed independently and no sigi�cant variablity was detected. 
Detailed description of replica number is included in �gures legend. 

Experimental animals were allocated to the groups randomly within the appropriate age limit. For the cell-culture experiments the batches of cells were chosen randomly and 
randomly allocated to the treatment groups.

Behavioural experiments and data analysis were performed blindly by the di�erent members of the personnel.





Neuro 2a and HEK 293T purchased from ATCC

Non of the cells were authenticated

Cells were not tested for mycoplasma

No commonly misidenti�ed cell lines were used in the study

Mouse, C57BL/CJ, 6-12 weeks old, group caged with 12:12 h dark-light cycle, 20 ± 1 °C, and 50% relative humidity with ad libitum access to standard chow diet and water

PGAP2 validated by WB, GPX3 validated by WB, MACF1validated by WB, NeuN validated by target cell morphology, GFAP validated by target cell morphology, HOMER  
validated by synaptic localisation in cultured neurons). Secondary antibodies: all secondary antibodies were veri�ed by omitting the primary ones in the IHC/ICC assay. 
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PGAP2 ab234716 Abcam 1:500, GPX3 ab256475 monoclonal EPR22815-112 Abcam 1:1000, MACF1 ab117418 Abcam 1:1000, NeuN MAB377 monoclonal A60 Chemicon 1:1000, GFAP ab4674 Abcam 1:2000, 
HOMER 160 002 Synaptic Systems 1:500,  Goat anti-rabbit AF488 ab150077 Abcam 1:1000, Goat anti-chicken AF647 ab150171 Abcam 1:1000, Donkey anti-mouse AF594 ab150108 1:1000



No wild animals were used in the study.

No �eld-collected samles were used in the study

Experiements were performed using males only to reduce the variability caused by 
estrous cycle.

All procedures involving animals adhered to the Animals (Scienti�c Procedures) Act 1986 and Amendment Regulations 2012 as outlined in the UK law and approved by the 
University of Exeter Animal welfare and Ethics Review Board and the Institute of Pharmacology (Krakow, Poland) Local Ethical Committee in accordance with national and 
EU regulations.






