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UPPLEMENTAL FIGURE 2
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SUPPLEMENIAL FIGURE 3
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SUPPLEMENTAL FIGURE 4
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SUPPLEMENTAL FIGURE 5
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OSUPPLEMENIAL FIGURE 6
GRK2 Recruitment
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SUPPLEMENTAL FIGURE 7

FIAsH 1 FlAsH 2 FIAsH 3
cxcLo 0.04 CXCL9- 0.04 cxcLed 0.04
_ 0.02 _ 0.02 ) 0.02
Ligand - % Ligand - % Ligand - ns
Receptor -ns  CXCL10 0 Receptor - %% CXCL10+ 0 Receptor-ns  CXCL10 0
Interaction - ns 002 Interaction - ns 0.02 Interaction - ns 0.02
CXCL114 CXCL114 CXCL114
-0.04 -0.04 -0.04
T T T
L F o F
-\9 ) q,’b‘
U i
o & 4 &
@ égo &(bb [¢) ©)
" o
& &
& &F
FIAsH 4 FIAsH 5 FIAsH 6
0.04
CcXcLe CcXCL9 0.04 cxcLe 0.04
0.02 . 0.02 . 0.02
Ligand - k%% Ligand - s%3kk%k Ligand - %%k
Receptor - ¥kkk CXcCL10 0 Receptor - ¥%%% CXCL10 0 Receptor-%  CXCL10 0
Interaction - skskskk Interaction - *k%%% Interaction - %
-0.02 -0.02 -0.02
CXCL1 CXCL11 CXCL11
0.04 0.04 0.04
FIASH 1- CXCLS FlAsH 1- CXCL10 FIASH 1- CXCL11 FIASH 1- CXCR3WT FIAsH 1 - CXCR3-S355A/S356A FIASH 1 - CXCR3-T360AIS361A FIASH 1- CXCR3-4xA FIAsH 1 - CXCR3 L344X
o 0054 o 005 o 005 2 005 o 0.05 o 0.05 o 0.5 o 0.05
3 3 3 5 5 5 3 5
< & [i4 & o 4 -4
~ g 0.00 15 0.00 &5 0.0 5 000 —mmr————— 5 0.00{ 5 0.00{—mmpmr—————— 5 0.004 T A —
4 T o© 4 x 4 4 4 — —— 4
& & & ] & & & &
2 3 3 3 % 3 = 2
% I 2 o005 2 005 <005 _ 2 005 2 05 2 05 2 o0s
< & & o8 O SRR e s X s s °
= & &7 & & P & 5 & o5
L &
=)
& &
&
<) )
FIASH 2 - CXCLO FIASH 2 - CXCL10 FIASH 2~ CXCLA1 FIASH 2 - CXCR3-WT FlASH 2 - CXCR3-S355A/S356A FIASH 2 - CXCR3-T360A/S361A FIASH 2 - CXCR3-4xA FIASH 2 - CXCR3 L344X
o 0.05: o 00! o 0.05: o 0.05 o 005 o 0.05 o 0.05 o 005
g g g g g g & &
= = - = . = = = = = 1
N go go — go — go go — go — Eo guoo—---—i—L
I 2 005 2 005 2 2 005 2 005 2 005 2 005 2 005
%) AR 3 S T . x s s . CE g
(Y 9 O o 9 > o 9 > o 9 O
< & ?\ei ?\{o@iy@’ & O P & & P & o P & O P &
T O o & &K
L 5 &
& &
&
o O
FIAsH 3 - CXCL9 FIAsH 3 - CXCL10 FlAsH 3 - CXCL11 FIAsH 3 - CXCR3-WT FIAsH 3 - CXCR3-S355A/S356A FlAsH 3 - CXCR3-T360A/S361A FIAsH 3 - CXCR3-4xA FIAsH 3 - CXCR3 L344X
o 005 o 0.5 o 005 o 0.05 o 0.05 o 005 o 005 o 005
& g & g & g g &
= = o = jus = et =
o Eo Eo ¥D — gn gona-?T—E— ED EO %u
% 20 3 g 2 00s 2 005 2 08 3 oos g oo
s s X N s o«
O o O & &S S8 &C &S 8 SR
E . - & & & & © & P
FlAsH 4 - CXCLO FlAsH 4 - CXCL11 FlAsH 4 - CXCR3-WT FIASH 4 - CXCR3-S355A/S356A FIASH 4 - CXCR3-T360A/S361A FIASH 4 - CXCR3-4xA FIASH 4 - CXCR3 L344X
.
o 0.05- o o 0.05 AR o 0.05 AR g 0.05: ) 0.05: % i) 0.05: o 0.05 ns
< : . 8 i R I ey E 2 F = E 2 Fl /=
= j - = = = = =
W 0.00 T e W W 0.00 W 0.004 W 0.00 s W 0.004 TR —— W 0.00——
I & g g T & T T ¢ & L=
N 2.0 2 005 2 2 005 ILI 2 005 2 005 I;I 2 005 2 005
) O N 2 ) ) N o N X 2
g & Q¥ & o & o & o o & & & o
L & gl S & S S S &
F F S F S
N o
Q_’K ng
O O
oS
o o
FIASH 5 - CXCL9 FlAsH 5 - CXCL10 FIASH 5 - CXCL11 FIASH 5 - CXCR3-WT FIASH 5 - CXCR3-S355A/S356A FIASH 5 - CXCR3-T360AIS361A FIASH 5 - CXCR3-4xA FIASH 5 - CXCR3 L344X
© 005 o 0.05 [ o s 2 005 . o 005 g 005 o o 0.05 . o 0.05
& 000 5 000 n E 0.001 E 0.001 & 000 E 0.004 E 0,00
I o @ e @ @ @ @ @ ! ©
2 i E 3 % o0s ! % oos % 005 ! 500 L % 0
= & Q¥ T & o° & &S CER SR
(1 F éi@’ & Al S & & & & & & &
O g
E
& &
4 o
<) d
FlAsH 6 - CXCLO FIAsH 6 - CXCL10 FIAsH 6 - CXCL11 FIASH 6 - CXCR3-WT FIASH 6 - CXCR3-S355A/S356A FlAsH 6 - CXCR3-T360A/S361A FIASH 6 - CXCR3-4xA FIAsH 6 - CXCR3 L344X
o 005 o 005 o 005 T o 005 [ o 005 o 0.05 e g 0% = 9 0.05 N
© s & i g l g Ir‘ & _ & Ir' = — & I_,—'
= = - e = = = = s BN | B = =
1L 0.00-pmpmr——r—m—— ' 0.004 w 0.00- w 000-—-—Li— W 000 W 0.004 © N w 0.004
% & & & & = & & " EP & w
<L Zo0s 2 005 2 005 2 005 2 00s 2 005 ERC 2 005
= & L o -
& &F o s N &2 ® S &2 N S o F & » R
L & S S o & & & & & &
& S * &
5 <5 + 5
o 9 d
e




SUPPLEMENTAL FIGURE &

N-domain Q\ N
. Probe2

C-domain

C-domain
transition

Inactive State Active State
(low interdomain rotation (high interdomain rotation
angle) angle)



SUPPLEMENITAL FIGURE 9
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SUPPLEMENTAL FIGURE 10
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SUPPLEMENTAL FIGURE 11
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