Peptidase Lu. Ph. Aed. Anp. Cul. Dro Dro Glo

group Fam. PFAM Short Description lon pap aeg. gam qui mel pse mor
AO01 PF00026 Eukaryotic aspartyl protease 4 2 1 1 1 13 13 3
A22 PF01080 Presenilin 1 1 3 3 4 3
Aspartic A25 PF03418 Germination protease 1 0 0 0 0 0
A28 PF09668 Aspartate protease 0 1 1 1 0 1 1 0
A33 - skin SASPase 0 1 0 0 0 0 0 0
Cco1 PF00112  Papain family cysteine protease 5 8 15 13 19 15 12 10
Cc02 PF00648 Calpain family cysteine protease 5 4 9 20 7 4 3 3
c12 PF01088 g;:(iqlt;lt;n carboxyl-terminal hydrolase, 2 3 3 3 3 4 4 4
C13 PF01650 Peptidase C13 family 1 1 1 1 1 1 1 1

C14 PF00656 Caspase domain
C15 PF01470 Pyroglutamyl peptidase
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Cc19 PF00443  Ubiquitin carboxyl-terminal hydrolase 18 17 21 39 29 23 18 24
C26 PFO7722 Peptidase C26 2 1 4 4 8 6 7
C44 PF00310 Glutamine amidotransferases class-I 3 1 5 4 5 7 6 7
Custei C46 PF01079  Hint module 1 0 1 1 1 1 1 1
NS 48 Prozene g;f;ly‘;ir:tf:;;f:mi'y' C-terminal 3 3 3 4 3 7 5 9
C54 PF03416 Peptidase family C54 2 3 2 2 2 2 2 2
C56 PF01965 DJ-1/Pfpl family 2 1 1 2 1 2 1 5
C64/C85 PF02338 OTU-like cysteine protease 5 3 4 5 4 7 6 4
C6é5 PF10275 Peptidase C65 Otubain 1 0 1 1 1 2 1 1
ce7 - CylID peptidase*® 1 1 1 1 1 0 1 1
C78 PF07910 Peptidase family C78 3 2 2 2 2 2 2 2
C86 PF02099 Josephin 1 1 0 1 1 1 2 1
C95 - lysosomal 66.3 kDa protein 1 1 0 0 0 0 0 0
co7 PF05903 PPPDE putative peptidase domain 2 2 2 1 2 2 1 1
MO1 PF01433 Peptidase family M1 17 22 27 39 23 23 24 14
M02 PF01401 Angiotensin-converting enzyme 5 5 8 1 9 6 7 7
MO03 PF01432 Peptidase family M3 2 2 2 2 2 2
M08 PF01457 Leishmanolysin 1 1 1 1 1 1 1 1
M10 PF00413  Matrixin 3 3 8 4 9 3 2 3
M12B  PF01421 EZ‘;;EE’;:;Q:;?B) family zinc 5 4 7 13 11 14 7 1
M13 PF05649 Peptidase family M13 6 5 9 9 9 30 27 25
M14 PF00246 Zinc carboxypeptidase 20 26 24 38 30 32 28 28
M16 PF00675 Insulinase (Peptidase family M16) 5 4 10 13 12 12 16 15
M17  PF00883 ga%t;xljj’gmgipnep”dase family, 6 6 5 5 6 9 13 11
Metallo  m19  PF01244 gmymg)d'pept'dase (Peptidase 5 6 7 6 4 6 4 4
M20 PF01546 Peptidase family M20/M25/M40 6 3 1 2 0 7 0 4
M22 PF00814  Glycoprotease family 2 1 2 2 2 4 4
M23 PF01551 Peptidase family M23 0 0 1 0 0 0 0
M24 PF00557 Metallopeptidase family M24 8 7 11 16 8 11 6 12
M28 PF04389 Peptidase family M28 5 6 3 13 5 15 9 9
M38 PF01979 Amidohydrolase family 4 4 0 1 1 4 1 6
M41 PF01434 Peptidase family M41 3 1 3 3 3 4 3 4
M48 PF01435 Peptidase family M48 1 1 1 1 1 4 4 1
M49 PF03571 Peptidase family M49 1 0 0 1 1 1 1 1
M67 PF01398 JAB1/Mov34/MPN/PAD-1 ubiquitin 5 5 5 7 4 8 4 10

protease



M76 PF09768 Peptidase M76 family 1 1 1 1 1 1 1 1
M79 PF02517 CAAX protease self-immunity 1 1 1 1 1 1 1 1
Mm87 PF08434 Chloride channel accessory protein 1 1 0 0 0 0 0 0
S01 PF00089  Trypsin 112 126 370 560 428 306 215 221
S08 PF00082  Subtilase family 6 4 6 5 5 6 5 5
S09 PF00326 Prolyl oligopeptidase family 7 6 10 18 13 45 11 52
S10 PF00450 Serine carboxypeptidase 5 3 5 4 5 5 6 4
S14 PF00574 Clp protease 1 1 1 1 1 1 3
S16  PF05362 :S;:g&?:ﬁirg:) C-terminal 10 1 1 1 1 1 3
S24 PF00717 Peptidase S24 1 0 0 0 0
. S28 PF05577 Serine carboxypeptidase S28 7 5 10 9 6 7 2
Serine S33 PF12697 Alpha/beta hydrolase family 24 17 N 24 1 25 9 13
S54 PF01694 Rhomboid family 4 4 3 5 3 9 6 7
S59 PF04096 Nucleoporin autopeptidase 1 1 1 1 1 1 1 1
S60 PF00405 Transferrin 4 3 6 7 9 5 6 5
s - EShMemodecwamomonie g 44
s72 PEO5454 EI?I));(s:tc:g?cl)i/gier11n1()Dystrophin—associated 1 1 2 2 2 2 2 2
S81 PF05497 Destabilase 1 1 2 2 2 7 3 1
TO1 PF00227 Proteasome subunit 12 13 15 21 18 29 37 21
Threonine TO2 PF01112 Asparaginase 4 2 3 5 5
TO3 PF01019 Gamma-glutamyltranspeptidase 3 6 3 5 4
TO6 - polycystin-1 1 0 0 0 0 0
Total* 376 376 703 983 800 808 586 646




