
Figure S32

Figure S32. Replicates demonstrate reproducible lineage tag enrichment profiles and consistent phe-
notypic profiles. A) Frequency distribution of clones identified in each of the conditions generated using a 
biological replicate of the starting population (cells transduced with a separate batch of lentivirus library). B) 
Admixing of OS-17 cells from distinct, biological and technical replicates grown in vitro or as metastatic lesions 
suggests that intra-tumor transcriptional heterogeneity of osteosarcoma cells is not driven by individual tumor 
identity.
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231 out of every 1000 clones are unique

718 out of every 1000 clones are unique




